For all symbols, * p <0.05, ** p <0.01, *** p <0.001
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Figure S1. Quantitative analysis of protein in Figure 1A.
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Figure S2. Quantitative analysis of protein in Figure 2C.
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Figure S3. Quantitative analysis of protein in Figure 3E.
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Figure S4. Quantitative analysis of protein in Figure 4B.
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Figure S5. Quantitative analysis of protein in Figure 5C.
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Figure S6. Quantitative analysis of protein in Figure 6A
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Figure S7. Quantitative analysis of protein in Figure 7A.
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Figure S8. Quantitative analysis of protein in Figure 7B.
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Figure S9. Protein expression of p-STAT3 and STAT3 in HepG2 cells induced by alcohol.



