Supplementary data.

Table S1 Primers for qRT-PCR.

Primer name Primer Sequence Primer name Primer Sequence

ZmTIP2,3-qPCR-F TCGCATTTGGAAGCTTTCGC ZmTIP2;3-qPCR -R CTTCGTCAATTGCGAGTAGGC
Zma-Tubulin-F TCCTGGACAACGAGGCTATCTAT  Zma-Tubulin-R TGTGAGATCAGCCTGTTCAAGTT
ZmGAPDH-F AGCAGGTCGAGCATCTTCG ZmGAPDH-R CTGTAGCCCCACTCGTTGTC

Table S2 Primers for vector construction.

Primer Primer Sequence

name

Primer

name

Primer Sequence

ZmTIP2;3- ATGGTGAAGCTCGCATTTGG
F

ZmTIP2;3- ggacagcccagatcaactagt ATGGTGAAGCTCGCATTTGG

GFP-F
pZmTIP2;3- CTACAACCGTACAGGCAAAAAGT
F

pZmTIP2;3-  gacctgcaggcatgcaagcttCTACAACCGTACAGGCAAAAAGTATT

GUS-F

ZmTIP2,3- CGAGTAGGCAATGGCGGA

R

GFP-R

ZmTIP2;3- geccttgetcaccatggatcc TGGGTACTCCTGCTGGCCG

pZmTIP2;3- CTTTTTTCCCCCCCTCTCC

R

GUS-R

pZmTIP2;3-  ttaccctcagatctaccatggCTTTTTTCCCCCCCTCTCC
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Figure S1. Tissue expression pattern analysis of ZmTIP2;3. (A) Heatmap of the tissue

expression pattern of ZmTIP2;3. (B) The relative expression level of ZmTIP2;3 in different

tissues of maize was measured by qRT-PCR.



