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Abstract: One-third of patients with end-stage chronic kidney disease (CKD) experience diabetic
nephropathy (DN), which worsens the progression of renal dysfunction. However, preventive
measures for DN are lacking. Lactobacillus acidophilus TYCAO6, Bifidobacterium longum subsp. infantis
BLI-02, and Bifidobacterium bifidum VDDO088 probiotic strains have been demonstrated to delay CKD
progression. This study evaluated their biological functions to stabilize blood-glucose fluctuations and
delay the deterioration of renal function. The db/db mice were used to establish a DN animal model.
This was supplemented with 5.125 x 10° CFU/kg/day (high dose) or 1.025 x 10° CFU/kg/day
(low dose) mixed with probiotics containing TYCA06, BLI-02, and VDDO088 for 8 weeks. Blood
urea nitrogen (BUN), serum creatinine, blood glucose, and urine protein were analyzed. Possible
mechanisms underlying the alleviation of DN symptoms by probiotic strains were evaluated through
in vitro tests. Animal experiments revealed that BUN, serum creatinine, and blood glucose upon
probiotic administration were significantly lower than in the control group. The rate of change
of urine protein decreased significantly, and blood pressure, glucose tolerance, and renal fibrosis
were improved. In vitro testing indicated that TYCAO06 and BLI-02 significantly increased acetic
acid concentration. TYCAO06, BLI-02, and VDDO088 were associated with better antioxidation, anti-
inflammation, and glucose consumption activities relative to the control. A combination of the
probiotics TYCAO06, BLI-02, and VDDO088 attenuated renal function deterioration and improved
blood-glucose fluctuation in a diabetes-induced CKD mouse model.

Keywords: probiotics; diabetic nephropathy; anti-inflammation; antioxidation; short-chain fatty
acids (SCFAs)

1. Introduction

Chronic kidney disease (CKD) refers to the long-term irreversible degradation of
kidney function, and it affects approximately 10% of the adult population [1]. It typically
occurs as a complication of other metabolic diseases. Diabetic nephropathy (DN) is a
major cause of end-stage renal disease, and one-third of patients with end-stage CKD have
comorbid type-2 diabetes [2,3]. Chronic inflammation and oxidative stress play significant
roles in the development of diabetic nephropathy (DN) and its complications. Prolonged
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high blood glucose levels in individuals with diabetes lead to the excessive production of
free radicals, which ultimately progress into diabetic kidney disease (DKD) [4].

Studies have indicated that a reducing oxidative stress damage within the body thereby
reduces the risk of renal failure and diabetic kidney disease progression. Furthermore,
supplementation with probiotics can alleviate inflammation and oxidative stress symptoms
in individuals with DN [5,6]. Patients with end-stage CKD with severely damaged kidneys
require dialysis and kidney transplantation [7]. Additionally, patients with CKD typically
exhibit altered intestinal microbiota. In the guts of patients with CKD, reductions in several
Bifidobacterium and Lactobacillus species have been observed and increases in pathogenic
bacterial species have been reported; these changes were associated with elevated levels
of inflammatory cytokines, endotoxins, and other uremic toxins [8]. Therefore, probiotic
intervention may be a potential therapy for CKD management [9].

Probiotics are defined as “live microorganisms which when administered in adequate
amounts confer a health benefit on the host” by the International Scientific Association
for Probiotics and Prebiotics [10]. Numerous studies have reported that probiotics benefit
human health by improving intestinal barrier function, limiting the growth of pathogens,
and regulating immune function [11]. Additionally, probiotics may slow the progression
of CKD and partially restore renal function (determined through estimated glomerular
filtration rate) [12,13]. However, it remains unclear whether probiotics ameliorate the
symptoms of end-stage CKD with comorbid type-2 diabetes or DN.

Numerous studies have indicated that probiotic-secreted short-chain fatty acids (SC-
FAs) are involved in metabolic regulation, including the regulation of glycemic levels in
people with type-2 diabetes [14], reduction of renal inflammation and damage in CKD
mice [15], mediation of host inflammatory effects [16], and reduction of oxidative stress
in aged animals [17]. Therefore, we hypothesized that probiotics would alleviate the
symptoms of DN through the secretion of SCFAs.

Based on the basis of our previous research, we selected three probiotic strains
through indole assay in vitro, and the results showed that Lactobacillus acidophilus TYCAQ6,
Bifidobacterium longum subsp. infantis BLI-02, and B. bifidun VDDO088 exhibited almost
no indole production in the culture media. We hypothesized that combining these three
probiotics could potentially attenuate renal function deterioration in both CKD mice and
human patients. In the study, we observed several positive outcomes. Firstly, there was
a reduction in serum levels of endotoxin, TNF-«, IL-6, and IL-18, indicating a decrease
in inflammation. Additionally, we noted improvements in stool form, borborygmus, and
flatulence. Furthermore, there was an increased abundance of B. bifidum and B. breve in
the human stool microbiota [13]. Previous experiments primarily focused on investigating
the impact of probiotics on human chronic kidney disease and mouse animal models
induced by adenine [18]. Therefore, this study aimed to simulate chronic kidney disease
using the db/db mouse model and explore whether these three renal-protective strains
(TYCAOQ6, BLI-02, and VDDO088) could delay the progression of CKD associated with type-2
diabetes or DN [19]. Moreover, we aimed to evaluate the potential metabolic mechanisms
of probiotic supplementation, including antioxidative activity, anti-inflammation, glucose
consumption ability, and SCFA secretion.

2. Materials and Methods
2.1. Probiotic Strains and Cultivation

Active and dry L. acidophilus TYCAO6, B. longum subsp. infantis BLI-02, and B. bifidum
VDDO088 were obtained from Glac Biotech (Tainan, Taiwan). L. acidophilus TYCAQ6 was
isolated from healthy human intestines and deposited at the China General Microbiological
Culture Collection Center (CGMCC 15210, Beijing, China) and Bioresource Collection and
Research Center (BCRC 910813, Hsinchu, Taiwan). B. longum subsp. infantis BLI-02 was
isolated from the breasts of healthy human individuals and deposited at the China General
Microbiological Culture Collection Center (CGMCC 15212, Beijing, China) and Bioresource
Collection and Research Center (BCRC 910812, Hsinchu, Taiwan). B. bifidum VDD088 was
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isolated from healthy infant intestines and deposited at the China General Microbiological
Culture Collection Center (CGMCC 15211, Beijing, China) and Bioresource Collection and
Research Center (BCRC 910814, Hsinchu, Taiwan).

