
Table S3. Viruses selected for phylogenetic analysis 
Family Virus name Protein description Accession number Reference 

Hypoviridae Fusarium sacchari hypovirus 1 Polyprotein QIQ28422.1  [1] 

Erysiphe necator associated hypovirus 2 RdRp partial QHD64832.1  Unpublished 

Wuhan insect virus 14 Polyprotein YP_009342443.1  [2] 

Alternaria alternata hypovirus 1 Polyprotein  QFR36339.1  [3] 

Trichoderma asperellum hypovirus 1 Polyprotein  AZT88614.1  [4] 

Fusarium sambucinum hypovirus 1 Polyprotein  BCP96869.1  [5] 

Fusarium graminearum hypovirus 1 Polyprotein  AZT88611.1  [4] 

Botrytis cinerea hypovirus 2 Polyprotein  QJT73706.1  Unpublished 

Macrophomina phaseolina hypovirus 2 RdRp  QOE55583.1  [6] 

Macrophomina phaseolina hypovirus 1 RdRp partial ALD89099.1  [7] 

Cryphonectria hypovirus 1 ORF B ATZ76095.1  [8] 

Cryphonectria hypovirus 2 Polyprotein  NP_613266.1  [9] 

Fusarium langsethiae hypovirus 1 Polyprotein  YP_009330037.1 Unpublished 

Fusarium poae hypovirus 1 Polyprotein  BAV56305.1 [10] 

Sclerotinia homoeocarpa hypovirus 1 Polyprotein  AZT88612.1  [4] 

Rosellinia necatrix hypovirus 2  Polyprotein  BBB86794.1  [11] 

Cryphonectria hypovirus 3 Polyprotein NP_051710.1 [12] 

Cryphonectria hypovirus 4 Polyprotein  YP_138519.1 [13] 

Botourmiaviridae Magnaporthe oryzae ourmia-like virus 4 RdRp  QDW80874.1 [14] 

Neofusicoccum parvum ourmia-like virus 1 RdRp QDB74998.1 [15] 

Pyricularia oryzae ourmia-like virus 1 RdRp BBF90576.1 Unpublished 

Sclerotinia sclerotiorum ourmia-like virus 4 RdRp  QOE77939.1 Unpublished 

Epirus cherry virus RdRp  YP_002019754.1 [16] 

Cassava virus C RdRp  YP_003104770.1 [16] 

Entoleuca ourmia-like virus 1 Replicase AVD68674.2 [17] 



Botrytis ourmia-like virus RdRp  QLF49182.1 [18] 

Sclerotinia sclerotiorum ourmia-like virus 2 RdRp partial YP_010084712.1 [7] 

Plasmopara viticola lesion associated ourmia-like virus 42 RdRp  QGY72572.1 [19] 

Cladosporium cladosporioides ourmia-like virus 1 RdRp  QDB74999.1 [15] 

Erysiphe necator associated ourmia-like virus 10 RdRp  QGZ98430.1  Unpublished 

Cladosporium uredinicola ourmiavirus 1 RdRp  QDB75001.1 [15] 

Pyricularia oryzae ourmia-like virus 3 RdRp  BBF90578.1 Unpublished 

Sclerotinia sclerotiorum ourmia-like virus 1 RdRp  YP_010084711.1 [7] 

Soybean thrips ourmia-like virus 1 RdRp partial QQO81432.1  [20] 

Soybean leaf-associated ourmiavirus 2 RdRp partial YP_009666498.1  [21] 

Soybean leaf-associated ourmiavirus 1 RdRp  YP_009666497.1  [21] 

Rhizoctonia solani ourmia-like virus 1 RdRp partial YP_010084710.1  [7] 

Magnaporthe oryzae ourmia-like virus RdRp  YP_009667033.1  Unpublished 

Narnaviridae Plasmopara viticola lesion associated narnavirus 4 RdRp  QIR30283.1  [19] 

