Protein Class Contig ID TPM - | | TPM - Kallisto |Signal Peptide | Protein Hit | Protein Name | false positive
Aegyptin no hit 0 0 X X
Alpha-amylase Gene.55345::c11530_g5_i1_VG_Ma_ar_203::9.55345::m.55345 3368.40 1964.30 YES NO
Anophelin no hit 0 0 X X
Apyrase 57686_g1_il_VG_Ma_ar_203::9.124024::m.124024 0.73 031 NO NO
57638_g1_i1_VG_Ma_ar_203; 0.48 0.27 NO NO
Gene.84819::c16839_g1_i1_VG_Ma_ar_20: 0.40 0.82 NO NO
55358_g1_i1_VG_Ma_ar_203: 0.29 0.46 NO NO
Gene.124970::c58408_g1_i1_VG_Ma_ar_203: 0.43 0.00 NO NO
33896_g1_il_VG_Ma_ar_203: 021 0.00 NO NO
cAP Gene.20169::c7787_g1_i1_VG_Ma_ar_203: 9.93 5.28 YES NO
Gene.28460::c9053_g1_il_VG_Ma_ar_203::g.. . 5.47 3.43 YES NO
Gene.20913::c7931_g1_i1_VG_Ma_ar_203::9.20913::m.20913 2.80 1.39 NO NO
Gene.103759::c36572_g1_i1_VG_Ma_ar_203::9.103759::m.103759 0.21 0.00 NO NO
Chitinase Gene.17914::c7381_g1_i1_VG_Ma_ar_203:9.17914:m.17914 36.23 16.99 YES NO
13.59 6.97 NO NO
1.79 0.83 YES NO
1.78 411 NO NO
i , Ma_ 0.40 033 YES NO
Gene.98145::c31275_g1_i1_VG_Ma_ar_20: 0.92 0.45 NO NO
Gene.91863::c24312_g1_i1_VG_Ma_ar_203::9.91863::m.91863 0.25 0.05 NO NO
Gene.97246::c30619_g1_il_VG_Ma_ar_20: 0.29 0.42 NO NO
Gene.107463::c40636_g1_i1_VG_Ma_ar_203::9.107463::m.107463 0.34 0.38 NO NO
Gene.89624::c22433_g1_i1_VG_Ma_ar_20! 0.23 0.00 NO NO
Gene.97972::c31143_g1_i1_VG_Ma_ar_20: 0.22 051 NO NO
c26287_g1_i1_VG_Ma_ar_20: 0.22 0.26 NO NO
Gene.116667::c49942_g1_il_VG_Ma_ar_203: 0.27 1.63 NO NO
VG_Ma_ar_203 0.30 2.26 NO NO
Gene.88261::c21310_g1_i1_VG_Ma_ar_20: 0.19 1.44 NO NO
Gene.91476::c23944_g1_i1_VG_Ma_ar_20: 013 0.68 NO NO
Conoporin-like no hit 0 0 X X
Csalphalbeta defensin Gene.11823::¢5912_g1_il_VG_Ma_ar_203::9.11823::m.11823 18.25 30.07 YES NO
Gene.20857::¢7918_g1_i1_VG_Ma_ar_203::9.20857::m.20857 3.77 8.18 YES NO
Gene.1068::c616_g1_il_VG_Ma_ar_203::9.1068::m.1068 1.22 0.79 NO NO
Gene.5942::¢3498_g1_i1_VG_Ma_ar_20: 5942::m.5942 0.54 0.65 YES NO
Gene.107433::c40613_g1_i1_VG_Ma_ar_203::9.107433::m.107433 0.49 0.87 NO NO
Cystatin no hit 0 0 X X
dICK’S no hit 0 0 X X
Disintegrine-like no hit 0 0 X X
Echotoxin-like no hit 0 0 X X
Gigantoxin-like no hit 0 0 X X
Hyaluronidase Gene.28757::c9090_g2_i1_VG_Ma_ar_203:.9.. 3656.19 1457.11 YES NO
Gene.28764::c9090_g2_i2_VG_Ma_ar_203:g. . 3619.17 261.50 YES NO
Gene.28756::c9090_g1_i2_VG_Ma_ar_203::9.28756::m.28756 3388.29 2693.45 NO NO
Gene.28753::c9090_g1_i1_VG_Ma_ar_203:9.28753::m.28753 143.92 192.92 NO NO
