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AmFV KILERRGVHI WTEHATRDVL TKRGFPSRRE GDIGPLYGEFQ

WSSV KELAKKKIHI WTANGSREFL DSRGLYDRAE GDLGPVYGEFQ
herpesviru RRLSERGVKI WNANGSKEFL TARGLGHRRE GDLGPVYGFQ
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RSADIGLGLP
RSGDVGLGVP
RSGDMGLGVP
RSADMGLGVP
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AHIYNTHIEV --LKKQLCRA
AHIYKNHIEA --VKVQLSRE
AHVYLNHIEP --LKVQLERE
AHIYVNHING --LKKQLERT
VHVYSNHVEP --LKVQLKRK
LHIYVPHIKN --AMRQVSRL
AHLYSNHLDS --AFEQLKRE
AHIYQSHIDS GAISQLLQRK
ah.y..hi.. ...... l.r

Ribonucleotide reductase 1IgC domain (AmFV_116)

Go directly to Alignment

Multalin version 5.4.1

Copyright I.N.R.A. France 1989,

1991,

1994, 1

996

Published research using this software should cite
Multiple sequence alignment with hierarchical clustering
F. CORPET, 1

Symbol comparison table:

Gap weight:
Gap length weight: 2

Consensus levels:

988,

12

Consensus symbols:

! is
is
is
is

S oo 0y

MSF':

Name :
Name:
Name :
Name :
Name:
Name:
Name:
Name :
Name :

//

anyone
anyone
anyone
anyone

1027
AmFV
bacul
SGHV
phyco
herpe
nudiv
poxvi
WSsv
Conse

AmEV

baculoviru

SGHV

phycovirus
herpesviru
nudivirus
poxvirus

WSSV

Consensus

AmFV

of
of
of
of

v
LM
FY
NDQEBZ

Check:
ovirus
virus
svirus
irus

rus

nsus

MSYDHV IKRDGRKEAV

Nucl. Acids Res.,

blosum62

high=90% low=50%

0

Len 1027
Len 1027
Len 1027
Len 1027
Len 1027
Len 1027
Len 1027
Len: 1027
Len: 1027

MLPNNTKLFV TKRGGFVQDI

MEV IKRNGTSESV
MDSAMTV IKRDGSVVPV

MSQNPRMI

VKRNGSVERF

16 (22), 1
Check: 7111
Check: 6582
Check: 5437
Check: 6171
Check: 4830
Check: 7544
Check: 7187
Check: 8143
Check: 2184
FMYKIKCRIE
VFDKIRKRIE
QLDKIMKRLK
DIGKVAERVR
DPSKLYARIE

0881-10890

Weight:
Weight:
Weight:
Weight:
Weight:
Weight:
Weight:
Weight:
Weight:

KLCY----GL
SLCY----NL
NLSY----GL

RCMTMSEPRL

07
.31
.31
.59
.66
.74
.52
.81
.00

orProO0OOON

DMNFVNPTSV AVRVDQGIYS
NADYVHPSTI VVKVVAGLYP
D--HVDPAVV SIKVVQGLYD
EIDSVDCELL AQQVQAGIHN
TTAFINIAGI VADVEKGLYD

PRPSPRVYID
PRPFPKLRI-
PRPFPRLHI-
PRPFPKLEF-
PNPFPKLKI-
PYSFPNVKFI
PYASPQIEL-
PRELPKLEV-
CRKFPNLVI-

GVTTAELDNL
GVTTAELDTL
GVTTVQLDNL
GCKTAEIDVL
RVSTLELDTL

SRSFDKPLHE
-LMAPEKIED
—-VRTVSSIED
—-ARKVENIDS
—KRQVDNIDD
GLFSLNDLDN
KFGRDKRVEE
—-KTIHEDIRD
—RNKKEKIDD
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FKYED-----
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QSLQECCSEW
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IAETAAAMTI DHSDYSLLAA
AAETAASMMT LHPDYGVLAA
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—-—--FHLFNYH
---FYLEGYQ
—---FSLEGYD
---FIIKGYD
—---FELIDYN
CNSFKVENYT

