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Table S1: Pairwise distance values among new cyanobacterial strains isolated during this study. Values below 

20 0.05 (5% divergence, as congenerics) are in bold.  
Table S2. List of the 54 candidate structures, which are consistent with previously identified peptides using 

DEREPLICATOR algorithm.  
Figure S1. Global molecular network obtained from LC-MS/MS data of 20 cyanobacteria extracts (red ellipses 

are DEREPLICATOR peptide matches).  
Figure S2. A selection of clusters and self-loops annotated with putative cyanobacterial peptides and their 

origin. 


