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Abstract: Excessive intake of saturated fat has been linked to hypertension. Gut microbiota and
their metabolites, short-chain fatty acids (SCFAs), are known to be involved in the development
of hypertension. We examined whether maternal and post-weaning high-fat (HF) diet-induced
hypertension in adult male offspring is related to alterations of gut microbiota, mediation of SCFAs
and their receptors, and downregulation of nutrient-sensing signals. Female Sprague–Dawley rats
received either a normal diet (ND) or HF diet (D12331, Research Diets) during pregnancy and
lactation. Male offspring were put on either the ND or HF diet from weaning to 16 weeks of age, and
designated to four groups (maternal diet/post-weaning diet; n = 8/group): ND/ND, HF/ND, ND/HF,
and HF/HF. Rats were sacrificed at 16 weeks of age. Combined HF/HF diets induced elevated blood
pressure (BP) and increased body weight and kidney damage in male adult offspring. The rise in BP is
related to a downregulated AMP-activated protein kinase (AMPK)–peroxisome proliferator-activated
receptor co-activator 1α (PGC-1α) pathway. Additionally, HF/HF diets decreased fecal concentrations
of propionate and butyrate and decreased G protein-coupled receptor 41 (GPR41), but increased
olfactory receptor 78 (Oflr78) expression. Maternal HF diet has differential programming effects on
the offspring’s microbiota at 3 and 16 weeks of age. Combined HF/HF diet induced BP elevation
was associated with an increased Firmicutes to Bacteroidetes ratio, increased abundance of genus
Akkermansia and phylum Verrucomicrobia, and reduced abundance in genus Lactobacillus. Maternal
gut microbiota-targeted dietary interventions might be reprogramming strategies to protect against
programmed hypertension in children and their mothers on consumption of a fat-rich diet.

Keywords: AMP-activated protein kinase; butyrate; developmental origins of health and disease
(DOHaD); gut microbiota; high fat diet; hypertension; nutrient-sensing signals; propionate; short
chain fatty acids

1. Introduction

Non-communicable diseases (NCDs) are increasingly becoming the leading causes of global
morbidity and mortality [1]. Among NCDs, hypertension-related diseases are the most common
causes of deaths. Despite substantial advances in therapy, the global epidemic rise of NCDs remains a
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significant challenge. Early-life exposure can program the onset of chronic NCDs [2], now framed as
the “developmental origins of health and disease” (DOHaD) [3].

Perinatal nutrition affects fetal development and long-term health of the offspring. Imbalanced
maternal diet may induce fetal programming that permanently alters the morphology and function
of fetal organs and systems, leading to various NCDs, including hypertension [4]. The high-fat (HF)
diet model has been used to study obesity-related disorders like hypertension [5,6]. Along these lines,
using a rat model of maternal plus post-weaning HF diets, we have demonstrated that adult male
offspring exposed to HF intake develop hypertension [7].

Among the proposed mechanisms linking maternal nutritional insults to offspring adverse
outcomes, changes of gut microbiota and their metabolites have recently received more attention [4,8].
Diet is an instrumental factor in shaping the gut microbiota. Increasing evidence links gut microbiota
dysbiosis to the development of a variety of diseases [9]. During pregnancy, the diet–gut microbiota
interactions can mediate epigenetic regulation of gene expression not only in mother but also in the
fetus via the contact with their metabolites [10]. The offspring gut microbiota is highly sensitive to the
early-life environmental stimuli. Accordingly, maternal diet can influence the gut microbiota of mothers
and their offspring, consequently driving developmental programming of chronic diseases in adult
offspring [11,12]. Although several microbial markers have been reported related to HF consumption,
like increased abundance of phylum Firmicutes and decreased Bacteroidetes [9], whether a similar
pattern of results can be obtained from offspring born to mothers fed with HF diet is largely unknown.

The gut microbiota produces a variety of metabolites like short-chain fatty acids detectable in
host circulation [13]. Short-chain fatty acids (SCFAs, e.g., acetate, butyrate, and propionate) and their
receptors are reported to be involved in the regulation of blood pressure (BP) [14]. In line with this, a
recent study from our laboratory reported that prebiotic or probiotic therapy can alter gut microbiota,
regulate SCFAs and their receptors, and mediate nutrient-sensing signals to protect adult male offspring
against hypertension programmed by high-fructose diet [15].

Nutrient-sensing signals are regarded as key players in the developmental programming of
hypertension, such as 5’-adenosine monophosphate-activated protein kinase (AMPK), peroxisome
proliferator-activated receptor (PPAR), and PPARγ co-activator 1α (PGC-1α) [4,16]. Activation of
AMPK by resveratrol can affect PGC-1α activity to regulate the downstream expression of PPAR
target genes [17]. Our recently published study demonstrated that HF diet-induced hypertension is
correlated to inhibitory AMPK/PGC-1α pathway and altered gut microbiota [18].

Our objective in this study was to examine whether maternal and post-weaning HF diet cause
differential effects on BP, gut microbiota, SCFAs and their receptors, and nutrient-sensing signals in
adult offspring.

2. Materials and Methods

2.1. Animal Model

This study was followed the Guide for the Care and Use of Laboratory Animals of the National
Institutes of Health. The protocol was approved by the Institutional Animal Care and Use Committee
of the Kaohsiung Chang Gung Memorial Hospital (IACUC permit number: 201721408). Virgin female
Sprague–Dawley (SD) rats (n = 12) were obtained from BioLASCO Taiwan Co., Ltd. (Taipei, Taiwan)
and maintained in an Association for Assessment and Accreditation of Laboratory Animal Care
International (AAALAC)-approved animal facility in our hospital. The rats were housed in a in a
controlled environment with 12:12 light-dark cycle and humidity of 55%, throughout the study. Male
SD rats were caged with female rats until mating. The presence of the plug confirmed mating. Female
rats were weight-matched and assigned to receive either a normal diet with regular rat chow (ND;
Fwusow Taiwan Co., Ltd., Taichung, Taiwan; 52% carbohydrates, 23.5% protein, 4.5% fat, 10% ash,
and 8% fiber) or a 58% high-fat diet (D12331, Research Diets, Inc., New Brunswick, NJ, USA; 58% fat
(hydrogenated coconut oil), 25.5% carbohydrate, 16.4% protein, and 0% fiber) during pregnancy and
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lactation. After birth, litters were culled to eight from each mother to standardize the received quantity
of milk and maternal pup care. Since men are much more likely to be hypertensive than women at a
younger age [19], only male offspring were used. Male offspring were weaned at 3 weeks of age, and
onto either the normal diet (ND) or HF diet ad libitum from weaning to 16 weeks of age. Rats were
assigned to four experimental groups (maternal diet/postweaning diet; n = 8/group): ND/ND, HF/ND,
ND/HF, and HF/HF.