---FELIGYD
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RLAVSNLHKE
RIATISNMHKQ
RIAVSSLHKM
KVSVSNLHLQ
RIAMQALHKR
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PHEP-VRMRV
PHSGNLQMKM
PHPA-IRMDM
PYPK-IPMVL
~HLGKIKLDM
THPF-IKMOM
HHSQ-LEYEM
PHPV-IKGKL
PCPS-ISAEM

TKDSFFDVII
TDDSFARTMK
TSNKFSSVME
TVPEFSKTCE
TRSKFSETIR

CYLLTISEDS
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SLYNYVNTKT GQWSPLIADD
KLWKNINPDL DVEAPLISDE
DLYE------ --- ANIVPQY
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VGLNISNVRA
IGFHVHNVRA
IGLNVHDIRA
IGVSIHNVRA
IGLSMSNLRA
VGLHVHKLRC
IGLSISNIRA
LGIHFHDLRA
.Gl.is#.RA

391
—GRFVRQVPA
—GRYVRRVHA
—GRAVRTVKA
—GKARKTIPA
PGAVRRVVKA
—GRYVRRVDA
—-KRYKSIIKA
—GKGKEVVKA
gr..r.!kA
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VRNLDRTIDV
TRNLNRTIDS
TRNLNRIIDI
TCNLDKVIDK
TRNLNKIIDC
TRNLNKIIDN
VRNLNKIIDI
TRNLDKVIDV
tRNL#k.ID.
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AWLTAVCPEA
LW---=---D-
Mi—=====N-
RW------N-
RW----==D-
KC-=---=-=D-
LW----—--D-
YFNSLPIHD-

781

QPFVDQSQSL
GAFIDQSQSF
GRYIDQSQSL
GAFICQSQSF
APFIDQSQSL
GVYIDQSQSF
GAFIDQSQOSM
GMEFVDQAQSL
g.%!DQsQS1
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RLNSAIVHDR
TLDEAIVHAN
VLDDVINYEK
ELDAALIHGN
TLDSAIVDDR

SGTPIRSTNG
KGSSVAGVGG
RGSPIDGTNG
QNSYIRGTGG
SGSYIAGTNG
KNSTIHSTNG
SGSYISGTNG
KGSPISSWSG
sgspl.stnG

KKIWNTMVRM
QTMWRAIIES
RALWHAIIES
QKLWFAIMDS
RYLWSQILVS
RELWKAIVTA
RVVWKAIIES
RALFDQINSA
r.lw..i...

MHYPLVEAER
NWYPLPEAKV
NYYPVPEARR
NYYPIPEAER
NFYPLEECSK
ALYPIPSAAK
NYYPIPEAEIL
NFYAVDKTRI
n.Yp..eae.

WSWTELRNQT
——-WSMLKSKI
——-WDELRHNT
—-WDTLRSNV
—--WAELRRLI
—--WSSLRKDI
—-WESLKDKI
—-WEQLRRDT

W..Lr..I

NLYFPVPN--
NVYMDLPS--
NMHVAEPN--
NVFMTQPT--
NLHLGHEDDQ
NLYVAEPT--
NIHIADPS--
NLFVEEPE--
Nl....P.

DF-NYDYFGF
DF-NYSYFGI
DL-EYDIFGY
DH-TYSYFGF
DFQSLTYFAY

RSGGIIPMIR
ASNGLVPMLR
KSNGLVPMLR
YSNGLVPMLR
QSNGLVPVLR
NASGLVPMLR
TSNGIIPMLR
THPGLMAFLQ
.s.Gl.pmlr

QLETGMPFLL
QVETGTPYML
QVETGTPYMM
QIETGTPYML
QLETGSPYML
QVETGTPYIL
QIETGTPFIL
RIETGTPYVC
q.ETGtP%.1

ANKLHRPLGI
SNLKNRPIGI
SNLRHRPIGI
SNMRHRPIGL
SNLRHRPIGI
SNFKHRPIGI
SNKRHRPIGI
SNMKTRPMGL
sN..hRPiGi

EEHGLRNSQR
SKHGLRNSLL
EMNGLRNSLL
KKHGTRNSLV
GEHGVRNSLL
ARYGLRNSLL
RSYGLRNSLL
MKYGVHNSMF
..yGlrNsSl.

