[bookmark: _GoBack]Table S2: Best-fit partitioning scheme for the two protein-coding mitochondrial genes, cytochrome b (cyt b) and cytochrome oxidase subunit I (COI) and models of nucleotide substitution for each partition, based on the Bayesian information criterion (BIC) as implemented in PartitionFinder 2 [45]. The abbreviation ‘pos.’ refers to codon position.

	Partition number
	Partition
	Best model

	1
	COI pos. 1
	TRNEF + I + Γ

	2
	COI pos. 2 + cyt b pos. 2
	HKY + I

	3
	COI pos. 3 + cyt b pos. 3
	TRN + Γ

	4
	cyt b pos. 1
	TRNEF + I