We used BP-2000 tail-cuff system (BP-2000, Visitech Systems, Inc., Apex, NC, USA) to measure BP
in conscious rats at 3, 4, 8, 12, and 16 weeks of age [7]. Rats were allowed to adapt to restraint and
tail-cuff inflation for 1 week prior to the experiment. Rats were placed on the specimen platform. Their
tails were passed through a cuff and immobilized by adhesive tape. Following a 10-min warm-up
period, 10 preliminary cycles were performed to allow the rats to adjust to the inflating cuff. For each
rat, three stable measures were taken and averaged. Fresh feces samples were collected at 3 and 16
weeks of age, frozen, and stored at −80 ◦C until use. At 16 weeks of age, rats were anesthetized by
intraperitoneally injecting ketamine (50 mg/kg body weight) and xylazine (10 mg/kg body weight)
and were euthanized by intraperitoneally injecting an overdose of pentobarbital for sacrifice. Blood
samples were collected. Kidneys were harvested and stored at −80 ◦C in a freezer for further analysis.

2.2. Gas Chromatography-Flame Ionization Detector (GC-FID)

We used gas chromatography-mass spectrometry (GCMS-QP2010; Shimadzu, Kyoto, Japan) with a
flame ionization detector (FID) to measure levels of acetate, butyrate, and propionate in the plasma and
feces [15]. We used internal standards in analytical standard grades for acetate and propionate (from
Sigma-Aldrich, St. Louis, MO, USA), and for butyrate (from Chem Service, West Chester, PA, USA).
The working solutions of used as internal and external standards were prepared at the concentration
of 10 mM. These solutions were kept at −20 ◦C in a freezer. Dry air, nitrogen, and hydrogen were
supplied to the FID at 300, 20 and 30 mL/min, respectively. A 2-µL aliquot of sample was injected into
the column. The inlet and FID temperature were set at 200 and 240 ◦C, respectively. The total running
time was 17.5 min.

2.3. Analysis of Gut-Microbiota Composition

Metagenomic DNA was extracted from frozen fecal samples after centrifugation. All polymerase
chain-reaction amplicons were mixed together and sent to the Genomic and Proteomic Core Laboratory,
Kaohsiung Chang Gung Memorial Hospital (Kaohsiung, Taiwan) for sequencing using an Illumina
Miseq platform (Illumina, San Diego, CA, USA) [15]. Amplicons were prepared according to the
16S Metagenomics Sequencing Library Preparation protocol (Illumina, San Diego, CA, USA), and
sequenced with the Illumina MiSeq platform (Illumina, San Diego, CA, USA). Sequences (Illumina,
San Diego, CA, USA) with a distance-based similarity of 97% or greater were grouped into operational
taxonomic units (OTUs) using the USEARCH algorithm. To determine the significantly differential
taxa, we applied linear discriminant analysis effect size (LEfSe) to compare samples between groups.
The LEfSe uses linear discriminant analysis (LDA) to estimate the effect size of each differentially
abundant feature. The threshold of the linear discriminant was set to two.

2.4. Western Blot

Western blot analysis was performed using the methods published previously [7]. Protein samples
(200-µg kidney cortex) were boiled with gel-loading buffer for 5 min, subjected to 10–15% SDS-PAGE,
and then transferred to a nitrocellulose membrane (GE Healthcare Bio-Sciences Corp., Piscataway,
NJ, USA). To verify equal loading, the membranes were incubated with Ponceau S red (PonS) stain
solution (Sigma-Aldrich, St. Louis, MO, USA) for 10 min on the rocker. Two nutrient-sensing signals,
AMPKα2 and PGC-1α, were analyzed. Additionally, we determined the protein abundance of three
SCFA receptors, including G protein-coupled receptor 41 (GPR41), GPR43, and olfactory receptor
78 (Olfr78). We used the following primary antibodies: a rabbit polyclonal anti-rat phosphorylated



Nutrients 2019, 11, 1982 4 of 15

AMPKα1/2 antibody (1:1000, overnight incubation; Santa Cruz Biotechnology), a rabbit polyclonal
anti-PGC-1α antibody (1:1000, overnight incubation; Abcam, Cambridge, MA, USA), a rabbit polyclonal
anti-GPR41 antibody (1:500, overnight incubation; USBiological, Salem, MA, USA), a rabbit polyclonal
anti-GPR43 antibody (1:500, overnight incubation; Millipore, Burlington, MA, USA), and a rabbit
polyclonal anti-Olfr78 antibody (1:500, overnight incubation; Assay Biotech, Fremont, CA, USA). Next,
the membrane was washed five times with 0.1% T-TBS, incubated for 1h with a peroxidase-labeled
secondary antibody diluted 1:1000 in T-TBS, and then developed using Chemi Doc (Bio-rad Image
Lab 5.0). Bands were quantified by densitometry as integrated optical density (IOD). IOD was then
normalized to total protein PonS staining. The protein abundance was represented as IOD/PonS.

2.5. Immunohistochemistry Staining

Paraffin-embedded tissues sectioned at 3-µm thickness were deparaffinized in xylene and
rehydrated in a graded ethanol series to phosphate-buffered saline. Following blocking with
immunoblock (BIOTnA Biotech., Kaohsiung, Taiwan), the sections were incubated for 2 h at room
temperature with an anti-phosphorylated AMPKα2 antibody (1:400, Cell Signaling, Danvers, MA,
USA) or an anti-PGC-1α antibody (1:200, Abcam, Cambridge, MA, USA). Immunoreactivity was
revealed using the polymer-horseradish peroxidase (HRP) labeling kit (BIOTnA Biotech). For the
substrate–chromogen reaction, 3,30-diaminobenzidine (DAB) was used. An identical staining protocol
omitting incubation with primary antibody was employed to prepare samples that were used as
negative controls. Renal cells positive for immunostaining were examined in 10 randomly selected
×400 microscopic fields per section. The number of immunostained cells was expressed as we described
previously [18].

2.6. Statistical Analysis

Data are reported as the mean ± standard error of mean (SEM). A value of p < 0.05 was considered
statistically significant. Statistical analysis was conducted with one-way analysis of variance (ANOVA)
with a Tukey post hoc test for multiple comparisons. Analyses were performed using the SPSS software
14.0 (SPSS Inc., Chicago, IL, USA).

3. Results

3.1. The Effects of Maternal and Post-Weaning HF Diet on Morphological Values and BPs

Post-weaning consumption of HF diet caused a greater body weight (BW) compared with controls
and the HF/ND group, with the greatest BW in the HF/HF group (Table 1). The kidney weights and the
ratios of kidney weight-to-body weight were lower in the ND/HF and HF/HF groups compared to
controls and the HF/ND groups. At 16 weeks of age, maternal and post-weaning HF diet increased
systolic BP by 5 and 11 mmHg compared to controls, respectively. There is a synergistic effect of
maternal and post-weaning HF diet on systolic BP, resulting in an increase of ~26 mmHg in the HF/HF
group versus control. Similarly, diastolic BP and mean arterial pressure were higher in the HF/ND
and ND/HF group compared with those in the control group, with the highest in the HF/HF group.
Figure 1 shows the systolic BPs of ND/HF and HF/HF group were significantly higher than those in
the control group from 8 to 16 weeks. By 12 weeks of age, the systolic BP had significantly increased
in the HF/HF group relative to the other three groups. The plasma creatinine level was higher in
HF/HF group compared to the controls. These findings indicate that maternal or post-weaning HF diet
more or less caused a rise in BW and BPs, which was enhanced to a greater extent in the combined
HF/HF diets. However, only combined HF/HF diet resulted in kidney damage, represented by elevated
creatinine levels.
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Table 1. Measures of morphological values, blood pressure, and renal function in 16-week-old male
offspring exposed to high-fat diet (HF).