KTMQRSYLFK
KTLERSYLMH
KTMEKSYLSR
KTLERSYLLK
KTLERTYLIK

VENNVARYVD
VYNNTARYVD
VENNVARYVD
VEDNTARYVD
IFNMVARLVD
MYNAMSRYVT
VYNNTARYID
IFNVSVKKVS
'%Nn.ary!d

HKDHINARSN
YKDSCNRKSN
YKDACNRKSN
YKDSCNRKSN
YKDSANAKSN
YKDTVNRNSN
YKDACNKKSN
FKDTINRKSN
yKD. .N.kSN

GVQGLANVFA
GVQGMADAFV
GVQGLADTFV
GVQGLADVFEM
GVQGLADVFQ
GVQGYADALA
GVQGLADAFI
GVQGLADLFF
GVQGSA#.F.

LAPMPTASTA
LAPMPTASTA
VAPMPTASTA
TAPMPTASTA
VAPMPTASTA
VAPMPTATTS
VAPMPTASTA
VAPMPTASTA
VAPMPTASTA

HFYGWRNGLK
HFYAWKMGLK
HFYAWRAGLK
HFYGWKSGLK
HMHGWGKGLK
HFYAWNKGLK
HFYGWSLGLK
TMYAWEKGIK
hfYgW. .G1K

INGVTV-ERP
IKDRLV-ERP
INGDIV-ERP
GPKGPI-ERP
LADGKICERV

QGGGKRPGAF
QGGNKRPGAF
QGGGKRMGSF
QGGGKRKGAF
QGG-KRPGAF
QGGNKRPGAI
QGGNKRPGVM
QGGDKRRGAA
QGG.KRpGa.

QRHRGTIRGS
QSNLGTIKCS
QONLGTIRCS
QQHLGTIQQS
HONLGTIRCS
QRHLGTIKGS
QONLGTIKCS
QENVGIIKSS
Q.nlGtIk.S

KLRIPWNSSK
MMRMPYESVA
LMGMPYESDE
MLKMAFDSPD
RMMMPFTSPE
MMGIAYE--D
LLNYPFDSLE
KLRIPFESEE
.Sripf#S.e

QILGNVESIE
QILGNNESFE
QILGNTESFE
QILGNNECFE
QILGNNESIE
QVFGNAESFE
QILGNNESVE
QILGNSESFE
QILGN.ES.E

TGMYYL
TGMYYLRTKP
TGMYYLRTKA
TGAIAIYHIQ
TGMYYLRTKA
TGMYYLRTKS
TGMYYL
T-LYYL
TgSYYL....

QYMMMRVAIG
QYLLMRCALG
QHMLMRVAIG
QHMLMRCALQ
QHMYMRTALG

TIYLEPWHAD
AVYLEPWHAD
AIYLEPWHAD
AMYLEPHHAD
AIYMEPWHAD
AVYLEPWHAD
AIYLEPWHSD
AIYISDWHLD
a!YlepWHaD

NLCTEITLHT
NLCTEIVEYT
NLCTEIVEYT
NLCTEIIEYT
NLCTEIMEYT
NLCTEIVEYA
NLCTEIIQYA
NLCTEIVQYS
NLCTEI..y.

