HN7.94 HA463 HB23.78 HB33.76

HN 848 HA4.01 HB 1.89 QG10.83 QG20.76 HG110.85 HG120.79 HG130.81 HG210.75 HG220.80 HG230.81

HN837 HA421 HB23.71 HB33.68

HN7.97 HA4.04 HB21.88 HB31.84 HG2 2.15 HG3 2.11

HN7.89 HA3.87 HB 1.64 HG210.72 HG220.69 HG230.65 HG121.30 HG131.00 HD110.67 HD120.69 HD130.67

HN807 HA4.01 HB21.69 HB31.69 HG2 2.18 HG3 2.19 HE217.42 HE226.84

HN803 HA3.99 HB21.44  HB31.46 HG 1.31 Qp10.72 QD2 0.70 HD110.76 HD120.67 HD130.75 HD210.72 HD220.67 HD230.70
HN824 HA4.24 HB21.82 HB31.87 HG22.38 HG32.09 QE2.19 HE11.91 HE21.83 HE31.85

HN822 HA4.42 HB23.07 HB33.05 HD2 7.05 HE1 8.40

HN831 HA4.42 HB22.66 HB32.63 HD217.54 HD226.76

HN811 HA4.15 HB21.51 HB3154 HG 1.41 Qp10.70  QD20.70 HD110.67 HD120.72 HD130.71 HD210.63 HD220.64 HD230.69
HN821 HA23.65

HN7.91 HA4.17 HB21.55 HB31.50 HG21.24 HG31.13 HD2 1.40 HD3 1.47 HE2 2.81 HE3 2.79 HZ17.42 HZ27.34

HN 842 HA4.50 HB23.10 HB3293 HD2 7.13 HE18.39

HN8.15 HA4.13 HB21.37 HB3131 HG 1.28 QD10.56 HD110.65 HD120.63 HD130.66 HD210.59 HD220.63 HD230.59

HN 8.61 HA 4.58 HB2 2.77 HB3 2.72 HD217.48 HD22 6.77

HN825 HA4.22 HB23.82 HB33.65

HN 824 HA425 HB2 1.94 HB3 1.94 HG2 2.44 HG3 2.45 QE 1.83 HE1 1.86 HE2 1.82 HE3 1.84

HN 8.05 HA4.18 HB2 1.85 HB31.79 HG2 2.41 HG3 2.27

HN820 HA4.02 HB21.73  HB3 157 HG2 1.43 HG3 1.39 HD2 2.95 HD32.97 HE 7.10

HN 7.81 HA 3.69 HB 1.92 QG10.87 QG2 0.68 HG110.79 HG120.77 HG130.76 HG210.71 HG22 0.69 HG23 0.67

HN813 HA4.00 HB21.83 HB31.88 HG2 2.10 HG3 2.19

HN7.98 HA4.22 HB23.19 HB3 3.12 HD1 7.05 HE3 7.41 HE19.98 HZ3 6.95 HZ27.26 HH2 7.01

HN7.94 HA381 HB21.49 HB3 151 HG 1.36 Qp10.70 QD2 0.69 HD110.73 HD120.67 HD130.73 HD210.64 HD220.63 HD230.66
HN7.76 HA3.88 HB2 1.65 HB3 1.67 HG2 1.47 HG3 1.39 HD2 2.95 HD3 293 HE 7.21

HN7.91 HA3.90 HB21.45 HB31.10 HG2 1.38 HG3 1.87 HD2 1.22 HD3 1.15 HE2 2.76 HE3 2.64 HZ17.33 HZ27.34

HN7.84 HA3.90 HB21.42 HB3 155 HG21.18 HG31.15 HD21.28 HD31.26 HE2 2.64 HE3 2.43 HZ17.36 HZ27.39

HN7.90 HA4.09 HB21.50 HB31.41 HG 1.37 Qp10.68 QD2 0.67 HD110.65 HD120.71 HD130.67 HD210.66 HD220.65 HD230.66
HN7.92 HA4.02 HB21.86 HB31.85 HG22.21 HG32.13 HE217.02  HE226.79

HN 8.08 HA4.45 HB2 2.58 HB3 2.46

HN7.76 HA3.83 HB 1.86 QG10.61 HG110.70 HG120.61 HG130.66 HG210.63 HG220.61 HG230.65

HN 844 HA4.46 HB2295 HB3284 HD2 6.96 HE18.38

HN8.17 HA451 HB22.54 HB32.46 HD21 7.30

HN7.60 HA4.71 HB22.93 HB32.78

(a)
HN7.89 HA4.60 HB23.77 HB33.83
HN 850 HA4.06 HB 1.87 QG10.82 QG2 0.80 HG11 0.85 HG120.75 HG130.78 HG210.80 HG220.78 HG23 0.74
HN832 HA4.23 HB23.71 HB33.70
HN7.97 HA4.11 HB21.95 HB3 185 HG22.23 HG3 2.06
HN7.96 HA3.80 HB 1.69 HG210.73 HG220.70 HG230.71 HG121.33 HG131.04 HD110.66 HD120.65 HD130.74
HN 8.07 HA 4.08 HB2 1.64 HB3 1.68 HG22.23 HG3 2.17 HE217.35 HE22 6.83