Three viable strains were cultured with de Man, Rogosa, and Sharpe (MRS) broth
containing 0.05% cysteine under anaerobic conditions at 37 °C for 20 h. A CFU assay was
used to measure probiotic viability. The probiotic strains were dried through lyophilization.
The concentration of live strains was 10! CFU/ g, and these were mixed in a ratio of 1:1:1.
Subsequently, the dry powder of mixed strains (TYCAO06, BLI-02, and VDDO088) was made
into capsules with concentrations of 2.5 x 10° CFU in ratios of 1:1:1.

2.2. DN Animal Model and Probiotic Intervention

The C57BL/6 mice (8 weeks of age, 6 males per group), presented as db/m mice, were
selected as the naive group. BKS Cg-Dock 7m +/+ Leprdb/ JNarl (db/db) mice (8 weeks of
age, 12 males per group), which were induced with high blood glucose for chronic kidney
failure, were used as the probiotic intervention group. The animal study was conducted in
National Cheng Kung University Hospital (Tainan, Taiwan). All the animals were housed
and treated in compliance with the National Institutes of Health Guide for the Care and
Use of Laboratory Animals. The Animal Ethics Committee and the Institutional Animal
Care and Use Committee of the College of Medicine, National Cheng Kung University
approved the protocols of these animal experiments (IACUC No. 107024).

The probiotic intervention groups were fed a probiotic combination daily (high dose:
5.125 x 10° CFU/kg/day; low dose: 1.025 x 10° CFU/kg/day) through an oral gavage for
2 months (8 weeks of age, 12 males per group; db/db mice). The BKS. Cg-Dock 7m +/+
Leprdb/JNarl mice in the control group (8 weeks of age, 12 males; db/db mice) were fed
sterilized food without probiotic supplementation. All animals were sacrificed, and their
kidney tissue was collected on day 57. Researchers collected the blood samples of the mice
on day 1 of the experiment and 1 day before the sacrifice for analysis.

2.3. Biochemical Analysis

The body weights of all mice were measured once a week during the experiment. The
tails of all the mice were fixed for measuring blood pressure at week 8 using a noninvasive
continuous blood pressure monitor (Visitech BP-2000 System; Visitech Systems, Apex,
NC, USA). To enable mice to adapt to the restricted activity, all mice were habituated and
experienced simulated blood pressure for 3 days before the end of the blood pressure test.
An oral glucose tolerance test (OGTT) was performed on all mice before the probiotic
intervention, and the fasting blood glucose (glucose AC), blood urine nitrogen (BUN),
blood creatinine, and urine protein of all mice were measured every 2 weeks before and
after probiotic supplementation. OGTTs were conducted and postprandial blood glucose
were measured in all mice at week 8.

All mice fasted overnight before the measurement of glucose AC or OGTT results,
and blood samples were collected from their tail veins. The routine OGTT proceeded as
follows: all mice were administered oral glucose (2 g/kg), and tail vein blood was collected
at intervals of 30, 60, 90, and 120 min. All collected blood or urine samples were placed
on test strips and analyzed for blood glucose, BUN, blood creatinine, and urine protein
concentrations with a veterinary chemistry analyzer (FUJI DRI-CHEM 4000i; Fuji film
Corporation, Tokyo, Japan).

2.4. Tissue Sectioning and Staining

The kidney tissues of the mice were fixed in 10% neutral formalin for 24 h. A graded
series of ethanol was used to dehydrate the fixed organs. The prepared kidney tissues were
embedded in paraffin blocks. Hematoxylin—eosin staining was performed for observations
of glomeruli appearance in kidney sections (magnification, 100 x; bar, 20 um). Masson’s
trichrome staining was used to detect fibrosis in the kidneys (renal cortex; magnification,
40 x; bar, 200 um). The experimental protocol was identical to that in a previous study [13].
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2.5. In Vitro Analysis of Oxidative Stress

A stable nitrogen-centered radical, DPPH (2,2-diphenyl-1-picryl-hydrazyl-hydrate;
Sigma-Aldrich, St. Louis, MO, USA), was used to detect antioxidative activity. A 0.2 mM
DPPH in methanol solution was added with 2 x 10° CFU probiotic solution, 10 ng/mL
of vitamin C (positive control), or medium (blank group), and they were mixed in a ratio
of 1:1. The test solution was incubated for 30 min in the dark at room temperature and
then centrifuged at 12,000 rpm for 2 min at 4 °C. The tested solutions were measured at an
absorbance of 517 nm with a pQuant microplate spectrophotometer (BioTek, Santa Clara,
CA, USA). The calculation formula is as follows:

The DPPH scavenging ratio = (OD_blank — OD_sample)/OD_blank x 100%

where OD_Blank is the absorbance value of the control medium and OD_sample is the
absorbance value of the tested samples.

2.6. In Vitro Anti-Inflammatory Cytokine IL-10 Assays

The low-density fraction (approximately 42.5-50% interface) of healthy peripheral
blood mononuclear cells (PBMCs; Blood Center, Taiwan Blood Services Foundation) were
isolated using the Ficoll-Hypaque gradient (Pharmacia, Uppsala, Sweden) at a 3000-rpm
centrifuge spin rate for 10 min. The supernatant was discarded and 100 pL of 4 x 10°
cells/100 uL/well PBMCs were then seeded into 96-well plates (No. 167008, MicroW-
ell 96-Well; Thermo-Fisher, Waltham, MA, USA). Subsequently, 20 uL of the probiotics
(4 x 10° CFU) were added at ratio of 1:10 (postbiotics: PBMCs) into PBMC cell-culture
plates at 37 °C for 48 h (5% COy). In addition, 20 uL of cell-culture medium was co-cultured
with PBMCs to serve as the medium for the control group, and 20 uL of Phytohemagglutinin
(PHA; 0.2 ug/mL; Thermo-Fisher, Waltham, MA, USA) co-cultured with PBMCs served as
the positive control group. Finally, the co-culturing plate was centrifuged at 3000 rpm for
10 min at 4 °C. Anti-inflammatory cytokines IL-10 were measured through ELISA assay
(eBioscience) using a pQuant microplate spectrophotometer (BioTek, Santa Clara, CA, USA)
at an absorbance value of 450 nm. The experimental protocol was identical to that in a
previous study [20].