Groups ND/ND HF/ND ND/HF HF/HF

Body weight (BW) (g) 580 ± 8 561 ± 10 680 ± 22 a,b 715 ± 26 a,b,c

Left kidney weight (g) 2.44 ± 0.06 2.17 ± 0.07 a 2.14 ± 0.09 a 2.14 ± 0.09 a

Left kidney weight/100 g BW 0.42 ± 0.01 0.39 ± 0.01 0.32 ± 0.01 a,b 0.30 ± 0.01 a,b

Systolic blood pressure (mm Hg) 142 ± 0 147 ± 1 a 153 ± 1 a,b 168 ± 1 a,b,c

Diastolic blood pressure (mm Hg) 65 ± 2 70 ± 3 73 ± 2 a 76 ± 2 a

Mean arterial pressure (mm Hg) 91 ± 1 96 ± 2 a 99 ± 2 a 107 ± 2 a,b,c

Creatinine (µM) 14.5 ± 0.9 16.2 ± 1.1 17.2 ± 1.1 20 ± 1.8 a

ND/ND, maternal plus post-weaning normal diet; HF/ND, maternal high-fat diet plus post-weaning normal diet; ND/HF,
maternal normal diet plus post-weaning high-fat diet; HF/HF, maternal plus post-weaning high-fat diet. BW, body weight;
n = 8/group; a p < 0.05 vs. ND/ND; b p < 0.05 vs. HF/ND; c p < 0.05 vs. ND/HF.
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Figure 1. Effects of maternal and postnatal high-fat (HF) diet on systolic blood pressure in male
offspring from 3 to 16 weeks. ND/ND, maternal plus post-weaning normal diet; HF/ND, maternal
high-fat diet plus post-weaning normal diet; ND/HF, maternal normal diet plus post-weaning high-fat
diet; HF/HF, maternal plus post-weaning high-fat diet. * p < 0.05 vs. ND/ND; # p < 0.05 vs. HF/ND;
† p < 0.05 vs. ND/HF.

3.2. The Effects of Maternal and Post-Weaning HF Diet on Nutrient-Sensing Signals

We evaluated key elements in the nutrient-sensing pathway, including phosphorylated AMPKα2
and PGC-1α. As shown in Figure 2, the renal protein level of phosphorylated AMPKα2 (Figure 2B) was
lower in the HF/ND, ND/HF, and HF/HF group compared with that in the ND/ND group. Additionally,
the HF/HF diet caused a significant reduction of PGC-1α versus the controls in offspring kidneys
(Figure 2C). We next evaluated phosphorylated AMPKα2 (Figure 3) and PGC-1α (Figure 4) in the
offspring kidneys by immunohistochemistry.
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Figure 2. (A) Representative western blots showing phosphorylated AMP-activated protein kinase
(AMPKα2, ~63kDa), peroxisome proliferator-activated receptor co-activator 1α (PGC-1α, ~90kDa),
G protein-coupled receptor 41 (GPR41, ~38kDa), GPR43 (~47kDa), and olfactory receptor 78 (Oflr78)
(~35kDa) bands in offspring kidneys at 16 weeks of age. Relative abundance of renal cortical
(B) phosphorylated AMPKα2, (C) PGC-1α, (D) GPR41, (E) GPR43, and (F) Oflr78 were quantified.
ND/ND, maternal plus post-weaning normal diet; HF/ND, maternal high-fat diet plus post-weaning
normal diet; ND/HF, maternal normal diet plus post-weaning high-fat diet; HF/HF, maternal plus
post-weaning high-fat diet. n = 8/group. * p < 0.05 vs. ND/ND; # p < 0.05 vs. HF/ND; † p < 0.05
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Figure 3. (A) Light microscopic findings of phosphorylated AMPKα2 immunostaining in the kidney
cortex in 16-week-old male offspring. Bar = 50 µm; (B) Quantitative analysis of phosphorylated
AMPKα2-positive cells per microscopic field (400×); * p < 0.05 vs. ND/ND; # p < 0.05 vs. HF/ND;
† p < 0.05 vs. ND/HF.
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Immunostaining of phosphorylated AMPKα2 in the glomeruli and renal tubules indicated intense
staining in the ND/ND group (150 ± 15 positive cells), an intermediate level of staining in the HF/ND
group (72 ± 11 positive cells) and ND/HF group (85 ± 21 positive cells), and little staining in the HF/HF
group (24± 17 positive cells) (Figure 3B). Similar to phosphorylated AMPKα2, maternal or post-weaning
HF diet significantly decreased PGC-1α expression in the HF/ND group (112 ± 14 positive cells) and
the ND/HF group (121 ± 21 positive cells) vs. the ND/ND group (220 ± 29 positive cells) (Figure 4A).
Combined maternal and post-weaning HF diets caused the reduction of PGC-1α expression to a greater
extent (36 ± 14 positive cells) (Figure 4B). Taken together, these findings indicated that HF/HF diet
synergistically downregulated AMPK–PGC-1α pathway.
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Figure 4. (A) Light microscopic findings of PGC-1α immunostaining in the kidney cortex in 16-week-old
male offspring. Bar = 50 µm; (B) Quantitative analysis of PGC-1α-positive cells per microscopic field
(400×); * p < 0.05 vs. ND/ND; # p < 0.05 vs. HF/ND; † p < 0.05 vs. ND/HF.

3.3. The Effects of Maternal and Post-Weaning HF Diet on SCFAs and Their Receptors

It was reported previously that SCFAs are involved in the development of hypertension [14].
We investigated whether HF diet causes a rise in BP is related to alterations of SCFAs production and
the expression of SCFA receptors. Our results demonstrated that post-weaning HF diet decreased fecal
concentrations of acetate compared to the ND/ND and HF/ND group (Table 2). Fecal propionate and
butyrate levels were lower in the ND/HF group than those in the ND/ND and HF/ND group. Similarly,
combined maternal and post-weaning HF reduced fecal concentrations of propionate and butyrate
compared to controls. We next evaluated the protein levels of SCFA receptors. Renal GPR41 expression
was lower in the ND/HF and HF/HF group compared to that in the ND/ND group (Figure 2D). GPR43
protein level in offspring kidney was not different among the four groups (Figure 2E). However,
combined HF/HF diets resulted in a significant increase of renal Olfr78 expression compared to the
other three groups (Figure 2F).
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Table 2. Fecal levels of acetate, propionate, and butyrate in in male offspring exposed to high-fat diet
(HF) at 16 weeks of age.

Group ND/ND HF/ND ND/HF HF/HF

Acetate, mM/g feces 3.68 ± 0.13 3.62 ± 0.22 1.34 ± 0.13 a,b 2.46 ± 0.57
Propionate, mM/g feces 0.84 ± 0.06 0.75 ± 0.05 0.25 ± 0.05 a,b 0.47 ± 0.14 a

Butyrate, mM/g feces 1.68 ± 0.21 1.51 ± 0.29 0.22 ± 0.02 a,b 0.27 ± 0.05 a,b

ND/ND, maternal plus post-weaning normal diet; HF/ND, maternal high-fat diet plus post-weaning normal diet;
ND/HF, maternal normal diet plus post-weaning high-fat diet; HF/HF, maternal plus post-weaning high-fat diet.
BW, body weight; n = 8/group; a p < 0.05 vs. ND/ND; b p < 0.05 vs. HF/ND.