HN7.99 HA3.96 HB21.49  HB3 149 HG 1.32 Qp10.70  QD20.72 HD110.67 HD120.66 HD130.69 HD210.65 HD220.69 HD230.71
HN 8.25 HA 4.27 HB2 1.89 HB3 1.81 HG2 2.40 HG3 2.09 QE 2.20 HE11.97 HE2 1.88 HE3 1.89

HN8.17 HA4.45 HB23.09 HB33.00 HD2 7.09 HE18.38

HN829 HA4S51 HB22.68 HB32.64 HD217.53 HD226.83

HNB8.07 HA4.08 HB21.52 HB3 147 HG 1.43 QD10.75 QD2 0.66 HD110.74 HD120.71 HD130.76 HD210.65 HD220.70 HD230.67
HN821 HA23.64

HN7.83 HA413 HB21.48 HB3 153 HG2 117 HG3 1.17 HD2 1.47 HD3 1.46 HE2 2.80 HE32.75 HZ17.45 HZ2 7.36

HNB842 HA4.46 HB23.02 HB32.95 HD27.05 HE18.42

HN 8.17 HA 421 HB2 1.43 HB3 1.32 HG 1.34 QD1 0.65 HD110.65 HD120.62 HD130.68 HD210.65 HD220.66 HD230.64

HN858 HA4.49 HB22.71 HB32.67 HD217.50 HD226.85

HN820 HA4.24 HB23.80 HB33.75

HNB8.16 HA4.30 HB21.92 HB31.86 HG2 2.50 HG3 245 QE 1.88 HE11.89 HE2 1.86 HE3 1.91

HN 8.04 HA4.10 HB2 1.88 HB3 1.85 HG2 2.41 HG3 2.31

HN813 HA3.98 HB21.73  HB3 157 HG2 1.46 HG3 1.43 HD2 2.95 HD3 3.01 HE 7.04

HN7.81 HA3.64 HB 1.96 QG10.79 QG2 0.68 HG110.86 HG120.74 HG130.83 HG210.73 HG220.63 HG230.64
HN 8.13 HA 4.01 HB2 1.88 HB3 1.85 HG2 2.10 HG3 2.15

HN8.00 HA4.24 HB23.19 HB33.15 HD17.07 HE3 7.37 HE19.95 HZ3 6.94 HZ27.35 HH2 6.98
HN7.93 HA3.83 HB21.51 HB3 144 HG 1.33 QD10.74  QD20.65 HD110.72 HD120.70 HD130.71 HD210.68 HD220.68 HD230.63
HN7.78 HA3.92 HB21.62 HB31.71 HG2 1.56 HG3 1.37 HD2 2.95 HD3 3.01 HE 7.25

HN7.84 HA3.88 HB21.48 HB31.09 HG21.33 HG3 1.84 HD21.21 HD31.18 HE22.76 HE3 2.67 HZ17.30 HZ27.33

HN 7.77 HA 3.92 HB2 1.46 HB3 1.54 HG21.20 HG3 1.20 HD2 1.31 HD3 1.28 HE2 2.67 HE3 2.39 HZ17.42 HZ27.37

HN 7.92 HA 4.09 HB2 1.45 HB3 1.49 HG 1.43 QD10.74 QD2 0.66 HD110.72 HD120.68 HD130.65 HD210.66 HD220.64 HD230.64
HN 7.92 HA 4.00 HB2 1.92 HB3 1.88 HG2 2.22 HG3 2.05 HE217.07 HE22 6.85

HN8.04 HA4.39 HB22.55 HB3243

HN7.81 HA3.86 HB 1.87 QG10.61 HG110.62 HG120.63 HG130.61 HG210.68 HG220.68 HG230.65

HN841 HA4.48 HB22.94 HB32.87 HD2 7.02 HE18.39

HN 8.19 HA 453 HB2 2.53 HB3 2.42 HD217.34

Figure S1. Chemical Shifts for NMR spectra. (a) Teriparatide BGW, Batch #2;
(b) RMP, Batch #6. The small differences observed are due to the peak picking
software used to generate the peak lists, and they all fall in the error range
corresponding to the NMR resolution of 1H frequency.