2.7. In Vitro Glucose Consumption Assay

Probiotics (1 x 108 CFU/0.1 mL) were mixed with a 5-mL MRS broth containing 2%
glucose (Thermo-Fisher, Waltham, MA, USA) and incubated at 37 °C for 8 h; 0.05% of
cysteine (Thermo-Fisher, Waltham, MA, USA) was added to the medium when culturing
the Bifidobacterium species. The probiotic strain L. casei gL.-10 was obtained from Glac
Biotech (Tainan, Taiwan) and was used as a positive control (potential strains of glucose
consumption discovered by our previous lab research). The supernatant was collected
through centrifugation at 12,000 rpm for 5 min. A 3,5-dinitrosalicylic acid (DNS) assay
(Thermo-Fisher, Waltham, MA, USA) was used to evaluate the reduction of sugars in the
supernatant. The absorbance was measured at a wavelength of 540 nm. The standard curve
of the glucose standard solution was used to measure the concentration of glucose in the
probiotic supernatant. The experimental protocol was performed following that reported in
previous research [21]. The formula for calculating the percentage of glucose consumption
is as follows:

The glucose consumption ratio (%) = (glucose content before probiotic culture-glucose content after

probiotic culture)/glucose content before probiotic culture x 100%.

2.8. Measurement of Short-Chain Fatty Acids

In total, 50 uL of 50% sulfuric acid, 10 puL internal standard, and 200 uL ether were
added to 150 pL of the individual probiotic supernatant. The mixture was shaken for
15 min and then centrifuged at 9000 rpm for 10 min at 4 °C. The ether layer was detected
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using GS/MS (Agilent 7890 gas chromatography mass spectrometer equipped with Agilent
HP-FFAP capillary column, 30 m x 250 um x 0.25 pm; Santa Clara, CA, USA) after adding
anhydrous sodium sulfate (NaySOy) to the ether layer for dehydration. GS/MS analysis was
used to detect levels of SCFAs (umol/mL) including acetic acid, propanoic acid, isobutyric
acid, butyric acid, and pentanoic acid. The experimental protocols followed those of a
previous study [17].

2.9. Statistical Analysis

The differences between continuous variables were analyzed using the Mann-Whitney
U test. Statistical significance was indicated by p < 0.05. Continuous variables were
expressed in terms of means + standard deviation. All analyses were conducted using
SPSS (IBM, Armonk, NY, USA).

3. Results
3.1. The db/db Mice Successfully Presented the Clinical Symptoms of Diabetic Nephropathy

The experimental design flowchart for the probiotic-alleviated DN animal model is
presented in Figure 1. The db/db mice were used to mimic DN symptoms. In comparison
with the normal mice group (db/m group), the db/db mice had significantly higher body
weight, poorer blood glucose control, higher blood pressure, worse renal function, kidney
shrinkage, the formation of collagen fibrosis in the renal cortex, and the formation of
vacuolation in the glomerulus.

Animal study: probiotic treatment for 8 weeks

T T T 1
Week 0 Week 2 Week 4 Week 6 Week 8

Assessment items (measured every weeks) :
1. Body weight
2. Biochemical test: BUN, Creatinine, Urine protein

Based on previous finding,
probiotic combination.

{ Lacidoplilus TYCAD6, Blongum
subsp. infantis BLI-02, B.bifidum
VDD088) for CKD was screened
and based on the results of the
indole tests (no indole
production in the culture media),
and anti- E, coli activity.

3. Blood glucose: Glucose AC, Glucose PC, OGTT
4. Blood pressure
5. Kidney tissue sectioning (at week 8)

db/m (control; no diabetic symptoms)

db/db (control; diabetic model) 12
8 weeks/

9
db/db + low dose probiotics males 12 1.025*10%CFU/kg/day

(TYCAO6, BLI-02, VDDO8S in a ratio of 1:1:1 )
5.125*10°/CFU/kg/day

- -
Gl D AN LT 12 (TYCA06, BLI-02, VDDOSS in a ratio of 11:1 )

Figure 1. The experimental design flowchart for the probiotic-alleviated DN animal model [10].

3.2. The Probiotic Formula Improved the Blood Glucose Levels among Diabetic
Nephropathy-Induced Mice

The body weights of db/db mice were found to be higher compared to those of
db/m mice. However, the probiotic intervention among the db/db mice did not affect
the body weights of the db/db mice (Figure 2a,b). Furthermore, it is worth noting that
db/db mice generally exhibit poorer blood glucose control compared to db/m mice. The
probiotic intervention led to improved glycemic control in the db/db mice (Figure 3a-d).
Fasting plasma glucose (AC) refers to the measurement of glucose levels in the blood
after an overnight fast. It is typically measured in the morning before breakfast, after
at least 8 h of fasting. AC levels provide an indication of the baseline blood glucose
concentration and are commonly used to diagnose and monitor diabetes. In comparison
with the db/db-mouse control group, the high-dose probiotic treatment group exhibited
significantly reduced glucose AC to 214.4 mg/dL (## p < 0.01), 246.2 mg/dL (#p < 0.05),
297.5 mg/dL (### p <0.001), and 281.3 mg/dL (#Ht p < 0.001) at weeks 2, 4, 6, and 8§,
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respectively (Figure 3a). Postprandial plasma glucose (PC) refers to the measurement of
glucose levels in the blood after a meal. It is taken a certain period of time after eating,
typically two hours. PC levels help assess the body’s ability to regulate glucose levels after
consuming food. The high-dose probiotic treatment group had significantly decreased
glucose PC to 278.5 mg/dL (### p < 0.001) at week 8 (Figure 3b). The OGTT is used to
assess glucose tolerance and observe changes in blood glucose levels in mice over time.
It also provides insights into alterations in insulin secretion relative to time, indicating
insulin resistance. Compared to the db/db group, the high-dose probiotic group did not
show any improvement in OGTT levels at week 0 (Figure 3c). However, after 8 weeks of
supplementation, there was a significant decrease in OGTT levels in the probiotic group (to
210.6 mg/dL at 0 min and to 216.5 mg/dL at 120 min; # p < 0.05) (Figure 3d). This indicates
that probiotic supplementation effectively lowers blood glucose levels, demonstrating thar
these three probiotics have potential benefits in blood glucose control.

(a.) (b.)
45
_ —*- db/db §
= low dose -
- o c
< —+ high dose x 2
— () ()
> —~ db/m °® 3z
z z 2
> ©
© o
‘g m

W eeks

Figure 2. (a) The body weight changes among all groups from week 0 to week 8 and (b) the
measurement of body weights among all groups at week 8. * p < 0.05, ** p < 0.01 indicate statistically
significant differences in comparison with week 0. ## p < 0.01, ### p < 0.001 indicate statistically
significant differences in comparison with the db/db group.