3.4. The Effects of Maternal and Post-Weaning HF Diet on Gut Microbiota

We further analyzed bacterial populations in the gut at the phylum and genus levels at 3 weeks
(Figure 5) and 16 weeks of age (Figure 6). At 3 weeks, the age of weaning, the main phyla in the offspring
born of dams fed with regular chow (ND) or HF diet were Firmicutes, Bacteroidetes, Verrucomicrobia,
Proteobacteria, and Actinobacteria. Maternal HF intake caused a remarkable increase in the phylum
Firmicutes (72.3 ± 4% vs. 52.9 ± 3.7%; p = 0.002), but a decrease in the Verrucomicrobia (10.3 ± 2.6% vs.
25.9 ± 4.5%; p = 0.007) and Proteobacteria (2.4 ± 0.2% vs. 4.8 ± 0.4%; p < 0.001) (Figure 5A). The Firmicutes
to Bacteroidetes ratio has been considered a signature for hypertension [20,21]. In the current study,
the Firmicutes to Bacteroidetes ratio was higher in the HF group (8.3 ± 1.6) compared to that in the
control group (4.2 ± 0.6, p = 0.03) (Figure 5B). Additionally, the main bacterial genera were Akkermansia,
Blautia, Clostridium, Parabacteroides, Lactobacillus, Alkaliphilus, Ruminococcus, Sarcina, Natronincola, and
Flavobacterium (Figure 5C). Among them, maternal HF diet decreased abundance of genus Akkermansia
(9.7 ± 2.4% vs. 25 ± 4.3%; p = 0.006) (Figure 5D). Conversely, abundance of genus Clostridium was
induced in the HF group (19.9 ± 2.6%) compared with that in control (10.4 ± 1.2%; p = 0.03).Nutrients 2019, 11, x FOR PEER REVIEW 9 of 16 
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Figure 5. Effect of maternal high-fructose (HF) diet on offspring gut microbiota at 3 weeks of age.
(A) Relative abundances of the top five phyla. (B) The Firmicutes to Bacteroidetes ratio. (C) Relative
abundances of the top 10 genera. (D) Relative abundances of the genus Akkermansia. n = 16/group.
* p < 0.05 vs. ND.
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As shown in Figure 6A, the main phyla in the offspring gut microbiota at 16 weeks were identical
to those at 3 weeks of age. Combined HF/HF diet significantly reduced the abundance of the
phylum Bacteroidetes (15.1 ± 1.7% vs. 30.2 ± 0.7%; p < 0.001), while augmenting the abundance of the
Verrucomicrobia (15.6 ± 2.2% vs. 0.5 ± 0.2%; p < 0.001). Additionally, the Firmicutes to Bacteroidetes
ratio was the highest in the HF/HF group compared to that in the other three groups (All p < 0.05)
(Figure 6B).

Maternal HF intake decreased the abundance of genera Lactobacillus (HF/ND vs. ND/ND = 4.3 ± 0.8%
vs. 13.7± 2.5%, p = 0.005) and Turicibacter (HF/ND vs. ND/ND = 0.9 ± 0.3% vs. 2.1± 0.4%, p = 0.035). The
post-weaning HF diet caused an increase of genus Akkermansia (ND/HF vs. ND/ND = 9.4 ± 3.8% vs. 0.4 ±
0.2%, p = 0.002), and decreased the abundance of genera Lactobacillus (3 ± 0.5%, p = 0.002) and Turicibacter
(0.6 ± 0.1%, p = 0.01). Combined HF/HF diet caused increases of several bacterial genera, including
Akkermansia, Clostridium, and Alkaliphilus (Figure 6C; all p < 0.05). Conversely, the abundance of genera
Parabacteroides, Lactobacillus, and Ruminococcus was reduced by HF/HF exposure (Figure 6C; all p < 0.05).
Of note is that maternal (HF/ND: 4.3 ± 0.8%) and post-weaning HF diet (ND/HF: 3 ± 0.5%) both resulted
in the reduced abundance in genus Lactobacillus compared to the ND/ND group (13.7 ± 2.5%; both
p < 0.05). The combined HF/HF diet caused the reduction of genus Lactobacillus abundance to a greater
extent (0.8 ± 0.3%, all p < 0.05) (Figure 6D).Nutrients 2019, 11, x FOR PEER REVIEW 10 of 16 
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Figure 6. Effect of maternal and post-weaning high-fructose (HF) diet on offspring gut microbiota
at 16 weeks of age. (A) Relative abundances of the top five phyla. (B) The Firmicutes to Bacteroidetes
ratio. (C) Relative abundances of the top 10 genera. (D) Relative abundances of the genus Lactobaccilus.
n = 8/group. * p < 0.05 vs. ND/ND; # p < 0.05 vs. HF/ND; † p < 0.05 vs. ND/HF.

The main bacterial species modified by the maternal HF diet were Leptolyngbya laminosa (LDA
score = −3.1), Enterococcus avium (LDA score = −2.3), and Enterococcus casseliflavus (LDA score = −2.2)
(Figure 7A). The post-weaning HF diet showed an increase in species Lactococcus lactis (LDA score = 2.6)
and Streptococcus dentirousetti (LDA score = 2), and caused a decrease in the species Leptolyngbya laminosa
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(LDA score = −2.5) and Enterococcus casseliflavus (LDA score = −2.1) as compared to the ND/ND group
(Figure 7B). Of note, there was a remarkable decrease in several species of Lactobaccilus in the HF/HF
group vs. the ND/ND group (Figure 7C). Conversely, HF/HF diet caused an increase of in species
Akkermansia muciniphila (LDA score = 2.1).Nutrients 2019, 11, x FOR PEER REVIEW 11 of 16 
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Figure 7. Effect of maternal and post-weaning high-fructose (HF) diet on 16-week-old offspring gut
microbiota at the species level. Linear discriminant analysis (LDA), along with effect size measurements,
was applied to identify enriched bacterial species. Most enriched and depleted species (LDA score
(log10) > 2.0) in the (A) HF/ND (red) vs. ND/ND (green), (B) ND/HF (red) vs. ND/ND (green), and (C)
HF/HF (red) vs. ND/ND (green). n = 8/group.

4. Discussion

This study provides a novel insight into the mechanisms responsible for the development of
hypertension programmed by maternal and post-weaning HF diet with particular emphasis on gut
microbiota-derived metabolites SCFAs and nutrient-sensing signals. The main findings of this study
are as follows: (1) combined maternal plus postweaning HF diets induced elevated BP and increased
BW and kidney damage in male adult offspring; (2) The combined HF/HF diets caused a rise in BP,
which is related to a downregulated AMPK–PGC-1α pathway; (3) The offspring exposed to HF/HF
diets had decreased fecal concentrations of propionate and butyrate, decreased renal GPR41 protein
levels, and increased renal Oflr78 expression; (4) At 3 weeks of age, the maternal HF diet increased the
Firmicutes to Bacteroidetes ratio and abundance of genus Clostridium, and decreased the abundance of
genus Akkermansia in the gut microbiota in offspring; and (5) The HF/HF diet caused the rise of BP at
16 weeks of age, which was associated with the increased Firmicutes to Bacteroidetes ratio and reduced
abundance in genus Lactobacillus.