2263_g1_il_VG_Ma_ar_203::0.3918::m.3918 113.30 78.63 NO NO
::c40726_g1_i1_VG_Ma_ar_203::g.107592::m.107592 92.16 7171 NO NO
ICK’s (Asi Gene.14531::c6656_g1_il_VG_Ma_ar_203::9.14531::m.14531 10503.09 34056.90 YES YES U-Asilidin1-Marla
Gene.1664::c945_g1_il_VG_Ma_ar_203::0.1664::m.1664 2183.45 6137.03 YES YES U-Asilidin1-Mar2a
Gene.107024::c40279_g1_i1_VG_Ma_ar_203:9.107024::m.107024 158.90 494.40 NO NO
Gene.13642::c6412_g1_il1_VG_Ma_ar_203::9.13642::m.13642 14.90 34.12 YES YES U-Asilidin1-Mar3a
116201 13.20 15.05 YES NO
13643 5.89 4.83 YES NO
10845 239 12.93 YES NO
2190::m.2190 1.27 0.88 YES NO
0.15197:m.15197 111 1.24 YES NO
Gene.116437::c49732_g1_i1_VG_Ma_ar_203:9.116437::m.116437 0.74 1.02 NO NO
Gene.110937::c43784_g1_i1l_VG_Ma_ar_203:9.110937::m.110937 0.43 134 NO NO
Gene.109832::c42699_g1_i1_VG_Ma_ar_203::9.109832::m.109832 0.36 121 NO NO
Gene.8508::c4716_g1_i1_VG_Ma_ar_20: . 0.44 3.16 NO NO
Kazal Gene.18749::.c7531_g1_i2_VG_Ma_ar_203::9.18749::m.18749 1.95 1.01 YES NO
il 0.18522::m.18522 1251 42.71 YES NO
_VG_Ma_ar_: 18740 1.75 0.09 YES NO
Gene.15959::c6979_g1_i2_VG_Ma_ar_203: 5.61 7.53 NO NO
Gene.2803::c1568_g1_i2_VG_Ma_ar_20: 1.22 0.76 NO NO excluded
Gene.15957::c6979_g1_il_VG_Ma_ar_203 455 412 NO NO
4.39 8.42 YES NO
| - 0.69 033 NO NO
Gene.21338::c8009_g1_i2_VG_Ma_ar_203::.21338::m. 212 2.00 YES NO
Gene.21333::c8009_g1_i1_VG_Ma_ar_203::g.21333::m.21333 1.80 1.20 YES NO
Gene.7042::c4196_g1_i1_VG_Ma_ar_20: 1.40 1.04 YES NO
Gene.97792::¢31014_g1_i1_VG_Ma_ar_20: 0.60 0.45 NO NO
Gene.88427::c21559_g1_i1_VG_Ma_ar_20: 2.00 2.33 NO NO
Gene.114606::c48259_g1_i1_VG_Ma_ar_203: 115 1.48 NO NO
0.81 0.00 NO NO
0.45 0.26 YES NO
0.44 0.18 NO NO
0.43 0.29 NO NO
0.43 0.77 NO NO
0.36 0.33 NO NO
0.32 0.55 NO NO
0.25 1.36 NO NO
8 0.111723::m.111723 0.21 0.93 NO NO
Gene.108168:: 9.108168::m.108168 0.08 1.20 NO NO
Kazal (vasotab-like) Gene.18522::c7488_g1_i1_VG_Ma_ar_203::9.18522::m.18522 12,51 4271 YES NO
Gene.2803::c1568_g1_i2_VG_Ma_ar_20: 1.22 0.76 NO NO excluded
Gene.105938::c39487_g1_i1_VG_Ma_ar_203; 0.69 0.33 NO NO
1.96 119 YES NO
0.14172:m.14172 1.83 0.00 YES NO
0.114606::m.114606 115 1.48 NO NO
0.81 0.00 NO NO
0.45 0.26 YES NO
0.61 1.63 YES NO
Gene.97136::c30550_g1_i1_VG_Ma_ar_20: 0.43 0.29 NO NO
Gene.88545::¢c21635_g1_i1_VG_Ma_ar_20: . 0.36 0.33 NO NO
Gene.108168::c41174_g1_il_VG_Ma_ar_203::9.108168::m.108168 0.08 1.20 NO NO