(a.) (b.)
. 600
3 A -= db/db i
° AN °
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Figure 3. The probiotic formula mitigated (a) glucose AC level, (b) glucose PC level and (c,d) OGTT
in db/db mice. " p < 0.05, " p < 0.01 indicate statistically significant differences in comparison with
week 0. * p < 0.05, ** p < 0.01 indicate statistically significant differences in comparison with 30 min.
#p <0.05, # p < 0.01, ## p < 0.001 indicate statistically significant differences in comparison with
the db/db group.
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3.3. Probiotic Formula Reduced the Blood Pressure among Diabetic Nephropathy Induced Mice

High blood pressure is a clinical indicator of DN [22]. The groups that were adminis-
tered low or high doses of the probiotic intervention exhibited decreased blood pressure
levels relative to the db/db group (Figure 4a,b). The low-dose probiotic supplementation
significantly reduced the diastolic blood pressure (DBP) level to 57.0 mmHg (# p < 0.05)
at week 8 (Figure 4a) and the high-dose probiotic reduced the DBP level to 52.0 mmHg
(#p <0.05) at week 8 (Figure 4a); the low-dose probiotic supplementation significantly
reduced the systolic blood pressure (SBP) level to 101.0 mmHg (## p < 0.01) at week 8
(Figure 4b) and the high-dose probiotic reduced the SBP level to 95.0 mmHg (## p < 0.01) at
week 8 (Figure 4b).

(b.)

150 =
109.0 ,

66.0 ) 101.0 ## i
~ 950 950
(2]

100
o L
~ E
s E
2 a
m 50
(%]
O—
N R < <&
‘0\6 bo 60 b\
AN N
A ‘(\\

Figure 4. The probiotic formula attenuated (a) the diastolic blood pressure (DBP) and (b) systolic
blood pressure (SBP) in db/db mice at week 8. # p < 0.05, ## p < 0.01 indicate statistically significant
differences in comparison with the db/db group.

3.4. Probiotic Formula Decreased the Renal Dysfunction Levels

BUN, creatinine, and urine protein are key clinical indicators of renal function. Ele-
vated levels of BUN, creatinine, and urine protein are associated with deteriorating renal
function, indicating impaired filtration of nitrogenous waste in the kidneys [23]. In com-
parison to the db/m mice group, db/db mice exhibited poorer renal function. However,
when comparing to the db/db mice group, the group that received the high-dose probiotic
had significantly reduced BUN levels to 28.7 mg/dL (# p < 0.05), 31.4 mg/dL (## p < 0.01),
32.7 mg/dL (###p < 0.001), and 34.1 mg/dL (## p < 0.01) at weeks 2, 4, 6, and 8, respectively
(Figure 5a,b). The high-dose probiotic significantly decreased the rate of change of BUN to
35.9% at week 8 (Figure 5b). The low-dose probiotic significantly decreased the BUN level
to 33.5 mg/dL (## p < 0.01) at week 6 (Figure 5a).

The high-dose probiotic significantly decreased creatinine levels to 0.33 mg/dL (# p < 0.05)
at week 6 and 0.33 mg/dL (# p < 0.05) at week 8 (Figure 5c). The low-dose probiotic
significantly decreased creatinine levels to 0.35 mg/dL (# p < 0.05) at week 8 (Figure 5c).
The low-dose and high-dose probiotics decreased the rate of change of creatinine at week 8
to 8.1% and 5.9%, respectively (Figure 5d). Additionally, the high-dose probiotic decreased
urine protein levels and the rate of change of urine protein to 0.65 g/dL and —37.3%,
respectively, at week 8 (Figure 5e,f).
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Figure 5. The probiotic formula ameliorated diabetic nephropathy revealed in (a) blood urea nitrogen
(BUN) level (mg/dL), (b) blood urea nitrogen (BUN) rate of change (%) at week 8, (c) creatinine level
(mg/dL), (d) creatinine rate of change (%) at week 8, (e) urine protein level (g/dL), and (f) urine
protein rate of change (%) at week 8. * p < 0.05, ** p < 0.01, indicate statistically significant differences
in comparison with week 0. # p < 0.05, ## p < 0.01, ## p < 0.001 indicate statistically significant
differences in comparison with the db/db group.

In kidney histological sections, it was observed that the kidneys of db/db mice, due to
renal damage, were slightly smaller than those of db/m mice and had a darker red color.
Additionally, there was evidence of collagen fibrosis in the renal cortex and vacuolation
in the glomerulus. The low and high doses of probiotic supplementations decreased the
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MT stain A

HE stain ¢ )

db/db Low dose High dose

collagen fibrosis of the renal cortex (Figure 6f,g) and the formation of glomeruli vacuolation
(Figure 6j,k).
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Figure 6. Effects of 8 weeks of probiotic supplementation on kidney appearance (a—d). Compared
to db/m mice, the kidneys of db/db mice are smaller. Both low-dose and high-dose probiotic
supplementations help maintain the kidney sizes of db/db mice (e-h). The Masson’s trichrome
staining revealed that probiotic formula attenuated the collagen fibrosis of kidneys (renal cortex) in
db/db mice. Each black arrow indicates a collagen fibrosis that was stained blue (magnification, 40 x;
bar, 200 pm). (i-1) A Hematoxylin—Eosin (HE) stain revealed that probiotic formula attenuated the
formation of the vacuolation of kidneys (glomerulus) in db/db mice. The black arrows indicate the
vacuolation sites (magnification, 100 x; bar, 20 um).

3.5. Potential Mechanisms of Probiotic Effect on Diabetic Nephropathy

Subsequently, several in vitro tests were performed to investigate the possible mech-
anisms underlying the modulation of DN with probiotic formula. Acetate salt is one of
the main components of short-chain fatty acids (SCFAs). The literature indicates that ac-
etate, butyrate, and isovalerate are negatively correlated with DN [24]. Acetate can impact
brain function and metabolism in individuals with type-2 diabetes, providing benefits for
T2D [25]. Two strains of the probiotic formula, L. acidophilus TYCAOQ6 and B. longum BLI-02,
significantly elevated acetic acid levels to 5.91 umol/mL (** p < 0.01) and 5.37 pumol/mL
(** p < 0.01), respectively (Figure 7a). Additionally, B. bifidurn VDDO8S, B. longum BLI-02,
and L. acidophilus TYCAO6 significantly increased anti-inflammatory cytokine IL-10 levels
to 397.0 pg/mL (### p < 0.001), 465.2 pg/mL (##H p < 0.001), and 148.2 pg/mL (## p < 0.01),
respectively (Figure 7b). Furthermore, B. longum BLI-02 induced a 57.1% increase in an-
tioxidative activity in the DPPH assay (Figure 7c). Reducing chronic inflammation and
oxidative stress can potentially benefit the treatment of DN [26-28]. L. acidophilus TYCAO06
induced a 49.1% increase in glucose digestion ability, as indicated in glucose consumption
assays (Figure 7d).
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Figure 7. In vitro analysis of (a) short-chain fatty acids (SCFAs), where ** p < 0.01 indicate statisti-
cally significant differences in comparison with MRS, (b) anti-inflammatory cytokine—IL-10, where
*** p < 0.001 indicates statistically significant differences in comparison with control and ## p < 0.01
and ### p < 0.001 indicate statistically significant differences in comparison with PHA, (c) antioxida-
tive activity (DPPH assay), and (d) glucose consumption ability suggests the possible mechanisms
through which probiotics meditated the alleviation of diabetic nephropathy. The PHA, vitamin C,
and L. casei gL-10 were used as the positive controls in the IL-10 assay, DPPH assay, and glucose

consumption assay, respectively.