In line with previous studies showing that maternal HF intake induces elevated BP in offspring [22,23],
our results demonstrated that systolic BP was approximately 5 mmHg higher in the HF/ND group
than that in the ND/ND group. Maternal HF diet-induced programmed hypertension may be related
to a downregulated AMPK–PGC-1α pathway, an increased Firmicutes to Bacteroidetes ratio, and a
decreased abundance of the genera Akkermansia and Lactobacillus. Additionally, we found that there is
a synergistic effect between maternal and post-weaning HF diet causing a rise in BP and body weight,
in support of our previous study showing that effect of maternal nutritional insults on the fetus are not
set in stone and can be amplified by changes in the postnatal environment [24,25].



Nutrients 2019, 11, 1982 11 of 15

The observed effect of maternal HF diet on BP increase may be related to the inhibition of
AMPK–PGC-1α pathway. The interplay between AMPK and other nutrient-sensing signals, driven
by maternal nutritional insults, is known to regulate PPARs and their target genes, thus leading to
programming of hypertension [17]. AMPKα2 knockout mice expressed activation of the renin-angiotensin
system (RAS) to favor the development of hypertension [26]. Also, uni-nephrectomized rats developed
hypertension, which was associated with decreased AMPK expression and activation of the RAS [27].
On the contrary, the AMPK activation has been shown to regulate the RAS, resulting in protection from
hypertension in different models of programming [28,29]. Recently, AMPK activation has emerged
as a reprogramming strategy, via regulating other nutrient-sensing signals like PGC-1α, to protect
against hypertension and kidney disease with developmental origins [30]. In the current study, maternal
or post-weaning HF diet reduced phosphorylated AMPKα2 and PGC-1α expression. Remarkably,
combined maternal and post-weaning HF diets caused the reduction of phosphorylated AMPKα2 and
PGC-1α expression to a greater extent in the HF/HF group. These results reconfirmed our previous study
showing that combined HF/HF diet-induced hypertension is associated with reduced phosphorylated
AMPKα2 and PGC-1α expression. These changes were restored by AMPK activation through resveratrol
treatment [7]. These observations suggest that pharmacological therapies aimed at AMPKα2 as a
reprogramming intervention to prevent hypertension programmed by maternal HF intake deserve
further evaluation.

The results of this study showed that changes of SCFAs and their receptors are another mechanism
contributing to HF/HF-induced hypertension. Although maternal HF diet had a neglectable effect on
fecal SCFA levels and their receptors, post-weaning HF diet significantly reduced fecal propionate
and butyrate concentrations. Propionate and butyrate have been reported to induce vasodilatation
via mediating GPR41 and GPR43 receptor [14]. Conversely, acetate is a ligand for Olfr78 to raise
BP [14]. Our report showed that combined HF/HF diet decreased fecal propionate and butyrate levels,
decreased GPR41 expression, and increased Oflr78 expression in adult offspring kidneys, all of which
may favor the development of hypertension. AMPK can be activated by SCFAs, like propionate
and butyrate [31,32]. SCFAs have been report to protect against ethanol-induced gut leakiness via
AMPK activation [33]. On the other hand, AMPK activation altered microbial populations, which
promotes SCFA production [34]. In line with increasing evidence of a link between gut microbiota,
SCFAs, and AMPK [35], our study demonstrated that HF/HF-induced hypertension is associated with
inactivation of AMPK signaling and the reduction of SCFA production. Additional studies warranted
to clarify whether microbiota-derived SCFAs regulate AMPK signaling contributing to hypertension
programmed by HF diet.

Additionally, we observed the major acetate-producing bacteria could be either decreased (e.g.,
Lactobacillus) or increased (e.g., Clostridiums and Akkermansia) in the HF/HF group with hypertension.
Unlike a previous study demonstrating that hypertension-associated dysbiosis is characterized by
increases in lactate-producing bacteria [21], results of this study showed that the abundance of genera
Lactobacillus and Turicibacter, which are lactate-producing bacteria, were decreased in the ND/HF
and HF/ND-induced hypertension groups. Thus, additional studies are required to clarify whether
the imbalance of gut acetate-, butyrate-, and propionate-producing bacterial populations directly
contribute to BP control in a variety of programming hypertension models.

The detrimental effects of HF diet may also relate to alterations in gut microbiota composition.
Emerging evidence shows that the development of hypertension is related to gut microbiota dysbiosis
in animal models of hypertension [20,21]. Microbiota dysbiosis in early life has deleterious effects
and may have long-term consequences leading to many diseases in later life [31]. Our results go
beyond previous studies, demonstrating that altered gut microbiota links early-life HF intake to the
developmental programming of hypertension. Although the interactions between dietary fat with
the gut microbiota have been well explored in human and experimental studies [36], little is known
about the impact of maternal fat intake on the offspring gut microbiota. Previous studies showed that
maternal HF consumption can alter the offspring microbiome in various animal species [7,37,38]. In
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line with this, our study demonstrated that maternal HF diet resulted in a considerable impact on the
infant microbiota (i.e., 3 weeks of age), as reflected in a higher Firmicutes to Bacteroidetes ratio, higher
abundance of genus Clostridium, and lower abundance of genus Akkermansia. However, these changes
in microbiota compositions seem not persistent until adulthood (i.e., 16 weeks of age). An increased
Firmicutes to Bacteroidetes ratio has been related to obesity in animals fed with saturated fat [36].
Our results go beyond previous reports, showing that mother rats exposed to HF intake caused an
increase of the Firmicutes to Bacteroidetes ratio in their offspring’s microbiota. We found it notable
that a certain change in this ratio was persistent until adulthood in the HF/HF group, which had
significant BP increases. Given previously published studies using this ratio as a microbial marker
for hypertension [20,21], we speculate that this ratio might be a marker to predict hypertension of
developmental origins.

Akkermansia muciniphila is the main genus classified in the Verrucomicrobia phylum, and recent
studies revealed its beneficial effects against obesity and cardiometabolic disease [39]. According to our
data, maternal HF diet reduced abundance of genus Akkermansia in 3-week-old offspring microbiota.
Conflicting with previous reports showing that Akkermansia muciniphila abundance inversely correlated
with obesity and hypertension [40,41], our results demonstrated that the combined HF/HF diet caused
a more than a 100-fold increase of Akkermansia muciniphila abundance. Also, HF/HF diet increased
abundance of genus Akkermansia and phylum Verrucomicrobia in offspring microbiota at 16 weeks
of age. One possible reason was because we were experimenting in the model of developmental
programming, which is more complex than the established disease models. Thus, further studies are
needed to elucidate whether Akkermansia muciniphila may serve as a microbial marker for hypertension
in other developmental programming models. Additionally, we observed that combined HF/HF
diets caused a remarkable decrease in abundance of Lactobacillus, which is generally considered as a
beneficial microbe [42]. Certain probiotic strains like Lactobacillus have shown hypotensive effects [43].
As we observed, several Lactobacillus spp. were depleted in the HF/HF group, and our previous study
demonstrated that maternal Lactobacillus casei treatment protected adult offspring against programmed
hypertension [15], there is a need to further explore whether early probiotic supplementation may
serve as a reprogramming strategy to prevent hypertension programmed by HF/HF diets as well as in
other programming models.