Kunitz

Lectin c-type

Lipocalin calycins

Maxadilan-like

MBF2-domain

Melittin-like

Natterin-like (Asil

Neurokinin-like

Nitrophorin-like

Novel protein (Asilidin2)

Novel protein (Asilidin3)

Novel protein (Asilidin4)

Novel protein (Asilidin5)

Novel protein (Asilidin6)

Novel protein (Asilidin7)

Peptidase M12

Peptidase M13

Gene.21219::¢7992_g1_i1_VG_Ma_ar_203::t
Gene.10407::¢5358_g1_i1_VG_Ma_ar_203:
Gene.113889::c47766_g1_il_VG_Ma_ar_203:
Gene.16390::c7075_g1_il_VG_Ma_ar_203:
Gene.12590::¢c6122_g1_i1_VG_Ma_ar_203:
Gene.16393::c7075_g1_i2_ VG_Ma_ar_203:
Gene.117936::¢51081_g1_il_VG_Ma_ar_203:

9.21219::m.21219
9.10407::m.10407
0.113889::m.113889
0.16390::m.16390

9.12590::m.12590

0.11871:m.11871
.98155

Gene.11871::c5925_g1_i1_VG_Ma_ar_203:
Gene.98155::¢31287_g1_i1_VG_Ma_ar_20:
Gene.99576:¢32365 g1 i1 VG Ma_ar_20

48469_g1_i1_VG_Ma_ar_203:9.114882::m. 114882
61022_g1_i1_VG_Ma_ar_203:9.127770:m.127770
Gene.128733::¢62005_g1_i1_VG_Ma_ar_203:9.128733:m.128733

Gene.72719::¢c12442_g1_i2_VG_Ma_ar_20:
Gene.72706::c12442 g1 i |1 VG_Ma_ar_20:

Gene.23605::c8362_g1_il_VG_Ma_ar_203::9.23605::m.23605
Gene.37491::c10076_g1_i1_VG_Ma_ar_203::9.37491::m.37491

no hit

Gene.22058::¢c8127_g1_i1_VG_Ma_ar_203::9.22058::m.22058
Gene.22705::c8233_g1_il_VG_Ma_ar_203::9.22705::m.22705
Gene.30540::c9325_g1_i1_VG_Ma_ar_203: ::m.30540
Gene.14157::c6543_g1_il_VG_Ma_ar_203: .14157
Gene.24708::c8530_g2_i1_VG_Ma_ar_203:
Gene.27218::¢c8887_g1_il_VG_Ma_ar_203:
¢8307_g1_i1_VG_Ma_ar_203:
c8530_g1_i1_VG_Ma_ar_203:
c6717_g1_i1_VG_Ma_ar_203:9..
Gene.17235::c7246_g1_i4_VG_Ma_ar_203::g..
Gene.97150::¢30562_g1_i1_VG_Ma_ar_20:
Gene.14803::c6717_g1_i2_ VG_Ma_ar_203:g.

no hit

Gene.27187::c8882_g1_i2_VG_Ma_ar_203:g. 27187 :m.27187
Gene.27181::c8882_g1_i1_VG_Ma_ar_203:

Gene.31149:c9406_g3_i1_VG_Ma_ar_203:g
Gene.30691::c9348_g2_i1_VG_Ma_ar_203:
Gene.21548::c8046_g1_i1_VG_Ma_ar_203:

‘9. 21548 :m.21548

no hit

no hit

Gene.39461::.c10270_gl1_i1_VG_Ma_ar_20:
Gene.15717::c6926_g2_i2_VG_Ma_ar_203::g.
Gene.27859::c8967_g2_i1_VG_Ma_ar_203::
Gene.27205::c8885_g1_i1_VG_Ma_ar_203:
Gene.36480::c9987_g1_il_VG_Ma_ar_203:

Gene.27405::¢8910_g1_i1_VG_Ma_ar_203:
Gene.31085::c9400_g3_i1_VG_Ma_ar_203:
Gene.35004::c9845_g2_i1_VG_Ma_ar_203:
Gene.35009::c9845_g2_i2_VG_Ma_ar_203:
Gene.16974::c7198 g1 i1 VG_Ma_ar_203:
Gene.123596::c57367_g1_il_VG_Ma_ar_203:
Gene.11712::¢5868_g1_il_VG_Ma_ar_203:
Gene.81909::c14296_g1_i1_VG_Ma_ar_20:

:0.11712::m.. 11712
::9.81909::m.81909

Gene.12999::c6237_g1_i1_VG_Ma_ar_203::9.12999::m.12999
Gene.19005::c7574_g1_i1_VG_Ma_ar_203::9.19005::m.19005

Gene.28195::c9018_g3_i1_VG_Ma_ar_203::9.28195::m.28195

Gene.33857::¢9725_g1_i1_VG_Ma_ar_203:
Gene.105450::¢39128 g1 i1 VG_Ma_ar_203:
Gene.80917::c13524_g1_i1_VG_Ma_ar_20:

:9.33857::m.33857
9.105450::m.105450
80917::m.80917

Gene.2154::¢1207_g1_i2_VG_Ma_ar_203::9.2154::m.2154
Gene.2148::¢1207_g1_i1_VG_Ma_ar_20: 2148::m.2148
Gene.89382::c22237_g1_i1_VG_Ma_ar_20: 89382::m.89382

Gene.34206::c9761_g1_il_VG_Ma_ar_203:9.34206::m.34206
::c50082_g1_il_VG_Ma_ar_203:.117828::m.117828

Gene.41932::c10499_g1_i1_VG_Ma_ar_203::9.41932::m.41932

Gene.57706::c11672_g1_il_VG_Ma_ar_20:
Gene.40742::¢10398_g1_i1_VG_Ma_ar_20:
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0.52
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U-Asilidin2-Mar4a
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U-Asilidin2-Mar5a
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U-Asilidin6-Mar1lb

U-Asilidin7-Marla

excluded

excluded




Peptidase M14

Peptidase S10

Peptidase S1

Gene.22282::¢8168_g1_il_VG_Ma_ar_203:
Gene.33379::¢9668_g1_i1_VG_Ma_ar_203:
Gene.29053::¢9132_g1_i1_VG_Ma_ar_203:

9.29053::m.29053
9.2425: 24254

Gene.17881::c7373_¢ gl |1 VG_! Ma ar_: 203
Gene.40774::¢10398_g1_i5_VG_Ma_ar_20:

32968_g1_i1 ) \/G Ma_ar_203:
€31492_g1_i1_VG_Ma_ar_20:
::c42062_g1_i1_VG_Ma_ar_203:
Gene.83738::c15823_g1_i1_VG_Ma_ar_20:
Gene.85161::c17175_g1_i1_VG_Ma_ar_20:
Gene.87714::c20274_g1_i1_VG_Ma_ar_20:
Gene.116261::c49583 g1 i |1 VG_Ma_ar_203:
Gene.93430::
Gene.90723;
Gene.12076:
Gene.84463:
Gene.128121::c61390 gl |1 \/G Ma ar 203
Gene.2603::c1433_g1_i1_VG_Ma_ar_20:

41604_g1_i1_VG_Ma_ar 203
49178 g1 i1 VG_Ma_ar_203

Gene.115277::c48786_g1_il_VG_Ma_ar_203:
Gene.82416::c14711_g1_i1_VG_Ma_ar_20:

Gene.21993::c8116_g1_il_VG_Ma_ar_: 203

Gene.30642::c9342_¢ gl |1 VG_! Ma ar_: 203
Gene.33669::c9700_g1_il_VG_Ma_ar_203:g.:
Gene.34279::¢9773_g1_i1_VG_Ma_ar_203::g.:
Gene.34284::c9773_g1_i2_VG_Ma_ar_203:

Gene.53083:c11368_ gl i VG Ma ar 203::9.53083::m.! 53083
44359

Gene.17508::¢c7298_g1_i1_VG_Ma_ar_203:
Gene.21994::c8116_g1_i1_VG_Ma_ar_203:
Gene.44363::.c10710_g1_i2_VG_Ma_ar_20:
Gene.71236::c12373_g1_i1_VG_Ma_ar_20:

Gene.. 116699 c49966 g1 i1\ VG Ma ar_203:g.