ASLLNRRIFE
AAELNKKIFE
ARELNRRIFE
ARVLNKEIFE
AKKLNREIFE
SMQLNRDIFE
AQDLNKKIFE
AALINKRIFE
A..1INkrIFE

PLTTNFFSRR
PFTSNIYQRR
PITSNIYVRR
PFTSNLYSRR
PYTSNFYQRR
PFTSNMYQRR
PYTSNIYTRR
PLTSNMYNRN
P.TsN.%.Rr

AANAIQFTVD
AANAIQFTVD
YTHYIS

AADPVQFTVM
ATNAIPFTVD

IHGEDIDAAI
IHGENIDAVI
IHCPDVDAAI
IHKHDIPSVL
IHGRDIESVI

DTYNLMSNGY
ETYNYMSRHY
ETYKLLSARV
ETYRLLSNKF
ETYNLLSNRY

IERFLLLSDK
VLDFLDLKKN
IFEFLDLRKN
IFEFLELRKN
IFDFLDLRKN
VFDFIEMRKN
IMAFLDLKKN
VKDFIDCRKN
!..Fldlrkn

TGTEELIARD
TGKEEVRARE
HGIEEQRARD
TGKEELRARD
SGVDERRTRD
SGFEEARARD
TGNEEHRTRD
AGNEDLRTRD
tG.E#lraRD

SAQEVAVCNL
SKDEVAVCNL
APDEIAVCNL
APDETAVCNL
DSQEVAVCNL
SPDETAVCVL
DANEVAVCNL
DSEETAVCNL
. . #EVAVCNL

ASISLTPLTR
ASIAVNKFVL
ASLALPKFVV
ASTALPAFVK
ASIALPEFVQ
ASVNLPKFVE
ASVALNMFVI
ASTAVNKEFVK
ASlal..fv.

TLYRAALHES
TIYYGALEAS
TIYFAALETS
TMYFAAMTAS
TIYYAALQAS
TIYHAALTES
TIYYGALEAS
TIYYGALEAS
TiYyaAL.aS

CDLARVHGMP
CELAAIYG-P
COLAKEEG-V
CDLAKTKG-K
CELAKEHG-P
CQLARVHG-V
CELAEKEG-P
CEIAKEKGET
C#1A...G.p

VRSGEFAVVN
VLSGEFQVVN
VLSGEFQVIN
VLSGEFPVVN
VLSGDFQIVN
TQSGEFQLTN
VLSGEFQVVN
VLSGSFQVVN
V1SGeFq! !N

QYLVDDLVRL
RHLVKDLTAI
RHLVQHLIDL
KYLVKDLSDR
PHLVKCLETR
VHLVRDLERL
PHLLRVLTER
EYVIRELIKL
.ylvr.L..1

KTAA----—= -- F-AACNSC
S88G-===-—= -- V-SSSASS

PSTKRPCPDD
VNRCALLMSQ

GEK-RSRKSP
MKAGRVMASP

FTHASPTLFS
FTHATPTLFS
FTHATPTMYN
MIHASPTLFN
YVHSTPTLCH

IYTAVWCCDL
LEYALWIPDL
LEYALWIPDL
LEYALWVSDH
LETALWVPDL
LEYALWVPDL
LFIALWIPDL
LFPAIWVSDL
1%.A1W..DL

DATREECKLC

SGTPDRPKHF
DGS F

AATPKAQMSS
AATPKPQLSS
AGTRNPQMSS
SGSSRPQLSS
AATNRSNYAS

MSS

LSS

FMRRVERDET
FMRRVENDSM
FMRRVEQDGD
FMKRVEAGKN
FMQRVRDDGD
FMKRVNDGGY
FMKRVKDDGE
FMERVKAGKN
FM.RV..d..