Our study has a few limitations. First, we did not examine serial changes in the composition
of offspring microbiota. The alterations in gut microbiota we observed in adult offspring may
reflect postnatal plasticity rather than programmed processes. Second, we did not analyze other
organs controlling BP. The hypertensive effect of HF diet might be attributed to other organs, such
as the heart, brain, and vasculature. Third, we employed 16S rRNA gene amplicon analysis to
determine proportional changes among bacterial taxonomies. Further studies addressing gene
functions contributed by the gut microbiome rather than abundance of taxa to hypertension of
developmental origin are required. With the exception of hypertension, maternal HF diet has been
used to model other DOHaD-related NCDs [5,44]. It remains to be determined whether changes in
microbial composition and their metabolite SCFAs observed in the current study are involved in the
pathogenesis of other NCDs. Last, only male offspring were studied in the present study. Given that
sex differences appear in gut microbiota and hypertension [19,45], additional studies are required to
clarify whether sex-specific interactions between gut microbiota and hypertension exist in mechanisms
underlying hypertension programmed by HF diet.

5. Conclusions

In conclusion, several important mechanisms are involved in the development of hypertension
programmed by maternal and post-weaning HF diet, including alterations of gut microbiota, SCFAs
and their receptors, and nutrient-sensing signals. Targeting AMPK signaling, gut microbiota, and
SCFAs might be a reprogramming strategy to reverse the development of hypertension programmed
by high fat consumption. Although reprogramming strategies from animal models still await further
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clinical translation, our findings highlight that pregnant women and children’s caretakers must pay
attention to avoid excessive foods that have high fat content.

Author Contributions: C.-N.H.: contributed to concept generation, data interpretation, drafting of the manuscript,
critical revision of the manuscript and approval of the article; C.-Y.H.: contributed to data interpretation, critical
revision of the manuscript and approval of the article; C.-T.L.: contributed to data interpretation, critical revision
of the manuscript and approval of the article; J.Y.H.C.: contributed to methodology and approval of the article;
Y.-L.T.: contributed to concept generation, data interpretation, drafting of the manuscript, critical revision of the
manuscript, and approval of the article.

Funding: This work was supported by grant MOST 107-2314-B-182-045-MY3 from the Ministry of Science and
Technology, Taiwan.

Acknowledgments: We would like to thank the Genomic & Proteomic Core Laboratory, Department of
Medical Research and Development, Kaohsiung Chang Gung Memorial Hospital, Kaohsiung, Taiwan, for
gut microbiota profiling.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Zarocostas, J. Need to increase focus on non-communicable diseases in global health, says WHO. Br. Med. J.
2010, 341, c7065. [CrossRef] [PubMed]

2. Hanson, M.; Gluckman, P. Developmental origins of noncommunicable disease: Population and public
health implications. Am. J. Clin. Nutr. 2011, 94, 1754S–1758S. [CrossRef] [PubMed]

3. Hanson, M. The birth and future health of DOHaD. J. Dev. Orig. Health Dis. 2015, 6, 434–437. [CrossRef]
[PubMed]

4. Hsu, C.N.; Tain, Y.L. The Double-Edged Sword Effects of Maternal Nutrition in the Developmental
Programming of Hypertension. Nutrients 2018, 10, 1917. [CrossRef] [PubMed]

5. Williams, L.; Seki, Y.; Vuguin, P.M.; Charron, M.J. Animal models of in utero exposure to a high fat diet:
A review. Biochim. Biophys. Acta 2014, 1842, 507–519. [CrossRef] [PubMed]

6. Khan, I.Y.; Taylor, P.D.; Dekou, V.; Seed, P.T.; Lakasing, L.; Graham, D.; Dominiczak, A.F.; Hanson, M.A.;
Poston, L. Gender-linked hypertension in offspring of lard-fed pregnant rats. Hypertension 2003, 41, 168–175.
[CrossRef] [PubMed]

7. Tain, Y.L.; Lin, Y.J.; Sheen, J.M.; Lin, I.C.; Yu, H.R.; Huang, L.T.; Hsu, C.N. Resveratrol prevents the combined
maternal plus postweaning high-fat-diets-induced hypertension in male offspring. J. Nutr. Biochem. 2017, 48,
120–127. [CrossRef] [PubMed]

8. Chu, D.M.; Meyer, K.M.; Prince, A.L.; Aagaard, K.M. Impact of maternal nutrition in pregnancy and lactation
on offspring gut microbial composition and function. Gut Microbes 2016, 7, 459–470. [CrossRef]

9. Portune, K.J.; Benítez-Páez, A.; Del Pulgar, E.M.; Cerrudo, V.; Sanz, Y. Gut microbiota, diet, and obesity-related
disorders-The good, the bad, and the future challenges. Mol. Nutr. Food Res. 2017, 61, 1600252. [CrossRef]

10. Mulligan, C.M.; Friedman, J.E. Maternal modifiers of the infant gut microbiota: Metabolic consequences. J.
Endocrinol. 2017, 235, R1–R12. [CrossRef]

11. Tamburini, S.; Shen, N.; Wu, H.C.; Clemente, J.C. The microbiome in early life: Implications for health
outcomes. Nat. Med. 2016, 22, 713–722. [CrossRef] [PubMed]

12. Stiemsma, L.T.; Michels, K.B. The role of the microbiome in the developmental origins of health and disease.
Pediatrics 2018, 141, e20172437. [CrossRef] [PubMed]

13. Nicholson, J.K.; Holmes, E.; Kinross, J.; Burcelin, R.; Gibson, G.; Jia, W.; Pettersson, S. Host-gut microbiota
metabolic interactions. Science 2012, 336, 1262–1267. [CrossRef] [PubMed]

14. Pluznick, J.L. Microbial Short-Chain Fatty Acids and Blood Pressure Regulation. Curr. Hypertens. Rep. 2017,
19, 25. [CrossRef] [PubMed]

15. Hsu, C.N.; Lin, Y.J.; Hou, C.Y.; Tain, Y.L. Maternal Administration of Probiotic or Prebiotic Prevents Male
Adult Rat Offspring against Developmental Programming of Hypertension Induced by High Fructose
Consumption in Pregnancy and Lactation. Nutrients 2018, 10, 1229. [CrossRef] [PubMed]

