Toxins 2019, 11, 49 www.mdpi.com/journal/toxins ~ S1

Supplementary Materials: Gut Microbiota Profiling of
Aflatoxin B1-Induced Rats Treated with Lactobacillus
casei Shirota

Winnie-Pui-Pui Liew, Sabran Mohd-Redzwan and Leslie Thian Lung Than

A B

B g Alloprevotslls |
. AFBL only = 5 o_presotels.3 = D :
EEE Control €5 . 4
A o i ‘&%
.'. 4 I Z Qe p
- T 1.
oy L

b
& ¢_Bactaroicia
&

o
a9

& {_Christenseneiaceae
: o_Lachnospirceas NE4ALIS Group
& Q_hnaerotruncus.

h: q_Ruminidlostridium_3

i

[*

: o_Clostriciales.

jnapponaononnn
3

(atryy ™
25 g_Ruminococcacese UCG_013
S \ Jro_
= \ &_Clostridia
R ) \ It £_Alcaligenacese
= t &_Burkholderisles.
\ n:c_Betaproteobacteris

C P_Cyansactera

W 5 G Collingela
R AFB1_only B bt Coriobacteriscese
BN Lcs+AFBL B ¢ o_Corisbacterisles

B d: <_Coriobacterl

|

acteria
Eubacteriue_halli_group
s

Figure S1. Cladograms that indicate the evolutionary relationships of different species between the two
groups (AFB1 group vs Control group, (A) Control group vs Lcs + AFB1 group, (B) AFB1 group vs. Les +
AFBI1 group, (C). Nodes of different background colors (red or green) indicates different groups. The nodes
in red represent microorganism groups that play an important role in the red group; the nodes in green
represents microorganism groups that play an important role in the green group; the nodes in yellow
represents the groups that do not play an important role in either group. The names of the species
represented by the letters in the figure are shown on the right.