RTFDQDHLTN

CFLVATKEDS
CYLLTIKGDS
CFLLKMKDDS
CFLLNLTDDS
CYLLELKEDS
CFLLNMIDDS
CFLLGLQDDS
C%LL...#DS

IEGIYDTLKQ
IDGIFRTVAD
IEGIFDTLKN
MAGIMETVRR
IGGVMDTLKD
IEGIYDTLKR
IEGIYDTLKE
IeGI.#Tlkr

WSLMCPNLSP
WSLMCPMQSP
WSLMCPHKCP
WSLFCPHECP
WSLMCPASCP
WSLMCPDSSP
WSLMCPDECP
WSLMCPHECP
WSLMCP. .cP

GLVDSWGDEF
GLADCYGAEF
CLSEVWGESF
GLSDVWGDDY
GLDRVWGHEF
GLSDCWGEEF
GLDDVWGDEF
GLSDVHGEEF
GL. #vwGd#F

DFSIYGYRDD CTMCSGGFNF

DF

DF

DGGYV----F
GKV! F

DH

NH

DGR: F

NL

YSPIPSLRPY

YLTYALSPAE
YETYEGSPAS
YDSFLGSPAS
YSTYEGSPLS
YSSYQGSPVS
YESYHGSPTS
YETYTGSYAS
YELFEGSPLS
Yet%.gSpas

GLWNEKMQOR
GLWNDTIKNL
GLWSESMRNR
GLWGDSMKNY
GLWNEDMRLQ
NLWNDDMAQL
KLWNEEIKNR
GEWNSVTKQOR
glWne.mk#r

S8
TQDGPACTRE

KTTNIECTDD
FTKSLLVVEG

DF

RSGMMQHDLF
R-GVLQYDMW
I-GTLQQDMW
K-GKFQFDLW
K-GILQFDMW
R-GELHFDRY
N-GILQYDLW
K-GIFQFDMG
..G..Q.DS.

IIRARGSVQON
ITIHNNGSVQR
IIARRGSVQD
IIAANGSVQON
LTIHRGSVQON
IMYNNGSION
IMADGGSIQN
IMASGGSIQT
Ima..GS!Qn

-CLsCsS

VCVMCSS
SSGGVESTTT

TEWANKFVRR NDNEAGVDAL

IERLPFRLRE
IESIPLEIRQ
IEEIPIEVRR
IPGFPEDLKP
IPGFPEDLKE
ITIIPEELRR
—-TNLPEDIKR
LPNIPKSTKE
i...P..1lke

VYRTVWEMPQ
LYKTVWEMSM
LYKTVWEISG
IYKTVWEISM
IFKTVWELSQ
IYKTVWEIPT
VYKTIWEIPQ
LFKTVWEINP
.SkT!WEipg

GSNTSNSTTS SSTSSSNPSS
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CAMISKSGGG
CAAISKTAGG
CALISKNAGG
CAMISKYAGG
AATISKHCGG
CALISKMAGG
AATISKTAGG
cA.!Sk.aGG

390
EKLYLEYERA
DALYQKYEEE
EHLYEHYERK
VALYEKYESE
NELYEQYEAT
EAKYTAYEQE
ERLYTQYERE
KALYEKYEAE
e.LY..YE.e

520
RELYHITRLV
EKLKKITKIV
EQLRRIVHVV
QQLYDVTYHA
EYLAHVTKVA
NLLAKTVRLV
LKLKDVVKVI
REMKRVVKIM

LS. lvk..

650
KNVYDEKEEG
-D--NVTPSD
—PV-DVDDKP
—-—-—--NVTPSV
-NVKDEDLSG
-SV----HSQ
-NV---VPSD
—-KENIKNRDI

780
RLLVDLCAAR
RTLINMAADR
RRIIDMAADR
RTLIDMAADR
RDIIDMAADR
KTLIDMAADR
KTIIKMAADR
RTTLDMAIQR
rt.idSaadR
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TPSSTGTKRN
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LSRTMRSKRS LHHITFMQQI AENPTKAPLK AKIDAANSVE NLSKRKEPSF ELVDSDAKKI CMDIDDKSKD DENNSQMCQL EPKPTEVNES IEPKESIELT GRNQMVCEFDD VCTSCSC

