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NC_001806.2      ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
OP297871.1       ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
OQ658624.1       ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
MH160371.1       ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
HM585507.2       ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
HM585501.2       ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
HM585503.2       ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
HM585505.2       ATGAGCCAGACCCAACCCCCGGCCCCAGTTGGGCCGGGCGACCCAGATGTTTACTTAAAA 60 
                 ************************************************************ 
 
NC_001806.2      GGCGTGCCGTCCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCGC 120 
OP297871.1       GGCGTGCCGTCCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCGC 120 
OQ658624.1       GGCGTGCCGTTCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCGC 120 
MH160371.1       GGCGTGCCGTCCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCAC 120 
HM585507.2       GGCGTGCCGTCCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCGC 120 
HM585501.2       GGCGTGCCGTCCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCGC 120 
HM585503.2       GGCGTGCCGTCCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCGC 120 
HM585505.2       GGCGTGCCGTCCGCCGGCATGCACCCCAGAGGTGTTCACGCACCTCGAGGACACCCGCGC 120 
                 ********** *********************************************** * 
 
NC_001806.2      ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
OP297871.1       ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
OQ658624.1       ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
MH160371.1       ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
HM585507.2       ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
HM585501.2       ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
HM585503.2       ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
HM585505.2       ATGATCTCCGGACCCCCGCAACGGGGTGATAATGATCAAGCGGCGGGGCAATGTGGAGAT 180 
                 ************************************************************ 
 
NC_001806.2      TCGGGTCTACTACGAGTCGGTGCGGACACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
OP297871.1       TCGGGTCTACTACGAGTCGGTGCGGACACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
OQ658624.1       TCGGGTCTACTACGAGTCGGTGCGGACACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
MH160371.1       TCGGGTCTACTACGAGTCGGTGCGGCCACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
HM585507.2       TCGGGTCTACTACGAGTCGGTGCGGACACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
HM585501.2       TCGGGTCTACTACGAGTCGGTGCGGACACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
HM585503.2       TCGGGTCTACTACGAGTCGGTGCGGACACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
HM585505.2       TCGGGTCTACTACGAGTCGGTGCGGACACTACGATCTCGAAGCCATCTGAAGCCGTCCGA 240 
                 ************************* ********************************** 
 
NC_001806.2      CCGCCAACAATCCCCAGGACACCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
OP297871.1       CCGCCAACAATCCCCAGGACACCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
OQ658624.1       CCGCCAACATTCCCCAGGACACCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
MH160371.1       CCGCCAACAATCCCCAGGACACCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
HM585507.2       CCGCCAACATTCCCCAGGACGCCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
HM585501.2       CCGCCAACATTCCCCAGGACGCCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
HM585503.2       CCGCCAACATTCCCCAGGACGCCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
HM585505.2       CCGCCAACATTCCCCAGGACGCCGCGTGTTCCCCGGGAGCCCCGGGTTCCGCGACCACCC 300 
                 ********* ********** *************************************** 
 
NC_001806.2      CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTACCGCGTGAC 360 
OP297871.1       CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTACCGCGTGAC 360 
OQ658624.1       CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTACCGCGTGAC 360 
MH160371.1       CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTACCGCGTGAC 360 
HM585507.2       CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTCCCGCGTGAC 360 
HM585501.2       CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTCCCGCGTGAC 360 
HM585503.2       CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTCCCGCGTGAC 360 
HM585505.2       CGAGAACCTAGGGAACCCAGAGTACCGCGAGCTCCCAGAGACCCCAGGGTCCCGCGTGAC 360 
                 ************************************************** ********* 
   



NC_001806.2  CCCAGGGATCCACGACAACCCCGGTCTCCCAGGGAGCCCCGGTCTCCCCGGGAGCCCCGG 420 
OP297871.1   CCCAGGGATCCACGACAACCCCGGGA---------GCCCCGGCCTCCCCGGGAGCCCCGG 411 
OQ658624.1   CCCAGGGATCCACGACAACCCCGGGA---------GCCCCGGCCTCCCCGGGAGCCCCGG 411 
MH160371.1   CCCAGGGATCCACGACAACCCCGGGATCCACGACAA---------CCCCGGGAGCCCCGG 411 
HM585507.2   CCCAGGGATCCACGACAACCCCGGGA---------GCCCCGGCCTCCCCGGGATCCACGA 411 
HM585501.2   CCCAGGGATCCACGACAACCCCGGGA---------GCCCCGGCCTCCCCGGGATCCACGA 411 
HM585503.2   CCCAGGGATCCACGACAACCCCGGGA---------GCCCCGGCCTCCCCGGGATCCACGA 411 
HM585505.2   CCCAGGGATCCACGACAACCCCGGGA---------GCCCCGGCCTCCCCGGGATCCACGA 411 
             ************************                     ******** ** **  
 
NC_001806.2      TCTCCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 480 
OP297871.1       CCTCCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 471 
OQ658624.1       CCTCCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 471 
MH160371.1       CCTCCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 471 
HM585507.2       CAACCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 471 
HM585501.2       CAACCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 471 
HM585503.2       CAACCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 471 
HM585505.2       CAACCCCGGGAGCCCCGGACCCCACGCACCCCCCGCGAACCACGTACGGCTCGCGGGTCT 471 
                    ********************************************************* 
 
NC_001806.2      GTATAG 486 
OP297871.1       GTATAG 477 
OQ658624.1       GTATAG 477 
MH160371.1       GTATAG 477 
HM585507.2       GTATAG 477 
HM585501.2       GTATAG 477 
HM585503.2       GTATAG 477 
HM585505.2       GTATAG 477 
                 ****** 
 