Plasmopara viticola lesion associated narnavirus 3 RdRp  QIR30282.1  [19] 

Erysiphe necator associated narnavirus 18 RdRp  QJT93750.1  Unpublished 

Erysiphe necator associated narnavirus 35 RdRp  QJT93767.1  Unpublished 

Alternaria tenuissima narnavirus 1 RdRp  QDB74997.1  [15] 

Erysiphe necator associated narnavirus 13 RdRp  QJT93745.1  Unpublished 

Plasmopara viticola lesion associated narnavirus 2 RdRp  QIR30281.1  [19] 

Sclerotinia sclerotiorum narnavirus 1 RdRp  QUE49165.1  [22] 

Erysiphe necator associated narnavirus 12 RdRp  QJT93744.1  Unpublished 

Cladosporium tenuissimum narnavirus 1 RdRp  QDB74996.1  [15] 

Sclerotinia sclerotiorum narnavirus 2 RdRp partial QUE49167.1  [22] 

Aspergillus fumigatus narnavirus 1 RdRp  AXE72933.1  [23] 

Neofusicoccum parvum narnavirus 3 RdRp  QTE76053.1  [24] 

Fusarium poae narnavirus 2 RdRp  YP_009272903.1  [10] 

Saccharomyces 20S RNA narnavirus RdRp  NP_660178.1 [25] 



Saccharomyces 23S RNA narnavirus RdRp  NP_660177.1 [25] 

unclassfied (-)ssRNA 
virus 

Hemipteran phenui-related virus OKIAV285 RdRp  QMP82212.1 [26] 

Mantodean phenui-related virus OKIAV283 RdRp partial QMP82145.1 [26] 

Alternaria tenuissima negative-stranded RNA virus 2 RdRp  QDB75016.1  [15] 

Erysiphe necator associated negative-stranded RNA virus 10 RdRp  QJW70360.1 Unpublished 

Sclerotinia sclerotiorum negative-stranded RNA virus 5 RdRp  AHF48633.1   [7] 

Rhizoctonia solani negative-stranded virus 4 RdRp  ALD89133.1 [7] 

Cladosporium cladosporioides negative-stranded RNA virus 2 RdRp  QDB75018.1 [15] 

Coniothyrium diplodiella negative-stranded RNA virus 1 RdRp  QDB75015.1  [15] 

Fusarium poae negative-stranded virus 2 RdRp  YP_009272912.1  [10] 

Ixodes scapularis associated virus-6 Polymerase AUW34408.1 Unpublished 

Fusarium graminearum negative-stranded RNA virus 1 RdRp  ATP75709.1 [27] 

Soybean leaf-associated negative-stranded RNA virus 1 RdRp  ALM62220.1 [21] 

Aspergillus fumigatus negative-stranded RNA virus 1 RdRp  BCH36617.1  Unpublished 

Sclerotinia sclerotiorum negative-stranded RNA virus 1 Large polymerase AHW76811.1 [28] 

Sclerotinia sclerotiorum negative-stranded RNA virus 3 Gp5 YP_009129259.1 [7] 

Botrytis cinerea mymonavirus 1 RdRp  AXS76906.1 [29] 

Plasmopara viticola lesion associated mononegaambi virus 5 RdRp  QHD64776.1  [19] 

Penicillium cairnsense negative-stranded RNA virus 1 RdRp  QDB75012.1 [15] 

Sclerotinia sclerotiorum negative-stranded RNA virus 2 RdRp  ALD89145.1 [7] 

Sclerotinia sclerotiorum negative-stranded RNA virus 4 RdRp YP_009666274.1 [7] 

Kiln Barn virus Hypothetical protein partial AWA82236.1 [30] 

Penicillium adametzioides negative-stranded RNA virus 1 RdRp  QDB75019.1 [15] 

Penicillium glabrum negative-stranded RNA virus 1 RdRp  QDB75014.1  [15] 
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