Supplementary Information

Resistance Genes, Phage Types and Pulsed Field Gel
Electrophoresis Pulsotypes in Salmonella enterica Strains from
Laying Hen Farms in Southern Italy

Table S1. Primers used in this study.

Primer 5'-3' sequence Gene target amplicon size (bp) Reference
aadAl-F TTTGATCAACGACCTTTTGGAAAC aadAl 379 This study
aadA-R GGACAACGTAAGCACTACATTTCG aadAland aadA2

blaPSE-1-F GGATTACAATGGCAATCAGCGCTTCC

bIaPSE_l 658
blaPSE-1-R AATCGCATCATTTCGCTCTGCCATTG
blaTEM1-F TGAAGATCAGTTGGGTGCACGAGTGG bla 700

TEM-1

blaTEM1-R AGTTGCCTGACTCCCCGTCGTGTAGA
floR-F CTCCTTTCGACATCCTCGCTTCACTG flor 636 "
floR-R AGAAGACGAAGAAGGTGCCCATACCG
intl1-F CGAACCGAACAGGCTTATGTCCACTG intl 838
intl1-R CATCGTCGTAGAGACGTCGGAATGG
strA-F TGGTTGCCTGTCAGAGGCGGAGAATC StrA 1466
strB-R ATCGACGTCCAGCGCACGAGAGAATG strB
sull-F TCGGCATTCTGAATCTCACCGAGGAC sull 786
sull-R AAATTTCGCGAGGGTTTCCGAGAAGG
sul2-F GACAGTTTCTCCGATGGAGGCCGGTA sul2 700
sul2-R GTGTGCGGATGAAGTCAGCTCCACCT
tetB-F CAGGTTATCTTTGCTCCTTGGCTTGG tet(B) 1014 "
tetB-R TTGAGGGGTTAACATGAAGGTCATCG
tetC-F GGATATCGTCCATTCCGACAGCATCG tet(C) 745
tetC-R GATAATGGCCTGCTTCTCGCCGAAAC
tetG-F GAGCCGCAGTCGATTACACGATTATG tet(G) 680
tetG-R CAACAGAATCGGGAACACCATCCATC
tnpATn3-F ATAAGCAACGAACGTCCTGGCCTGCT Tn3 tpA 2544 "
tnpATNn3-R CACCAGTTCTGCCAGCGTGAAGGAAT
tnpRTn3-F GTGGAGCGGGCAATACTGAGCTGATG Tn3 tnpR 361
tnpRTn3-R AGGTGGAGGAAGGTGATGTCATTCTGG
tnpAIS26-F AATGTCGATCACTCCACGATTTACCG 1526 thpA 548

tnpAIS26-R CCCAGGGGATCACCATAATAAAATGC
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Table S1. Cont.

Primer 5'-3' sequence Gene target amplicon size (bp) Reference
1S26-F GGCACTGTTGCAAATAGTCGGTGGTG 1526 IR-tnpA 820 "
1S26-R GGCACTGTTGCAAAGTTAGCGATGAG
5CS-F GCCTCGGGCATCCAAGCAGCAAGC 5'CS attll end variable "
3CS-R CTTGACCTGATAGTTTGGCTGTGAGCAA 3CS
tetA-F GTAATTCTGAGCACTGTCGC tet(A) 957 1]
tetA-R CTGCCTGGACAACATTGCTT
U7-L12 ACACCTTGAGCAGGGCAAAG tdhF 500 2]
LJ-R1 AGTTCTAAAGGTTCGTAGTCG int
104-RJ TGACGAGCTGAAGCGAATTG S044 515 "

Co-L AGCAAGTGTGCGTAATTTGG

int2
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Table S2. Distribution of S. Enteritidis and S. Typhimurium strains isolated from laying hen farms in 1998-2007.

Samples Inspections Farms
Year Place Positive S.Enteritidis/ Phage type Positive  S.Enteritidis/  Positive S.Enteritidis/ Narme
(total) S. Typhimurium (number) (total)  S. Typhimurium (total) S. Typhimurium
1998 Apulia 2 (420) 210 PT (1); PT37(1)  2(42) 210 2 (14) 210 A B
~ Basilicata 0 (60) 0/0 - 0 (6) 0/0 0(2) 0/0 -
1999 Apulia  3(560) 0/3 DT193 (2);NT (1) 1 (56) 0/1 1(14) 0/1 c
__________________________________________________________ Basilicata 1 (80) Vil DT193 (1) 1(8) 011 12) 01 D
DT193 (2); DT104
2000 Apulia 5 (420) 0/5 (1); U302 (1); 5 (42) 0/5 5 (14) 0/5 C.E F G H
_ DT208 (1)
~ Basilicata 0 (60) 0/0 - 0 (6) 0/0 0(2) 0/0 -
~ Apulia  3(560) 3/0 PT8 (3) 1 (56) 1/0 1 (14) 1/0 |
_ Basilicata 0 (80) 0/0 - 0(8) 0/0 0(2) 0/0 -
___________________ 2002 Apulia 0 (420) 0/0 - 0 (42) 0/0 0 (14) 0/0 -
~ Basilicata 0 (60) 0/0 - 0/(6) 0/0 0(2) 0/0 -
~ Apulia 6 (560) 6/0 PT4 (1); PT14b (5) 3(56) 3/0 2 (14) 2/0 J, K
~ Basilicata 0 (80) 0/0 - 0(8) 0/0 0(2) 0/0 -
~ Apulia 10 (420) 10/0 PT14b (7);NT (3)  3(42) 3/0 2 (14) 2/0 C L
~ Basilicata 0 (60) 0/0 - 0 (6) 0/0 0(2) 0/0 -
2005  Apulia  1(560) 1/0 NT (1) 1 (56) 1/0 1(14) 1/0 M
__________________________________________________________ Basilicata 0 (80) 0/0 - 0(8) 0/0 0(2) 0/0 -
. PT14b (4); NT (2);
2006 Apulia | 7 (420) 6/1 DT104 (1) 4 (42) 3/1 4 (14) 3/1 E,L,N,O
~ Basilicata 0 (60) 0/0 - 0 (6) 0/0 0(2) 0/0 -
2007 Apulia 0 (560) 0/0 - 0 (56) 0/0 0 (14) 0/0 -
___________________ 2007 Basilicata  1(80) Vil DT104 (1) 1(8) 011 12) Vil P
Total 39 (5,600) 28/11 - 22 (560) 13/9 - - 16
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