472.3326
1259926
4352664

164.033
305.2669
152.1115
2211395
110 0656
3123682
3813058

138.092
1331114
1431092
209.1729
377.0743

18

T
20

T
2.2

VIP scores

24

2.6

High

Low

502.3828

367.277
516.3619
136.0338
127.0954

546.387
349.2714
570.4166

196.918
148.0827
163.1138
365.2855
156.0802
534.3287
166.0911

High

Low

T T T
0.010 0.015 0.020

MeanDecreaseAccuracy

T
0.025

Fig. S2.A. VIP scores and Mean Decrease Accuracy according to Random Forest analysis for the 3 groups of

patients: thyroid cancer (PTC), benign nodules (BT) comparative to healthy controls (C).
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Fig. S2.B. VIP scores and Mean Decrease Accuracy according to Random Forest analysis to differentiate the

metabolomic profile of thyroid cancer (PTC) patients comparative to healthy controls (C).
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Fig. S2.C. VIP scores and Mean Decrease Accuracy according to Random Forest analysis) to differentiate the
metabolomic profile of patients diagnosed with thyroid cancer (PTC) vs benign nodules (BT).