F. CORPET, 1988, Nucl. Acids Res., 16 (22), 10881-10890
Symbol comparison table: blosumé62
Gap weight: 12
Gap length weight: 2
Consensus levels: high=90% low=50%
Consensus symbols:
! is anyone of IV
$ is anyone of LM
% is anyone of FY
# is anyone of NDQEBZ
MSF: 1227 Check: 0 ..
Name: bracovirus Len 1227 Check: 4564 Weight: 1.11
Name: nudivirus Len 1227 Check: 612 Weight: 0.99
Name: SGHV Len 1227 Check: 3976 Weight: 0.99
Name: baculovirus Len 1227 Check: 8726 Weight: 1.01
Name: WSSV Len 1227 Check: 7891 Weight: 0.95
Name: AmFV Len 1227 Check: 3844 Weight: 0.95
Name: Consensus Len 1227 Check: 2043 Weight: 0.00
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bracovirus
nudivirus MSTVPTNLNP NPNPTTPTNP TTTTTTTTTY TQLDIANASK FSYHRKLLML LHKLNEKYPF LASHLKVNV- RAATDADYYI PPAMASEAIF VEAEITK--Q LCESISCNSS GVHGP-CKKT DAASYYRLGE
SGHV MSRRFNPP TQLDYSYADL YKYERYKIQQ YNYFLCYRPE IMSHTYIEI- SYNGDLPNDN LPWYRKIRFV VRSR--K--K FCSQTSCQIN YPRGKMCQSD DKPRIFKTGD
baculoviru MAVL TAVDLTNASR YAGHMHRLEF INRWRERLPH ILIDYTLR-- PASSDDDYYV PPNLRNRALA VKLAFSR--R GCDSMSCFPF HETGVVSSQT PFA-YTQTSE
WSsv
AmFV M IIPDDAYPSW TNADARDANL YSIHRQRLWE SNYCVSIWPQ IFSWIVVNIY PASSEHDYRF EPQFANRAIL VTVDWDRSGR GCRNSKCYAT YPPGNRCTMS EAPIVEFPSGN
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bracovirus
nudivirus SENFEVQCNP ACFHLFE-TA VHTDDGTDKP HNVRYR---- -WSETSNTCN IVPFAATWME IPRYRSSELY A-PRLNDLDT GFDY-----= ———————--—- -EPSTDT--- ---- YHEFNKY YCDVYYEAFD
SGHV HDL--EACQF SCYHLYEMTK TPSETKSDEK DDDYMRAPFL IYSYGQCACT IHSNGFFTLG ADDYARTDTH PKPRIDTIGT GFHYVDSGNF FDREDFSPED NQPYRDTEGN ESFRFQVNKY YCDDFQLKED
baculoviru TSV--AYAQP ACYHLDRAAA MREGAENEVQ SAEFTYTP-- ----- NNQCV LVDSTSKMYF NSPYLRTEEH TIMGVDDV-P AFNV------ —————-—-—-— —-RPDPDPLFP ERFKGEFNEA YCRRFGR--D
WSsv MATFTEQDHK NAFLYANEKL RQERIYRLKM SEPSVYAF-I DIKEIENGW- ---EKEFGLL VQPGQKLAPF RDISYDSSKL DCDAFSCIPS
AmFV  KSNV-VACQP ACFARQRTRL LLKTADQEVS LTDQSGPSRS CPDCAYLNER VAFSTRRWREF GGSDGTRIDV FDSRTKKI-V GVQHERIGRT PVERDEHGSA KLKVDLFNVV WDEKYDNCIV VNDYVYRSVV
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bracovirus
nudivirus
SGHV