Gene.17550::c7307_( gl |1 VG Ma ar__ 203

.23988::m.23988
:9.36312:m.36312

Gene.23088::08416  gl_i

Gene.36312::¢9972_g1_i2_\ VG Ma ar_: 203:

Gene.3939::c2275_g1_i1_VG_Ma_ar_20.
6: ._VG_Ma_ar_203:

Gene.11041::¢5590 gl 1 VG Ma ar 203
Gene.15847::c6958_g2_i1_VG_Ma_ar_203:

0.18

44.04
0.85
0.22

25032.39
9902.62
7318.34
7824.18
1077.82
1347.46

952.75
865.63
825.20
198.47
150.01
146.09
98.78
40.47
16.84
15.79
18.47
31.94
15.82
15.71
9.81
772

8.83
8.89
6.25
775

152
2.16
1.97
1.04
3.39
0.00
0.44
0.26
0.49
0.27
0.34
0.28
0.54
0.44
0.55
0.45
0.31
0.24
0.33
0.67
0.00
0.24
0.28
0.23
127
0.55
0.15
0.70
0.49
0.00
1.03
0.72
1.63
0.74
0.59
0.39

0.00
0.00
114

11.42
1.78
0.96
0.23
0.12
1.65
0.62
0.65
1.53
1.40

0.77
0.00

21.15
0.43
0.89

14354.20
7107.75
4550.38
4699.38

520.44

277
133
115
2.55
2.58
147
0.89
171
1.75
121
114
0.85
0.97
1.08
0.48
0.81
115
118
0.55
0.57
0.97
22.37
0.57
0.47
0.89
0.62
2.60
0.73
20.59
0.90
0.53
0.54
5.72
0.52
0.41
0.54
6.69
0.28

YES
NO
NO

YES
YES
YES
NO
YES
YES
YES
YES
NO
NO
YES
YES
NO
NO
NO
YES
YES

YES

YES
YES

YES

NO
NO
NO

YES
YES
YES

excluded




Phospholipase A2

Pimplin

Serpin

59271 g1 i1 VG_Ma_ar_203:9.125982::m.125982

Gene. 755 :c396_ _g1_il_VG_Ma_ar_20:
Gene.2552::c1411 g1 i1 VG_Ma_ar_20:
Gene.85705::
Gene. 11624
Gene.80001:
Gene.98436::
Gene.90704::
Gene.97836::s
Gene.4090:
Gene.88372:
Gene.113947::
Gene.10192'
Gene. 12615
Gene.84248:

59434_( gl I1 VG Ma ar__ 203
€16302_g1_il_VG_Ma_ar_20:

Gene.98247::¢c31355_g1_i1_VG_Ma_ar_20:
Gene.100276::c32961_g1_i1_VG_Ma_ar_203:g..
Gene.98055::¢31202_g1_i1_VG_Ma_ar_20:
Gene.83612::c15705_g1_i1_VG_Ma_ar_20:

Gene.3531::c2042_g1_i1_VG_Ma_ar_20:
Gene.82679::c14914_g1 i1_VG_Ma_ar_20:

60034_g1_i1_VG_Ma_ar_: 203
c14875_g1_i1_VG_Ma_ar_20:
c16942_g1_il_VG_Ma_ar_20:

Gene.82630:
Gene.84907
Gene.92213::
Gene.102076::
Gene.103792:
Gene.81272:; c13783 gl |1 VG Ma ar 20:
Gene.92884::c25269_g1_i1_VG_Ma_ar_20:
Gene.114971::c48537_g1_i1_VG_Ma_ar_203;

58648:gl:i1:VG:Ma:ar:203
60506_g1 i1 VG_Ma_ar_203

:¢33280_g1 i1 VG_Ma_ar_203
37672_g1_i1_VG_Ma_ar_203;
51716_g1_i1_VG_Ma_ar_203;

56194_( gl I1 VG Ma ar__ 203
Gene. 81607 c14081_g1_il_VG_Ma_ar_20:
Gene.83981
Gene.84182::
Gene.95234:
Gene.95765: i1
Gene.97768::c30999_ )_g1_i1 VG Ma ar__ 203
Gene.98698::c31670_gl_il_VG_Ma_ar_20:
Gene.100200::c32892_g1_i1_VG_Ma_ar_203:
Gene.103757::c36570_g1_i1_VG_Ma_ar_203;
Gene.109919::c42775_g1_i1_VG_Ma_ar_203:
Gene.128811::c62095_g1_i1_VG_Ma_ar_203:
Gene.81540::c14028_g1_i1_VG_Ma_ar_20
Gene.85795::c17908_g1_i1_VG_Ma_ar_20:
Gene.86524::c18724_g1_i1_VG_Ma_ar_20:
Gene.88192::c21109_g1_i1_VG_Ma_ar_20:
Gene.89496::c22320_g1_i1_VG_Ma_ar_20:
Gene.92122::c24551_g1_i1_VG_Ma_ar_20:

