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GSE109142

Dataset comprises a total of 226 samples. Among these, 105 samples
correspond to pre-response, 101 pre-resistant, and 20non-IBD controls. Pre-
response and pre-resistant were considered as active UC. Data contains mild,
moderate and sever UC based on PUCAI score and Mayo endoscopy sub score.
The disease location for data was proctosigmoiditis (14), left-sided colitis (44),
and extensive/pancolitis/un-assessable (167).

(1]

GSE128682

Dataset comprises a total of 44 samples including 14 treatment naive UC
patients, 14 UC remission patients, and 16 non-IBD controls. The 14 treatment
naive UC samples were considered as active UC and control samples as non-IBD
controls. Remission samples were removed from the study. Data contains mild
to moderate UC samples based on UC disease activity index (UCDAI) endoscopy
sub score. Biopsies were taken from the sigmoid part of the colon.

(2]

GSE206285

Dataset comprises a total of 568 samples. Among these, 550 samples
correspond to patients diagnosed with UC, while the remaining 18 samples
represent non- IBD controls. The 550 UC sample considered as active UC.

(3]

GSE87466

Dataset comprises a total of 108 samples. Among these, 87 samples correspond
to patients diagnosed with UC, while the remaining 21 samples represent non-
IBD controls. Disease activity in the UC patients was assessed using the Mayo
score. Intestinal biopsies of distal colon from adult patients with extensive (n =
27) or limited (n = 60) UC. The 87 UC sample considered as active UC.

(4]

GSE92415

Dataset comprises a total of 183 samples. Among these, 162 samples
correspond to patients diagnosed with moderate to severe Ulcerative Colitis
(UC), while the remaining 21 samples represent non- IBD controls. Disease
activity in the UC patients was assessed using the Mayo score and Endoscopy
sub score. The 162 UC sample considered as active UC.

(5]

GSE107499

Dataset comprises a total of 119 samples including 75 lesional and 45 non-
lesional, we define lesional sample as an active UC since lesional sample were
biopsy tissues taken from inflamed area (according to GEO).

NA

GSE47908

Dataset comprises a total of 60 samples. Among these, 45 samples correspond
to patients with UC, while the remaining 15 samples represent non- IBD
controls. Biopsies sample ware collected from descending colon. Disease activity
was assessed using the Mayo score and Mayo endoscopic score. The 45 samples
were considered as active UC

(6]

GSE16879

Dataset comprises a total of 133 samples including 73 CD, 12 controls and 48 UC.

UC patients including post-resistant (33), post-response (27), pre-resistant (24),
and pre-response (37) and 12 control contains 6 sample from lleum and 6 from
colon. Samples from CD, post-Resistant, post-Response, and control from lleum
were removed. Samples from Pre-Resistant and pre-Response were considered
as active UC.

(7]

GSE59071

Dataset comprises a total of 116 samples. Among these, 97 samples correspond
to patients with active UC (74) and inactive (23), while the remaining 11 samples
represent non- IBD controls. Disease activity in the UC patients was assessed
using the Mayo score and Endoscopy sub score. Biopsies ware taken from most
affected site of the colon (sigmoid or rectum). The disease location for data was
left-sided colitis and pancolitis.

(8]
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