PDTRTCYTKW
G--QKCYESV
LINGGCSFRW
DILHSDNEKR
EPLYRDPGVV

KPKPTKPSTS
RLYQFRYDVN
NGVLMQLSYT
RDSKRVKYEN
NDKFVLPPPN

521

LPEKWNERRI
DLVVPLTVRS
ISGGLIKTMD
HSMNRIAIKT
QKAENIIRSQ
AKIERFRDRA

651

SGTHTICVCT
SDGARINKGN
SNGLDINWSE
SDGQMLALDE
EQHRRSRWSP
ELYPSSAVTD
T

781
AENYAFVVON

ARFASSALES
LODLGIAVGF

911
IKRHAARASL

GVAQPVTPEE
TQRGPLSPLE

DYSSAVNYNA
SDPVNVRLRD

YNKLANIIVG
GEKIFGFLVS
WESLIGFVLG
V-GECNFAEH
C-KLTNFELG

TSTSTTKNQD
SGRRLIDEYE
AETGFTKTPI
VVISKAYCDF
VTLSDLGINV

CETMNTSRHL
LGTI--GVYL
VETTVAGILD
LTTA--AKAL
YGDGVEIDPS
AMEGREREQR

THQNFNDCLD
VIDVGSIE--
EQSLPDDV--
SDEIKDFDEA
ETVTEEDALL
DE-EEELTSI

AASGFHWNNN

SLVTGFIDSA
EVADRLIRKS

QLAVDKQITT

IVAINVFLQT
MMLIFTTDDT

SRLDYVGEEW
EDLSNLVTETI

DAVIKLINAG
STLYKACQYG
DTIYVTFKML
TSVSEFPVKNP
DDVEWGFRYA

IEKLLNLVKS
IYDIYKYIRS
AYSARGAVRV
F----KQYYD
LLTGNRLYWN

TRVAKKLVEE
TKSLAMASTG
LIDVGADFFN
TRVAIKASSV
SVDALMQFVN
ERHARFTRSN

MIICETPSVQ
—--FEKILTRA
—-—-AQQYTRID
TLVGQALASS
FARENITEDP
YTRAGSVSYT

QATVEFPVV-—

SAITSRLAVQ
LKFAFTKISQ

PIEFFE

EENGEEK--K
AADGNQKGNT

VRNTALKEET
EYRDLLTIST

LTAMSNGNGK
VRYAATGVSN
ANNIFSELRD
EGKTL----R
ENSSRVVPNY

LNDTSGADRE
NPTNTPDDRD
ARESRAADRA
ADSGSCYRSG
SAEGIISQFA

KGLLSTPESK
VGVVLLITQL
MGSVMDTGTV
VGIVLILFTL
REGVVGTEKK
STTTSASTTL

CYLGGCNNCP
KLFTVQDFEV
KNLYYQGIDE
SLYTRLEFMQ
KHPAPFVDIL
LETNELAAQR

IYYKINDELD

LAARTFSVFL
ILSRHTSGVI

EEGARKSKID
NETAVNDNAD

RSNTTSDNLF
RSSVDSTSFEN

T---LPPLEK
TD--VQKLDL
FDYAAPSPLL
HFTACGPGCY
GFLVKHSSAY

LKNALASQTG
YMOARQNLAE

WMKFVHLMEG
LFRSVTNTPG

LGRTITHQML
FSILLTEWDP
HQYSQMDIDV
ADLVLALWDP
SDRLMRVADA
PASTNASDDP

EVDELSNILL
YESHHKLRRQ
YATYTQSFRK
YTYRQNTLLA
HSPDINSSIK
YVESRLADDE

HKSLVIISDC

EESVIEFVVA
GKSLMKIGMR

FL--QKYFHS
NTGTQEESGS

HRVNASNRIQ

DPPPAIDDKW
PPPRFHVHHE
PPRPAADSNA
RRYKQRDPHT
CRAFAKDL-T

KQTKFESIIL
ILHGIISN-L
--DDLEAIVA
QYFTNLSYNL
TLSPNEPSTT

LKIENFYNDD
L----GFNNM
LRRSYGYGTV
GYNNM
AAMRL
GDSGG
l1....9yn..