4. Discussion

Previous research has reported that the combination of probiotics TYCAOQ6, BLI-02,
and VDDO088 can effectively attenuate renal function deterioration [13], but it has remained
undetermined whether they could alleviate the symptoms of DN. High blood glucose
levels attributable to DN damage the blood vessels and renal cells of patients with CKD
and leads to high blood pressure, renal dysfunction, and the progression of end-stage renal
disease [2,3]. Therapeutic options for preventing the progression of DN remain insufficient.
Jiang et al. reported that the glycemic control of patients with DN was ameliorated through
probiotic supplementation [29]. Another study indicated that aerobic exercise training
could effectively regulate oxidative stress and inflammatory cytokines, leading to improved
kidney function in individuals with diabetic nephropathy [27]. However, neither of these
studies provided further discussion or exploration of the potential mechanisms by which
probiotics may exert their beneficial effects in DN.

Prior to the probiotic intervention, the animals underwent an adaptation period, and
measures were taken to minimize stress and potential data inaccuracies caused by the
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mice’s responses to handling procedures. In this animal study, the combination of probi-
otics TYCAQ6, BLI-02, and VDDO08S effectively stabilized glycemic levels including those of
glucose AC, glucose PC, and OGTTs, especially in the high-dose probiotic supplementa-
tion group (Figure 3). The in vitro glucose consumption activity of TYCAOQ6, BLI-02, and
VDDO088 may be one of the possible reasons underlying the regulation of glycemic levels in
the DN mouse model (Figure 7d). However, whether TYCA06, BLI-02, and VDD088 ame-
liorate hyperglycemia through modulating insulin levels and protecting islet cells in db/db
mice should be investigated [30]; similarly, whether TYCA06, BLI-02, and VDDO088 reduce
blood pressure by regulating plasma vasopressin (also known as the antidiuretic hormones)
or the renin—angiotensin system should be verified in future research (Figure 4a,b) [31].

Previous studies have presumed that TYCAO06, BLI-02, and VDD088 delayed CKD
progression in adenine-induced CKD mice and patients with CKD by inhibiting the growth
of intestinal-indole-producing pathogens [13]. Similarly, three probiotic strains attenuated
renal function deterioration in DN mice in the present study (Figures 5 and 6). The blood
vessels in the kidneys and the nephrons were easily damaged by the accumulated blood-
glucose concentrations in DN mice, which can damage the normal function of the kidneys.
The three combined strains may ameliorate kidney damage in DN mice by regulating
glycemic levels (Figures 3a—d and 6). In this study, the probiotic strains TYCA06, BLI-02, and
VDDO088 demonstrated antioxidative activity in vitro, which could potentially contribute
to the delayed progression of DN (Figure 7c). Additionally, Nagase et al. suggested
that intestinal functional microenvironments are involved in DN progression, including
reactive oxygen species biosynthesis and levels of SCFAs [32]. However, it should be noted
that the efficacy of these probiotic strains in mitigating DN progression may vary among
individuals due to various factors such as personal characteristics, dietary habits, lifestyles,
and genetic factors. Therefore, additional clinical research is needed to determine effective
intervention measures for DN.

The literature has highlighted the beneficial effects of probiotic-secreting SCFAs for
CKD treatment [33]. SCFAs produced by gut microbiota can reduce lipopolysaccharide
and activate a proinflammatory cascade [34]. Furthermore, the study suggests an associa-
tion between the IL-13 /Caspase-1 cytokine cascade and the pathogenesis of early-stage
nephropathy in relation to obesity and diabetes [35]. It may be valuable to consider the
role of inflammatory cytokines in triggering the early stages of nephropathy, in addition
to their involvement in the advanced stages. The mechanisms of SCFA-ameliorated DN
progression are possibly the induction of glucagon-like peptide 1 [36], regulation of G
protein-coupled receptors on endocrine cells [37], protection of renal cells from oxidative
stress [38], and inhibition of histone deacetylases [39]. Present research indicates that
TYCAOQ6 and BLI-02 significantly elevate acetic acid levels, while TYCAQ6, BLI-02, and
VDDO088 increase anti-inflammatory cytokine levels in vitro (Figure 7a,b). Accordingly,
Lactobacillus strains delayed the progression of CKD in the mice by elevating the SCFA
levels, resulting in a reduction of renal inflammation and damage. However, these results
for SCFA changes were not observed in a clinical trial [15]. Additionally, some clinical
studies reported that probiotic supplementation ameliorated CKD progression, but these
studies did not explore the long-term effects of probiotic administration [13,40].

Moreover, it has been reported that high glucose exposure with the overproduction of
reactive oxygen species leads to renal podocyte apoptosis in DN [41] and the pathogenesis
of nephropathy [42]. Some animal experiments have reported that antioxidants including
ascorbic acid, resveratrol, and ubiquinone present therapeutic benefits for DN [43]. In this
study, probiotic strains of TYCA06, BLI-02, and VDDO088 exhibited antioxidative activity to
some extent in vitro, which may partially contribute to the delay in the progression of DN
(Figure 7c).

Despite the therapeutic potential of these three combined probiotic strains for DN, this
study had several limitations. The SCFAs, antioxidative activity, and anti-inflammatory
cytokines in the serum should have been tested further. Future studies should determine
whether the intestinal microbiota of DN mice are altered by probiotic intervention. Addi-
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tionally, the changes of the inner vein wall should be observed because the three probiotics
consumed glucose in vitro and reduced the glycemic index in the DN mice.

5. Conclusions

In conclusion, the probiotic combination of TYCA06, BLI-02, and VDD088 has shown
promising results in ameliorating the symptoms of DN, including elevated blood glucose
levels, high blood pressure, and the deterioration of renal function. Through their ability
to secrete short-chain fatty acids (SCFAs), exhibit antioxidation and anti-inflammatory
properties, and consume glucose, these probiotics effectively address the underlying issues
associated with DN. Furthermore, as our understanding of the physiological mechanisms
of the gut-kidney axis deepens in the future, this probiotic combination holds potential
as a novel therapeutic strategy. The findings of this study open up possibilities for an
alternative and effective approach to treating DN.

