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01_A01_001_Seq1.fsa 0101 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0
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02_B01_003_Seq1.fsa 0202 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 169.16
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03_C01_005_Seq1.fsa 0303 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 159.58
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04_D01_007_Seq1.fsa 0404 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 183.27
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05_E01_009_Seq1.fsa 0505 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 169.15
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06_F01_011_Seq1.fsa 0606 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.95
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07_G01_013_Seq1.fsa 0707 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 169.05
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08_H01_015_Seq1.fsa 0808 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0
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09_A02_002_Seq1.fsa 0909 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 143.58
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10_B02_004_Seq1.fsa 1010 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 169.01
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11_C02_006_Seq1.fsa 1111 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 169.06
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12_D02_008_Seq1.fsa 1212 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.93
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13_E02_010_Seq1.fsa 1313 BC2BC2 BC2

sz 168.98
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14_F02_012_Seq1.fsa 1414 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.90
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15_G02_014_Seq1.fsa 1515 BC2BC2 BC2

sz 169.05
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16_H02_016_Seq1.fsa 1616 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 169.28
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17_A03_001_Seq1.fsa 1717 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.96
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18_B03_003_Seq1.fsa 1818 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 168.98
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19_C03_005_Seq1.fsa 1919 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 168.86
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20_D03_007_Seq1.fsa 2020 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.87

0

1000

2000

3000

100 120 140 160 180 200 220 240



Sample FileSample File Sample NameSample Name PanelPanel MarkerMarker OSOS SHPSHP OBAOBA SPASPA SPSP BINBIN PHRPHR LPHLPH SPUSPU ANAN BDBD DPDP NBNB CCCC OVLOVL GQGQ

GeneMapper Software 5

Neustadt_MultiA_Run2276-2279_050423

Wed Apr 05,2023 08:01AM, CEST Printed by: gm Page 3 of 6

21_E03_009_Seq1.fsa 2121 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.86
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22_F03_011_Seq1.fsa 2222 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.80
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23_G03_013_Seq1.fsa 2323 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.90
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24_H03_015_Seq1.fsa 2424 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 183.24
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25_A04_002_Seq1.fsa 2525 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 163.10
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26_B04_004_Seq1.fsa 2626 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 183.19
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27_C04_006_Seq1.fsa 2727 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 162.99
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28_D04_008_Seq1.fsa 2828 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 163.00
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29_E04_010_Seq1.fsa 2929 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.81
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30_F04_012_Seq1.fsa 3030 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.73
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31_G04_014_Seq1.fsa 3131 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 168.88
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32_H04_016_Seq1.fsa 3232 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 169.04
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33_A05_001_Seq1.fsa 3333 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.90
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34_B05_003_Seq1.fsa 3434 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.88
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35_C05_005_Seq1.fsa 3535 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.77
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36_D05_007_Seq1.fsa 3636 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 183.07
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37_E05_009_Seq1.fsa 3737 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.79
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38_F05_011_Seq1.fsa 3838 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.83
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39_G05_013_Seq1.fsa 3939 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.80

0

900

1800

2700

100 120 140 160 180 200 220 240

40_H05_015_Seq1.fsa 4040 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 168.84
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41_A06_002_Seq1.fsa 4141 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.98
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42_B06_004_Seq1.fsa 4242 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.89
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43_C06_006_Seq1.fsa 4343 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.91
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44_D06_008_Seq1.fsa 4444 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.84

0

1500

3000

4500

100 120 140 160 180 200 220 240

45_E06_010_Seq1.fsa 4545 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.83
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46_F06_012_Seq1.fsa 4646 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.78
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47_G06_014_Seq1.fsa 4747 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.81
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48_H06_016_Seq1.fsa 4848 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 172.85
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49_A07_001_Seq1.fsa 4949 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.89
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50_B07_003_Seq1.fsa 5050 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.91
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51_C07_005_Seq1.fsa 5151 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.79
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52_D07_007_Seq1.fsa 5252 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 182.95

0

1000

2000

3000

100 120 140 160 180 200 220 240

53_E07_009_Seq1.fsa 5353 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.81
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54_F07_011_Seq1.fsa 5454 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.74
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55_G07_013_Seq1.fsa 5555 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 168.80
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56_H07_015_Seq1.fsa 5656 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 168.86
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57_A08_002_Seq1.fsa 5757 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

Added

sz 167.15
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58_B08_004_Seq1.fsa 5858 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 167.15
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59_C08_006_Seq1.fsa 5959 BC2BC2 BC2 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0 -4.0

sz 167.19
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