16. Efeyan, A.; Comb, W.C.; Sabatini, D.M. Nutrient-sensing mechanisms and pathways. Nature 2015, 517,
302–310. [CrossRef] [PubMed]

http://dx.doi.org/10.1136/bmj.c7065
http://www.ncbi.nlm.nih.gov/pubmed/21147750
http://dx.doi.org/10.3945/ajcn.110.001206
http://www.ncbi.nlm.nih.gov/pubmed/21525196
http://dx.doi.org/10.1017/S2040174415001129
http://www.ncbi.nlm.nih.gov/pubmed/26004094
http://dx.doi.org/10.3390/nu10121917
http://www.ncbi.nlm.nih.gov/pubmed/30518129
http://dx.doi.org/10.1016/j.bbadis.2013.07.006
http://www.ncbi.nlm.nih.gov/pubmed/23872578
http://dx.doi.org/10.1161/01.HYP.0000047511.97879.FC
http://www.ncbi.nlm.nih.gov/pubmed/12511548
http://dx.doi.org/10.1016/j.jnutbio.2017.06.007
http://www.ncbi.nlm.nih.gov/pubmed/28825991
http://dx.doi.org/10.1080/19490976.2016.1241357
http://dx.doi.org/10.1002/mnfr.201600252
http://dx.doi.org/10.1530/JOE-17-0303
http://dx.doi.org/10.1038/nm.4142
http://www.ncbi.nlm.nih.gov/pubmed/27387886
http://dx.doi.org/10.1542/peds.2017-2437
http://www.ncbi.nlm.nih.gov/pubmed/29519955
http://dx.doi.org/10.1126/science.1223813
http://www.ncbi.nlm.nih.gov/pubmed/22674330
http://dx.doi.org/10.1007/s11906-017-0722-5
http://www.ncbi.nlm.nih.gov/pubmed/28315048
http://dx.doi.org/10.3390/nu10091229
http://www.ncbi.nlm.nih.gov/pubmed/30181501
http://dx.doi.org/10.1038/nature14190
http://www.ncbi.nlm.nih.gov/pubmed/25592535


Nutrients 2019, 11, 1982 14 of 15

17. Tain, Y.L.; Hsu, C.N.; Chan, J.Y. PPARs Link Early Life Nutritional Insults to Later Programmed Hypertension
and Metabolic Syndrome. Int. J. Mol. Sci. 2015, 17, 20. [CrossRef] [PubMed]

18. Chen, H.E.; Lin, Y.J.; Lin, I.C.; Yu, H.R.; Sheen, J.M.; Tsai, C.C.; Huang, L.T.; Tain, Y.L. Resveratrol prevents
combined prenatal NG-Nitro-L-arginine-methyl ester (L-NAME) treatment plus postnatal high-fat diet
induced programmed hypertension in adult rat offspring: Interplay between nutrient-sensing signals,
oxidative stress and gut microbiota. J. Nutr. Biochem. 2019, 70, 28–37. [CrossRef] [PubMed]

19. Reckelhoff, J.F. Gender differences in the regulation of blood pressure. Hypertension 2001, 37, 1199–1208.
[CrossRef] [PubMed]

20. Al Khodor, S.; Reichert, B.; Shatat, I.F. The Microbiome and Blood Pressure: Can Microbes Regulate Our
Blood Pressure? Front. Pediatr. 2017, 5, 138. [CrossRef] [PubMed]

21. Yang, T.; Santisteban, M.M.; Rodriguez, V.; Li, E.; Ahmari, N.; Carvajal, J.M.; Zadeh, M.; Gong, M.; Qi, Y.;
Zubcevic, J.; et al. Gut dysbiosis is linked to hypertension. Hypertension 2015, 65, 1331–1340. [CrossRef]
[PubMed]

22. Resende, A.C.; Emiliano, A.F.; Cordeiro, V.S.; de Bem, G.F.; de Cavalho, L.C.; de Oliveira, P.R.; Neto, M.L.;
Costa, C.A.; Boaventura, G.T.; de Moura, R.S. Grape skin extract protects against programmed changes in the
adult rat offspring caused by maternal high-fat diet during lactation. J. Nutr. Biochem. 2013, 24, 2119–2126.
[CrossRef] [PubMed]

23. Torrens, C.; Ethirajan, P.; Bruce, K.D.; Cagampang, F.R.; Siow, R.C.; Hanson, M.A.; Byrne, C.D.; Mann, G.E.;
Clough, G.F. Interaction between maternal and offspring diet to impair vascular function and oxidative
balance in high fat fed male mice. PLoS ONE 2012, 7, e50671. [CrossRef] [PubMed]

24. Tain, Y.L.; Lee, W.C.; Leu, S.; Wu, K.; Chan, J. High salt exacerbates programmed hypertension in maternal
fructose-fed male offspring. Nutr. Metab. Cardiovasc. Dis. 2015, 25, 1146–1151. [CrossRef] [PubMed]

25. Tain, Y.L.; Lee, W.C.; Wu, K.; Leu, S.; Chan, J. Maternal high fructose intake increases the vulnerability to
post-weaning high-fat diet-induced programmed hypertension in male offspring. Nutrients 2018, 10, 56.
[CrossRef]

26. Kohlstedt, K.; Trouvain, C.; Boettger, T.; Shi, L.; Fisslthaler, B.; Fleming, I. AMP-activated protein kinase
regulates endothelial cell angiotensin-converting enzyme expression via p53 and the post-transcriptional
regulation of microRNA-143/145. Circ. Res. 2013, 112, 1150–1158. [CrossRef]

27. Yang, K.K.; Sui, Y.; Zhou, H.R.; Shen, J.; Tan, N.; Huang, Y.M.; Li, S.S.; Pan, Y.H.; Zhang, X.X.; Zhao, H.L.
Cross-talk between AMP-activated protein kinase and renin-angiotensin system in uninephrectomised rats.
J. Renin Angiotensin Aldosterone Syst. 2016, 17, 1470320316673231. [CrossRef]

28. Tain, Y.L.; Wu, K.L.H.; Lee, W.C.; Leu, S.; Chan, J.Y.H. Prenatal Metformin Therapy Attenuates Hypertension
of Developmental Origin in Male Adult Offspring Exposed to Maternal High-Fructose and Post-Weaning
High-Fat Diets. Int. J. Mol. Sci. 2018, 19, 1066. [CrossRef]

29. Kim, E.N.; Kim, M.Y.; Lim, J.H.; Kim, Y.; Shin, S.J.; Park, C.W.; Kim, Y.S.; Chang, Y.S.; Yoon, H.E.; Choi, B.S.
The protective effect of resveratrol on vascular aging by modulation of the renin-angiotensin system.
Atherosclerosis 2018, 270, 123–131. [CrossRef]

30. Tain, Y.L.; Hsu, C.N. AMP-Activated Protein Kinase as a Reprogramming Strategy for Hypertension and
Kidney Disease of Developmental Origin. Int. J. Mol. Sci. 2018, 19, 1744. [CrossRef]

31. Si, X.; Shang, W.; Zhou, Z.; Strappe, P.; Wang, B.; Bird, A.; Blanchard, C. Gut Microbiome-Induced Shift of
Acetate to Butyrate Positively Manages Dysbiosis in High Fat Diet. Mol. Nutr. Food Res. 2018, 62. [CrossRef]
[PubMed]

32. Yoshida, H.; Ishii, M.; Akagawa, M. Propionate suppresses hepatic gluconeogenesis via GPR43/AMPK
signaling pathway. Arch. Biochem. Biophys. 2019, 672, 108057. [CrossRef] [PubMed]