Author Contributions: Y.-W.K.: Methodology, Project administration. Y.-Y.H.: Methodology, Data
visualization. S.-Y.T.: Original Draft Preparation. H.-H.H.: Supervision, Project design. J.-H.L.:
Methodology, Data analysis. Z.-].5.: Methodology, Project administration. H.-S.W.: Methodology,
Data analysis. J.-Y.W.: Reviewing, Editing. Y.-C.H.: Reviewing, Editing. J.-F.C.: Resources. K.-C.H.:
Resources. All authors have read and agreed to the published version of the manuscript.

Funding: This study was supported by a grant from Glac Biotech Co., Ltd., Tainan, Taiwan.
Institutional Review Board Statement: Not applicable.
Informed Consent Statement: Not applicable.

Data Availability Statement: The datasets used and/or analyzed during the current study are
available from the corresponding author on reasonable request.

Acknowledgments: We give thanks to Jiu-Yao Wang with all his lab members including Yu-Jin Wang,
Yong-Yi Hou, and Shiou-Ying Tzeng in the National Cheng Kung University Hospital for assisting in
the administration of the animal experiments.

Conflicts of Interest: Glac Biotech Co., Ltd. provided financial support in the form of salaries for
Y.-W. Kuo, Y.-Y. Huang, S.-Y. Tsai, ].-Y, Wang, J.-H. Lin, Z.-]. Syu, H.-S. Wang, Y.-C. Hsu, J.-F. Chen,
K.-C. Hsia, and H.-H. Ho, but did not have any additional role in the study design, data collection
and analysis, decision to publish, or preparation of the manuscript.

References

1. Jha, V; Garcia-Garcia, G.; Iseki, K.; Li, Z.; Naicker, S.; Plattner, B.; Saran, R.; Wang, A.Y.; Yang, C.W. Chronic kidney disease:
Global dimension and perspectives. Lancet 2013, 382, 260-272. [CrossRef]

2. Charpentier, G.; Riveline, ].P.; Varroud-Vial, M. Management of drugs affecting blood glucose in diabetic patients with renal
failure. Diabetes Metab. 2000, 26 (Suppl. 4), 73-85.

3.  Noshahr, Z.S; Salmani, H.; Khajavi Rad, A.; Sahebkar, A. Animal Models of Diabetes-Associated Renal Injury. J. Diabetes Res.
2020, 2020, 9416419. [CrossRef]

4. Bohlouli, J.; Namjoo, I.; Borzoo-Isfahani, M.; Hojjati Kermani, M.A.; Balouch Zehi, Z.; Moravejolahkami, A.R. Effect of probiotics
on oxidative stress and inflammatory status in diabetic nephropathy: A systematic review and meta-analysis of clinical trials.
Heliyon 2021, 7, €05925. [CrossRef]

5. Sharma, S.; Kulkarni, S.K.; Chopra, K. Curcumin, the active principle of turmeric (Curcuma longa), ameliorates diabetic
nephropathy in rats. Clin. Exp. Pharmacol. Physiol. 2006, 33, 940-945. [CrossRef] [PubMed]

6.  Vlachou, E.; Ntikoudi, A.; Govina, O.; Lavdaniti, M.; Kotsalas, N.; Tsartsalis, A.; Dimitriadis, G. Effects of Probiotics on Diabetic
Nephropathy: A Systematic Review. Curr. Clin. Pharmacol. 2020, 15, 234-242. [CrossRef]

7. Meguid El Nahas, A.; Bello, A K. Chronic kidney disease: The global challenge. Lancet 2005, 365, 331-340. [CrossRef] [PubMed]

8.  Kotanko, P.; Carter, M.; Levin, N.W. Intestinal bacterial microflora—A potential source of chronic inflammation in patients with
chronic kidney disease. Nephrol. Dial. Transplant. 2006, 21, 2057-2060. [CrossRef] [PubMed]

9. Cavalcanti Neto, M.P.; Aquino, J.S.; Romao da Silva, L.E,; de Oliveira Silva, R.; Guimaraes, K.S.L.; de Oliveira, Y.; de Souza, E.L.;

Magnani, M.; Vidal, H.; de Brito Alves, J.L. Gut microbiota and probiotics intervention: A potential therapeutic target for
management of cardiometabolic disorders and chronic kidney disease? Pharmacol. Res. 2018, 130, 152-163. [CrossRef]


https://doi.org/10.1016/S0140-6736(13)60687-X
https://doi.org/10.1155/2020/9416419
https://doi.org/10.1016/j.heliyon.2021.e05925
https://doi.org/10.1111/j.1440-1681.2006.04468.x
https://www.ncbi.nlm.nih.gov/pubmed/17002671
https://doi.org/10.2174/1574884715666200303112753
https://doi.org/10.1016/S0140-6736(05)17789-7
https://www.ncbi.nlm.nih.gov/pubmed/15664230
https://doi.org/10.1093/ndt/gfl281
https://www.ncbi.nlm.nih.gov/pubmed/16762961
https://doi.org/10.1016/j.phrs.2018.01.020

Nutrients 2023, 15, 2803 13 of 14

10.

11.

12.

13.

14.

15.

16.

17.

18.
19.

20.

21.

22.

23.

24.

25.

26.
27.

28.
29.

30.

31.

32.

33.

34.

35.

Hill, C.; Guarner, E; Reid, G.; Gibson, G.R.; Merenstein, D.].; Pot, B.; Morelli, L.; Canani, R.B.; Flint, H.].; Salminen, S.; et al. Expert
consensus document. The International Scientific Association for Probiotics and Prebiotics consensus statement on the scope and
appropriate use of the term probiotic. Nat. Rev. Gastroenterol. Hepatol. 2014, 11, 506-514. [CrossRef]

Sanders, M.E. Considerations for use of probiotic bacteria to modulate human health. J. Nutr. 2000, 130, 3845-390S. [CrossRef]
[PubMed]

Ranganathan, N.; Ranganathan, P.; Friedman, E.A; Joseph, A.; Delano, B.; Goldfarb, D.S.; Tam, P; Rao, A.V.; Anteyi, E,;
Musso, C.G. Pilot study of probiotic dietary supplementation for promoting healthy kidney function in patients with chronic
kidney disease. Adv. Ther. 2010, 27, 634—647. [CrossRef]

Wang, LK.; Yen, T.H.; Hsieh, P.S.; Ho, H.H.; Kuo, YW.; Huang, Y.Y.; Kuo, Y.L,; Li, C.Y,; Lin, H.C.; Wang, ].Y. Effect of a Probiotic
Combination in an Experimental Mouse Model and Clinical Patients With Chronic Kidney Disease: A Pilot Study. Front. Nutr.
2021, 8, 661794. [CrossRef] [PubMed]