47904, gl |1 \/G Ma ar 203
Gene.121360::c54863_g1_i1_VG_Ma_ar_203:
Gene.127033::c60277_g1_il_VG_Ma_ar_203:g..

|_VG_Ma_ar_203::
._VG_Ma_ar_203::

. B 107595
Gene.116541::c49827_ gl |1 VG_| Ma ar__ 203 g 116541:m.. 116541

Gene.22371::c8182_g2_i1_VG_Ma_ar_203::9.22371::m.22371

Gene.25982::c8719_¢ gl |1 VG_! Ma ar_: 203
Gene.23736::c8388_g1_i2_VG_Ma_ar_203:

Gene.1785::¢1013 g1 i1 VG_Ma_ar_20:
Gene.22370::c8182_g2_i1_VG_Ma_ar_203:
::c44364_g1_il_VG_Ma_ar_203::

. .2598;
0.23736::m.23736

0.111469::m.111469

Gene.6389::¢3792_g1_i1_VG_Ma_ar_203::9.6389::m.6389

Gene.39303::c10250_g1_i1_VG_Ma_ar_203::

0.84

2615.27
10.47
9.67
3.42
210
1.81
0.37

12293.05

0.57
0.32
0.85
0.49
0.69
0.39
4.34
0.40
0.32
0.33
0.48
0.41
0.23
0.23
0.33
0.21
0.46
0.30
0.96
051
0.40
0.15
0.98
0.44
0.89
0.37
017
0.18
2.58
2.27
0.24
0.41
0.08
0.26
0.89
011
0.15
1.09
0.40
0.68
0.23
127
0.30
0.64
0.57
1.28
0.55
3.25
0.46
0.32
0.20
0.58
0.34
013
0.00
0.90
0.16
0.49
013
0.31
0.24
0.23
0.22
1.53
031
114
0.00
0.28
0.26
0.49
0.33
0.86
0.57
0.00
0.00
0.36
0.74
0.72
0.00
0.00
113
0.50
0.00
0.81
1.28
0.00
1.49
0.47
0.64
0.57
2.58
0.45
0.81
0.30

0.00
0.64
0.47
1.97
1.44

0.00
0.00
1.05
0.68
0.30
0.00
1.44
0.00
0.00

0.61

1738.45
5.93
5.41
1.80
132
138
0.64

6538.48
112.04
26.67

NO
NO
YES

NO

YES
YES
YES

NO

NO

NO




Sphingomyelinase

SVWC-domain 1 (Asilidin8)

SVWC-domain 2 (Asiliding)

Venom acid phosphatase-like

Gene.18821::c7540_g1_i1_VG_Ma_ar_203:

Gene.36698::c10004_g1_i3_VG_Ma_ar_20.
Gene.25783::c8691 g1 i
Gene.25787::c8691_g1_i

Gene.18923::c7561_g1_i1_VG_Ma_ar_203:
Gene.16482::c7092_g1_i1_VG_Ma_ar_203:
Gene.49092::¢11076_g1_i2_VG_Ma_ar_20:

Gene.2579 cSGQl_gl_A_VG_Ma_ar_ZO:i
Gene.117760::c50918_g1_i1_VG_Ma_ar_203:

Gene.7457::c4377_g1_i1_VG_Ma_ar_20:
Gene.114524::c48202_g1_i1_VG_Ma_ar_203:
Gene.15331::c6833 gl i |2 VG_Ma_ar_203:

0.117760:m.117760
.7457:m.7457

g 114524::m.114524
0.15331::m. 15331
.18925::m. 18925

Gene.12363::c6050 gl |1 VG Ma ar 203
Gene.123904::c57601_g1_il_VG_Ma_ar_203:
Gene.15332::c6833 g1 i3 VG_Ma_ar_203:
Gene.4413::c2527_g1_i1_VG_Ma_ar_20:
Gene.4415::¢2527_g1_i2_VG_Ma_ar_20:
Gene.110485::c43311_g1_il_VG_Ma_ar_203
Gene.124519::c58058_g1_i1_VG_Ma_ar_203:
Gene.81525::¢c14017_g1_i1_VG_Ma_ar_20:

Gene.860::c465_ gl i2.) VG Ma ar_: 20
Gene.104715::c37844_gl_i1_VG_Ma_ar_203:
Gene.2017::¢1155_g1_i1_VG_Ma_ar_20:
Gene.104253:
Gene.11199(
Gene.99484:
Gene.124790::c58277 gl |1 VG Ma ar 203
Gene.36686::c10004_g1_i1_VG_Ma_ar_20:
Gene.36692::c10004_g1_i2_VG_Ma_ar_20:
Gene.111536::c44438_g1_i1_VG_Ma_ar_203:
c6112_g1_il1_VG_Ma_ar_203:
1:c45435_g1_i1_VG_Ma_ar_203:
47092_g1_i1_VG_Ma_ar_203:
::c64471_g1_i1_VG_Ma_ar_203:
34223_g1_j1_VG_Ma_ar_203:
51243_g1_i1_VG_Ma_ar_203;
Gene.82452::c14732_gl_i1_VG_Ma_ar_203::9.82452::m. 82452

Gene.49297::¢11093_g3_i1_VG_Ma_ar_203::
Gene.49308::c11093_g3_i2_VG_Ma_ar_20:
Gene.19930::c7750_g1_i1_VG_Ma_ar_203:
Gene.97096::c30520_g1_i1_VG_Ma_ar_20
Gene.80725::c13388_g1_i1_VG_Ma_ar_20:
Gene.127133::c60379_g1_i1_VG_Ma_ar_203:g..

Gene.10561::.c5412_g1_i1_VG_Ma_ar_203:g.
Gene.1996::c1145_g1_i1_VG_Ma_ar_20:
Gene.6951::c4164_g1_i1_VG_Ma_ar_203:g.!

Gene.19409::c7651_g1_il_VG_Ma_ar_203:9.19409::m.19409
Gene.1624::¢925_g1_i1_VG_Ma_ar_203::9.1624::m.1624

Gene.47513::c10949_g2_i2_VG_Ma_ar_20:
Gene.47507::¢10949_g2_i1_VG_Ma_ar_20:
Gene.47502::c10949_g1_i1_VG_Ma_ar_20:
Gene.51883::c11286_g1_i1_VG_Ma_ar_20:
Gene.51890::c11286_g1_i2_VG_Ma_ar_20:
Gene.51898::¢c11286_g1_i3_VG_Ma_ar_20:

Gene.57502:c11663_ g2 i VG Ma ar 20
Gene.21344::¢c8010_g1_i1_VG_Ma_ar_203:g.;
Gene.5599::¢3273 g1 _il VG_Ma_ar_203::9.5599::m. 5599

154.52
1046.99
50.23
33.09
32.48
31.26
8.73
8.60
241
4.10
26.97
3.49
3.15
3.34
10.66
10.90
1.36
9.71
6.18

7.52
7.52
1.94
0.25
017
0.20

5892.41
5.59
213

9419.14
1.32

1923.41
1026.94
26.87
11.20
11.20
10.66
11.66
6.18
9.09
5.38

82.76
5398.06
25.82
15.63
2.24
0.38
4.38
0.34
1.34
2.28
52.57
1.90
198
1.44
9.83
8.61
0.48
4.53
1.07
29.83
0.48
2.06
10.83
5.42
0.42
5.24
0.30
0.26
0.43
4.07
4.07
0.48
1.63
1.05
6.78
5.43
3.21
3.21
0.24
0.64
0.38
0.41
2.89
1.93
0.00
0.56
0.00
0.18
2.28
3.39
0.61
0.41
0.41
0.95
1.97
0.86
1.85
1.36
0.86
1.28
1.05

174
174
111
0.00
0.00
1.53

5055.18
5.13
1.62

9288.18
1.03

796.97
479.11
12.41
3.07
3.07
0.00
5.82
3.20
6.00
13.57

YES

YES

YES
NO
NO
NO

YES
YES
YES

YES
YES

YES
NO
NO

NO
NO
YES

NO

NO
NO
NO
NO
NO
NO

YES
NO
NO

NO
NO
NO
NO
NO

U-Asiliding-Marla

U-Asiliding-Marla