TCFENQEIEN
AFDTINRYTG
RVQ-FSRY--
MNKNNNKLNG
SGSSSSIWND
QRKPKSATAT

NNHDAVAVHV

TPLMGKKSKEF
TKTQHIDERL

—---VSLASMA
VIGLAVAGVA

TVSGWRKNID
TYDSWKNDID
VLAQWRAVRD
GLPVARGVLM
SEGECKQPWW

SLLNELTSAD
GEVGGMMALG
SFLEEYA---
A---NPKPYN
TPNRRNRPLL

EYSALMLGMK
-YTPDYLHQL
EYSPVTFMLT
FPREFPDDLS
QVMGLDDSQS
DRDRTWDRRS

ITYKYWISKP
IAVGIGVVLI
VLVAVIIIFV
VIAGLFLTNT
ILSRISSTRK
ATVTTGTTDT

FIKLITDYVK

AIQAFADLAT
AARLTTKVMV

VYIQEAAQEY
RYPKWENKQF

GAFLVLG-IG
GVGTVVSLIG

PNFKLPPIDV
PDAFFIDPNV

QDHVDHETGN
QSALANTIAG

FAASVAVDVG
YLIDKGVQYS
LVFGIATDIG
LTGNTWSDVV
LDSGVENERM

DFVSVQNNDG
YENSKMALR-
CEMLKLYEKW
RTFLTAYFET
RRLL-LKNMI
HGSFDRRNLL

RSSLETFIKP
VLRVYLLGVL
IIAFVYIQVA
AVALAAFIAH
LEEKASVEFVK
TDKTNTDDGS

SLPERCNKIY

LAASALTVIG
MIGQAASIVG

LGGRTMNAFG
TACFPKNAFD

VLVASHITLL
SNLENTYTGT

TVSDL----E
SLLDLGFKDE

KMCEYLNQSL
DGIVHATHSL

VTQ--LASQL
TNL--IKLST
FDM--LLTAF
SV---LTDNP
KYQRYTTKPP

NRVHVQKRLV
SQLKTNRPVL
SEIPLATKRL
LDSNTSREII
KMSRNNPEYA
RDADIDSKLG

TEEFIENFCS
MLLLSVALVS
VPAIFIAAMS
KELTFFVYFA
NLVVKVVRQF
TATTSSPRLL

YFSDGAPQQF

IVIFVIQVLG
LIIDTISEVS

RFTNIGLAFA
RPPWYLILFD

TMNRVNHRSK
TMKHCIFTTQ

VMW---AAVP
VHYDPDCVEP

KTMTVKAIQK
EYLEGKITPT
KAMLKKINTA
IVDAGAAPS-
KRRWGKRAAF

LSNLKELYQC
TFDYV-CSFL
RNEHTKYKYM
EFLPEFFADI
RHFSSSLKLI
RLWRDEVRPL

E---LKVLLP
V-SYANIAFN
T-FY--LVFS
I-F---LMLA
LDILEGKLFS
VPSTARTIGW

KNFKNFVNLH

LILDLALGLG
LLFDIAELAG

AADDSDTTTT
GASNDPEHVV

F---AGLLAF
FNVISILIVE

RS-PNTI--P
YGYPGRLVEP
FSEAPTL---
WIRPGDL--T
WRTQENE--R

LVPLLQKKVA
LLHIVERELA
LIPALKRMLV
****** RSEM
INRLRRETRA

FREIN--PTE
LTEEDL---F
IPAEAVTRYH
VETDD -=
GVTL---AIK
LDRVNNDATG

HSFIAKQQAK
VWQWITDRIN
YFQ

FYYLVKEPYE
DGYEWDDNIP
RSGEAEDP-D

YHEDDFDIPA

WYDHIFSPED
WDPGSFRNEQ

TQEGRRDDET
IODSAEIWGL

IALMSISYIN
CALVGFLYAS

MADNVKI--—
KATGKNLTGN
EGYNTTHVPG
AQTPQTFEAD

MKDRSTT
TMAIDTSELV
SKALNPAIQM
GTSQRVTVRL
DEIITKKKEN
NEAMRQHATN

KIGFSKFASL
DASIESYTYT
EDDNNSYEWV
DATFQSLFHL
RSVFSKGASA
RSIVGGYTSA

Eools.

FLKTLKETLK
PFKV

YFKTVDLLF
LMIGVDQILR
LKDLLEHIQE

EWHFSATAHG

LKKQVLVFRR
DTHFYYDMSV

VTKKMRSIIL
VTCMDYLGSL

MNAMGVVNSD
LSFVPVPVTT

VRFDDAMMKS
IVDYEALNRG
---QQLGMDA
FAFK--EDDE
TVYDLWRRDV

520
MSLKIQILTL
LGASFKVAVR
FSKAIASVAR
LGETYKAALV
VEFPSEQTSAR
VLTEYRDLLR

650
RPKHCVLARA
YRYLDALEVN
SEYVFSLRTN
LDYVAALEVN
KRKETAINNG
KVVGHDTTDE

780
PNEFVIICDF

EVIKAASNMC
EIENGEASTL

910
KGPCDGIGGI

EFAKAGNVDV
YFAET--LTD

ET---GQTLK
TTNSFGQRIV

AIYRSTALVG
IASNDSSGTT



baculoviru

WSSV DIKTDPRRVG MVQRHVGVGA KYNMITDFVS PMLDEIESD

AmFV TTGGTTTRAL ATTTGTGGGT GTTGTTDKND NNSSTSTEHQ TLHYYADTLR NFATTLS
CONSENSUS  t vttt tttiiiiee teteeeaes teeeeeaaes teneenenne saeenns



