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Scheme S1. Graphical scheme of the study approach. It is important to understand if 
lysoPE is involved in the alteration of lipid metabolism, including hepatic lipid 
accumulation, as the physiological functions of lysoPE have not yet been elucidated. In 
the present study, we focused on the physiological functions of lysoPE 18:2 and 
investigated whether it affected lipid accumulation in a human hepatoma cell line, C3A. 
First, we investigated the cellular toxicity of lysoPE 18:2 to determine the optimal 
concentration of lysoPE added. Second, we observed lipid droplet formation in the C3A 
cells supplemented with lysoPE 18:2 by using Oil Red O staining. Third, we investigated 
the intracellular lipid profile using LC-MS/MS to understand the biological effects of 
lysoPE. Last, we analyzed the expression of genes related to lipid metabolism and 
catabolism using real-time PCR.  
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