Hsieh, P.S.; Ho, H.H.; Tsao, S.P; Hsieh, S.H.; Lin, W.Y.; Chen, ].F; Kuo, YW.; Tsai, S.Y.; Huang, H.Y. Multi-strain probiotic
supplement attenuates streptozotocin-induced type-2 diabetes by reducing inflammation and beta-cell death in rats. PLoS ONE
2021, 16, €0251646. [CrossRef]

Zhu, H.; Cao, C.,; Wu, Z.; Zhang, H.; Sun, Z.; Wang, M.; Xu, H.; Zhao, Z.; Wang, Y.; Pei, G.; et al. The probiotic L. casei Zhang
slows the progression of acute and chronic kidney disease. Cell. Metab. 2021, 33, 2091-2093. [CrossRef] [PubMed]

Li, L.; Ma, L.; Fu, P. Gut microbiota-derived short-chain fatty acids and kidney diseases. Drug Des. Dev. Ther. 2017, 11, 3531-3542.
[CrossRef]

Lin, W.-Y; Lin, J.-H.; Kuo, Y.-W,; Chiang, P-F.R.; Ho, H.-H. Probiotics and their metabolites reduce oxidative stress in middle-aged
mice. J. Curr. Microbiol. 2022, 79, 104. [CrossRef]

Diwan, V.; Brown, L.; Gobe, G.C. Adenine-induced chronic kidney disease in rats. Nephrology 2018, 23, 5-11. [CrossRef]
Mohammed-Ali, Z.; Carlisle, R.E.; Nademi, S.; Dickhout, ].G. Animal models of kidney disease. In Animal Models for the Study of
Human Disease; Elsevier: Amsterdam, The Netherlands, 2017; pp. 379-417.

Lin, W.; Kuo, Y.; Chen, C. The Function of Mixed Postbiotic PE0401 in Improving Intestinal Health via Elevating Anti-inflammation,
Anti-oxidation, Epithelial Tight Junction Gene Expression and Promoting Beneficial Bacteria Growth. J. Pure Appl. Microbiol. 2022,
16,1771-1782. [CrossRef]

Hsieh, PS.; Ho, H.H.; Hsieh, S.H.; Kuo, YYW,; Tseng, H.Y.; Kao, H.F,; Wang, ].Y. Lactobacillus salivarius AP-32 and Lactobacillus
reuteri GL-104 decrease glycemic levels and attenuate diabetes-mediated liver and kidney injury in db/db mice. BM] Open
Diabetes Res. Care 2020, 8, €001028. [CrossRef]

Hovind, P; Rossing, P.; Tarnow, L.; Smidt, U.M.; Parving, H.H. Progression of diabetic nephropathy. Kidney Int. 2001, 59, 702-709.
[CrossRef]

Glauser, J.; Montgomery, A. Urine protein as a rapid screen for renal function in the ED: Can it replace serum creatinine in selected
patients? Emerg. Radiol. 2004, 10, 319-322. [CrossRef] [PubMed]

Li, Y,; Qin, G.Q.; Wang, W.Y,; Liu, X.; Gao, X.Q.; Liu, ].H.; Zheng, T.; Zhang, W.; Cheng, L.; Yang, K.; et al. Short chain fatty acids
for the risk of diabetic nephropathy in type 2 diabetes patients. Acta Diabetol. 2022, 59, 901-909. [CrossRef] [PubMed]

Kim, C.H. Microbiota or short-chain fatty acids: Which regulates diabetes? Cell. Mol. Immunol. 2018, 15, 88-91. [CrossRef]
[PubMed]

Duran-Salgado, M.B.; Rubio-Guerra, A.F. Diabetic nephropathy and inflammation. World J. Diabetes 2014, 5, 393-398. [CrossRef]
Aldahr, M.H.S.; Abd El-Kader, S.M. Impact of exercise on renal function, oxidative stress, and systemic inflammation among
patients with type 2 diabetic nephropathy. Afr. Health Sci. 2022, 22, 286-295. [CrossRef]

Lim, A K.; Tesch, G.H. Inflammation in diabetic nephropathy. Mediat. Inflamm. 2012, 2012, 146154. [CrossRef]

Jiang, H.; Zhang, Y.; Xu, D.; Wang, Q. Probiotics ameliorates glycemic control of patients with diabetic nephropathy: A randomized
clinical study. J. Clin. Lab. Anal. 2021, 35, €23650. [CrossRef]

Wang, H.; Lu, Y,; Yan, Y,; Tian, S.; Zheng, D.; Leng, D.; Wang, C.; Jiao, J.; Wang, Z.; Bai, Y. Promising Treatment for Type 2 Diabetes:
Fecal Microbiota Transplantation Reverses Insulin Resistance and Impaired Islets. Front. Cell. Infect. Microbiol. 2019, 9, 455.
[CrossRef]

Perico, N.; Zoja, C.; Corna, D.; Rottoli, D.; Gaspari, F.; Haskell, L.; Remuzzi, G. V1/V2 Vasopressin receptor antagonism
potentiates the renoprotection of renin-angiotensin system inhibition in rats with renal mass reduction. Kidney Int. 2009, 76,
960-967. [CrossRef]

Nagase, N.; Ikeda, Y.; Tsuji, A.; Kitagishi, Y.; Matsuda, S. Efficacy of probiotics on the modulation of gut microbiota in the
treatment of diabetic nephropathy. World J. Diabetes 2022, 13, 150-160. [CrossRef] [PubMed]

Koppe, L.; Mafra, D.; Fouque, D. Probiotics and chronic kidney disease. Kidney Int. 2015, 88, 958-966. [CrossRef] [PubMed]
Zybailov, B.L.; Glazko, G.V.; Rahmatallah, Y.; Andreyev, D.S.; McElroy, T.; Karaduta, O.; Byrum, S.D.; Orr, L.; Tackett, A.J.;
Mackintosh, S.G.; et al. Metaproteomics reveals potential mechanisms by which dietary resistant starch supplementation
attenuates chronic kidney disease progression in rats. PLoS ONE 2019, 14, e0199274. [CrossRef] [PubMed]

