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Figure S1. (a) Circular proteomic dendrogram plotted by ViPTree using the 

genome of PBR31 and genomes found by ViPTree to be related to the PBR31 

genome. (b) The clade of the proteomic tree containing PBR31 phages and 

Lederbervirus phages. Xanthomonas phage PBR31 is marked with a red asterisk 

and Lederbervirus phages are highlighted in blue. The scale shows the number 

of estimated substitutions per site. 

 


