


Figure legend of Figure S1

Multiple sequence alignment of our primer and probe sequences and
the nsp10 gene sequences of SARS-CoV-2 variants from different
geographical regions. The alignment contains the primer and probe
sequences with other reference sequences. The dots represent bases
which were the same as the one in the ancestral sequence
(NC_045512.2). The ‘~’ (tilde) symbols in the figure represent gaps in
the alignment. However, the gaps do not represent deletions in the
sequence.
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