Moriconi, D.; Antonioli, L.; Masi, S.; Bellini, R.; Pellegrini, C.; Rebelos, E.; Taddei, S.; Nannipieri, M. Glomerular hyperfiltration in
morbid obesity: Role of the inflammasome signalling. Nephrology 2022, 27, 673-680. [CrossRef]


https://doi.org/10.1038/nrgastro.2014.66
https://doi.org/10.1093/jn/130.2.384S
https://www.ncbi.nlm.nih.gov/pubmed/10721912
https://doi.org/10.1007/s12325-010-0059-9
https://doi.org/10.3389/fnut.2021.661794
https://www.ncbi.nlm.nih.gov/pubmed/34136518
https://doi.org/10.1371/journal.pone.0251646
https://doi.org/10.1016/j.cmet.2021.08.015
https://www.ncbi.nlm.nih.gov/pubmed/34614411
https://doi.org/10.2147/DDDT.S150825
https://doi.org/10.1007/s00284-022-02783-y
https://doi.org/10.1111/nep.13180
https://doi.org/10.22207/JPAM.16.3.19
https://doi.org/10.1136/bmjdrc-2019-001028
https://doi.org/10.1046/j.1523-1755.2001.059002702.x
https://doi.org/10.1007/s10140-004-0349-0
https://www.ncbi.nlm.nih.gov/pubmed/15278715
https://doi.org/10.1007/s00592-022-01870-7
https://www.ncbi.nlm.nih.gov/pubmed/35368224
https://doi.org/10.1038/cmi.2017.57
https://www.ncbi.nlm.nih.gov/pubmed/28713163
https://doi.org/10.4239/wjd.v5.i3.393
https://doi.org/10.4314/ahs.v22i3.30
https://doi.org/10.1155/2012/146154
https://doi.org/10.1002/jcla.23650
https://doi.org/10.3389/fcimb.2019.00455
https://doi.org/10.1038/ki.2009.267
https://doi.org/10.4239/wjd.v13.i3.150
https://www.ncbi.nlm.nih.gov/pubmed/35432750
https://doi.org/10.1038/ki.2015.255
https://www.ncbi.nlm.nih.gov/pubmed/26376131
https://doi.org/10.1371/journal.pone.0199274
https://www.ncbi.nlm.nih.gov/pubmed/30699108
https://doi.org/10.1111/nep.14077

Nutrients 2023, 15, 2803 14 of 14

36.

37.

38.

39.

40.

41.

42.

43.

Huang, W.; Man, Y.; Gao, C.; Zhou, L.; Gu, J.; Xu, H.; Wan, Q.; Long, Y.; Chai, L.; Xu, Y,; et al. Short-Chain Fatty Acids Ameliorate
Diabetic Nephropathy via GPR43-Mediated Inhibition of Oxidative Stress and NF-kappaB Signaling. Oxid. Med. Cell. Longev.
2020, 2020, 4074832. [CrossRef]

Moniri, N.H.; Farah, Q. Short-chain free-fatty acid G protein-coupled receptors in colon cancer. Biochem. Pharmacol. 2021, 186, 114483.
[CrossRef]

Andrade-Oliveira, V.; Amano, M.T.; Correa-Costa, M.; Castoldi, A.; Felizardo, R.J.; de Almeida, D.C.; Bassi, E.J.; Moraes-
Vieira, PM.; Hiyane, M.I.; Rodas, A.C.; et al. Gut Bacteria Products Prevent AKI Induced by Ischemia-Reperfusion. J. Am. Soc.
Nephrol. 2015, 26, 1877-1888. [CrossRef]

Felizardo, R.J.F,; de Almeida, D.C.; Pereira, R.L.; Watanabe, L.K.M.; Doimo, N.T.S.; Ribeiro, W.R.; Cenedeze, M. A.; Hiyane, M.L;
Amano, M.T; Braga, T.T; et al. Gut microbial metabolite butyrate protects against proteinuric kidney disease through epigenetic-
and GPR109a-mediated mechanisms. FASEB J. 2019, 33, 11894-11908. [CrossRef]

Zheng, H].; Guo, J.; Wang, Q.; Wang, L.; Wang, Y.; Zhang, F.; Huang, W.]J.; Zhang, W.; Liu, W.].; Wang, Y. Probiotics, prebiotics,
and synbiotics for the improvement of metabolic profiles in patients with chronic kidney disease: A systematic review and
meta-analysis of randomized controlled trials. Crit. Rev. Food Sci. Nutr. 2021, 61, 577-598. [CrossRef]

Susztak, K.; Raff, A.C.; Schiffer, M.; Bottinger, E.P. Glucose-induced reactive oxygen species cause apoptosis of podocytes and
podocyte depletion at the onset of diabetic nephropathy. Diabetes 2006, 55, 225-233. [CrossRef]

Jha, ].C.; Banal, C.; Chow, B.S.; Cooper, M.E.; Jandeleit-Dahm, K. Diabetes and Kidney Disease: Role of Oxidative Stress. Antioxid.
Redox Signal. 2016, 25, 657-684. [CrossRef] [PubMed]

Huang, S.S.; Ding, D.E; Chen, S.; Dong, C.L.; Ye, X.L.; Yuan, Y.G.; Feng, YM.; You, N.; Xu, ].R.; Miao, H.; et al. Resveratrol protects
podocytes against apoptosis via stimulation of autophagy in a mouse model of diabetic nephropathy. Sci. Rep. 2017, 7, 45692.
[CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1155/2020/4074832
https://doi.org/10.1016/j.bcp.2021.114483
https://doi.org/10.1681/ASN.2014030288
https://doi.org/10.1096/fj.201901080R
https://doi.org/10.1080/10408398.2020.1740645
https://doi.org/10.2337/diabetes.55.01.06.db05-0894
https://doi.org/10.1089/ars.2016.6664
https://www.ncbi.nlm.nih.gov/pubmed/26906673
https://doi.org/10.1038/srep45692
https://www.ncbi.nlm.nih.gov/pubmed/28374806

	Introduction 
	Materials and Methods 
	Probiotic Strains and Cultivation 
	DN Animal Model and Probiotic Intervention 
	Biochemical Analysis 
	Tissue Sectioning and Staining 
	In Vitro Analysis of Oxidative Stress 
	In Vitro Anti-Inflammatory Cytokine IL-10 Assays 
	In Vitro Glucose Consumption Assay 
	Measurement of Short-Chain Fatty Acids 
	Statistical Analysis 

	Results 
	The db/db Mice Successfully Presented the Clinical Symptoms of Diabetic Nephropathy 
	The Probiotic Formula Improved the Blood Glucose Levels among Diabetic Nephropathy-Induced Mice 
	Probiotic Formula Reduced the Blood Pressure among Diabetic Nephropathy Induced Mice 
	Probiotic Formula Decreased the Renal Dysfunction Levels 
	Potential Mechanisms of Probiotic Effect on Diabetic Nephropathy 

	Discussion 
	Conclusions 
	References