33. Elamin, E.E.; Masclee, A.A.; Dekker, J.; Pieters, H.J.; Jonkers, D.M. Short-chain fatty acids activate
AMP-activated protein kinase and ameliorate ethanol-induced intestinal barrier dysfunction in Caco-2 cell
monolayers. J. Nutr. 2013, 143, 1872–1881. [CrossRef] [PubMed]

34. Zhang, X.; Zhao, Y.; Xu, J.; Xue, Z.; Zhang, M.; Pang, X.; Zhang, X.; Zhao, L. Modulation of gut microbiota by
berberine and metformin during the treatment of high-fat diet-induced obesity in rats. Sci. Rep. 2015, 5,
14405. [CrossRef] [PubMed]

35. Sun, X.; Zhu, M.J. AMP-activated protein kinase: A therapeutic target in intestinal diseases. Open Biol. 2017,
7, 170104. [CrossRef]

http://dx.doi.org/10.3390/ijms17010020
http://www.ncbi.nlm.nih.gov/pubmed/26712739
http://dx.doi.org/10.1016/j.jnutbio.2019.04.002
http://www.ncbi.nlm.nih.gov/pubmed/31108332
http://dx.doi.org/10.1161/01.HYP.37.5.1199
http://www.ncbi.nlm.nih.gov/pubmed/11358929
http://dx.doi.org/10.3389/fped.2017.00138
http://www.ncbi.nlm.nih.gov/pubmed/28674682
http://dx.doi.org/10.1161/HYPERTENSIONAHA.115.05315
http://www.ncbi.nlm.nih.gov/pubmed/25870193
http://dx.doi.org/10.1016/j.jnutbio.2013.08.003
http://www.ncbi.nlm.nih.gov/pubmed/24183306
http://dx.doi.org/10.1371/journal.pone.0050671
http://www.ncbi.nlm.nih.gov/pubmed/23227196
http://dx.doi.org/10.1016/j.numecd.2015.08.002
http://www.ncbi.nlm.nih.gov/pubmed/26607702
http://dx.doi.org/10.3390/nu10010056
http://dx.doi.org/10.1161/CIRCRESAHA.113.301282
http://dx.doi.org/10.1177/1470320316673231
http://dx.doi.org/10.3390/ijms19041066
http://dx.doi.org/10.1016/j.atherosclerosis.2018.01.043
http://dx.doi.org/10.3390/ijms19061744
http://dx.doi.org/10.1002/mnfr.201700670
http://www.ncbi.nlm.nih.gov/pubmed/29178599
http://dx.doi.org/10.1016/j.abb.2019.07.022
http://www.ncbi.nlm.nih.gov/pubmed/31356781
http://dx.doi.org/10.3945/jn.113.179549
http://www.ncbi.nlm.nih.gov/pubmed/24132573
http://dx.doi.org/10.1038/srep14405
http://www.ncbi.nlm.nih.gov/pubmed/26396057
http://dx.doi.org/10.1098/rsob.170104


Nutrients 2019, 11, 1982 15 of 15

36. Mokkala, K.; Houttu, N.; Cansev, T.; Laitinen, K. Interactions of dietary fat with the gut microbiota: Evaluation
of mechanisms and metabolic consequences. Clin. Nutr. 2019. [CrossRef]

37. Ma, J.; Prince, A.L.; Bader, D.; Hu, M.; Ganu, R.; Baquero, K.; Blundell, P.; Harris, R.A.; Frias, A.E.; Grove, K.L.;
et al. High-fat maternal diet during pregnancy persistently alters the offspring microbiome in a primate
model. Nat. Commun. 2014, 5, 3889. [CrossRef]

38. Xie, R.; Sun, Y.; Wu, J.; Huang, S.; Jin, G.; Guo, Z.; Zhang, Y.; Liu, T.; Liu, X.; Cao, X.; et al. Maternal High Fat
Diet Alters Gut Microbiota of Offspring and Exacerbates DSS-Induced Colitis in Adulthood. Front. Immunol.
2018, 9, 2608. [CrossRef]

39. Cani, P.D.; de Vos, W.M. Next-Generation Beneficial Microbes: The Case of Akkermansia muciniphila. Front.
Microbiol. 2017, 8, 1765. [CrossRef]

40. Li, J.; Zhao, F.; Wang, Y.; Chen, J.; Tao, J.; Tian, G.; Wu, S.; Liu, W.; Cui, Q.; Geng, B.; et al. Gut microbiota
dysbiosis contributes to the development of hypertension. Microbiome 2017, 5, 14. [CrossRef]

41. Gomes, A.C.; Hoffmann, C.; Mota, J.F. The human gut microbiota: Metabolism and perspective in obesity.
Gut Microbes 2018, 9, 308–325. [CrossRef] [PubMed]

42. DiRienzo, D.B. Effect of probiotics on biomarkers of cardiovascular disease: Implications for heart-healthy
diets. Nutr. Rev. 2014, 72, 18–29. [CrossRef] [PubMed]

43. Kang, Y.; Cai, Y. Gut microbiota and hypertension: From pathogenesis to new therapeutic strategies. Clin.
Res. Hepatol. Gastroenterol. 2018, 42, 110–117. [CrossRef] [PubMed]

44. Hsu, C.N.; Tain, Y.L. The Good, the Bad, and the Ugly of Pregnancy Nutrients and Developmental
Programming of Adult Disease. Nutrients 2019, 11, 894. [CrossRef] [PubMed]

45. Razavi, A.C.; Potts, K.S.; Kelly, T.N.; Bazzano, L.A. Sex, gut microbiome, and cardiovascular disease risk.
Biol. Sex Differ. 2019, 10, 29. [CrossRef] [PubMed]

© 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.clnu.2019.05.003
http://dx.doi.org/10.1038/ncomms4889
http://dx.doi.org/10.3389/fimmu.2018.02608
http://dx.doi.org/10.3389/fmicb.2017.01765
http://dx.doi.org/10.1186/s40168-016-0222-x
http://dx.doi.org/10.1080/19490976.2018.1465157
http://www.ncbi.nlm.nih.gov/pubmed/29667480
http://dx.doi.org/10.1111/nure.12084
http://www.ncbi.nlm.nih.gov/pubmed/24330093
http://dx.doi.org/10.1016/j.clinre.2017.09.006
http://www.ncbi.nlm.nih.gov/pubmed/29102544
http://dx.doi.org/10.3390/nu11040894
http://www.ncbi.nlm.nih.gov/pubmed/31010060
http://dx.doi.org/10.1186/s13293-019-0240-z
http://www.ncbi.nlm.nih.gov/pubmed/31182162
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Animal Model 
	Gas Chromatography-Flame Ionization Detector (GC-FID) 
	Analysis of Gut-Microbiota Composition 
	Western Blot 
	Immunohistochemistry Staining 
	Statistical Analysis 

	Results 
	The Effects of Maternal and Post-Weaning HF Diet on Morphological Values and BPs 
	The Effects of Maternal and Post-Weaning HF Diet on Nutrient-Sensing Signals 
	The Effects of Maternal and Post-Weaning HF Diet on SCFAs and Their Receptors 
	The Effects of Maternal and Post-Weaning HF Diet on Gut Microbiota 

	Discussion 
	Conclusions 
	References

