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Figure S1. Amino Acids distribution in the RNase H Domain Sequences From Treatment Experienced
HIV-1 Subtype C Infected Patients
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Figure S2. Amino Acids distribution in the RNase H Domain Sequences From Treatment Naive HIV-1
Subtype C Infected Patients
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Figure S3. Amino Acids distribution in the RNase H Domain Sequences From Treatment Naive HIV-1 Subtype B
Infected Patients



