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Abstract: Aflatoxin B1 (AFB1) and zearalenone (ZEN) exert deleterious effects to human and animal
health. In this study, the ability of a CotA laccase from Bacillus subtilis (BsCotA) to degrade these
two mycotoxins was first investigated. Among the nine structurally defined chemical compounds,
methyl syringate was the most efficient mediator assisting BsCotA to degrade AFB1 (98.0%) and ZEN
(100.0%). BsCotA could also use plant extracts, including the Epimedium brevicornu, Cucumis sativus L.,
Lavandula angustifolia, and Schizonepeta tenuifolia extracts to degrade AFB1 and ZEN. Using hydra
and BLYES as indicators, it was demonstrated that the degraded products of AFB1 and ZEN using
the laccase/mediator systems were detoxified. Finally, a laccase of fungal origin was also able
to degrade AFB1 and ZEN in the presence of the discovered mediators. The findings shed light on the
possibility of using laccases and a mediator, particularly a natural plant-derived complex mediator,
to simultaneously degrade AFB1 and ZEN contaminants in food and feed.
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Key Contribution: The Bacillus subtilis BsCotA can effectively degrade AFB1 and ZEN only in the
presence of a mediator. Complex natural plant extracts can boost the degradation of AFB1 and
ZEN by laccases. Both bacterial and fungal laccases could degrade AFB1 and ZEN in the presence
of a mediator.

1. Introduction

Mycotoxins are a large group of fungal secondary metabolites that, by contaminating food and
feed, are threatening the health of the humans and animals worldwide. Up to date, more than 500 kinds
of mycotoxins with much differing structures have been identified [1]. Aflatoxin B1 (AFB1) and
zearalenone (ZEN) are among the most economically important mycotoxins due to their high frequency
of contamination in cereals [2]. Being produced by the Aspergilli species including Aspergillus flavus,
Aspergillus nomius, and Aspergillus parasiticus [3], aflatoxins cause an economical loss of $1.68 billion
in the United States annually [4]. There are more than 20 types of aflatoxins including AFB1, AFB2,
AFG1, and AFG2, among which AFB1 is the most toxic, causing severe liver damage [5]. Zearalenone
(ZEN), a mycotoxin with estrogenic potency [6] causing swelling of the vulva and infertility in swine [7],
is instead produced by the Fusarium species, such as Fusarium graminearum and Fusarium culmorum [8].
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A high concentration of ZEN is found to often accumulate in agricultural commodities, such as
Fusarium-infected maize and wheat grains, thus similarly bringing a safety risk in food and feed [9,10].

Microbes isolated from soil, nuts, and other environments have been reported to be able to degrade
mycotoxins [11,12]. However, most, if not all, discovered enzymes are reported to degrade only
a certain type of mycotoxins. In general, among the enzymes capable of degrading mycotoxins,
oxidoreductase, including the lignin-oxidizing oxidoreducase, has a wide substrate specificity. It would
be, therefore, intriguing to see if these enzymes have activity on multiple mycotoxins.

In contrast to the well-observed wide substrate promiscuity, laccase, an enzyme first identified
from the Japanese lacquer tree [13] and later discovered widely distributed in fungi and bacteria [14],
is occasionally reported to degrade only one mycotoxin, i.e., either AFB1 or ZEN [15,16]. Laccase
catalyzes the oxidation of a wide range of phenolic compounds to phenoxy radicals using oxygen as
the electron acceptor [17]. Due to its low redox potential, it cannot oxidize chemicals with high redox
potentials (such as non-phenolic lignin components) [18]. Its catalytic ability can, however, be enhanced
by mediators which are small molecules and substrates of laccase [19]. By reacting with a laccase,
mediators form free radicals that can further react with substrates. Artificial synthetic chemicals such
as 2,2′-Azino-bis(3-ethylbenzothiazoline-6-sulfonic acid) (ABTS) and 1-hydroxybenzotriazole (HBT)
and natural phenolic compounds, such as vanillin and ferulic acid, can all act as mediators and expand
the substrate scope of a laccase [20]. The laccase-mediator system has been frequently used for pulp
bio-bleaching [21] and dye decolorization [22] but rarely studied in mycotoxins detoxification [15].
Recently, the Ery4 laccase from Pleurotus eryngii was reported to degrade AFB1, FB1 (fumonisin B1),
OTA (ochratoxin A), ZEN, and T-2 toxin in the presence of certain mediators [23]. However, it is
not known if the ability to degrade mycotoxins is a common feature shared by laccases and if other
structurally defined chemicals and even natural plant extracts could also act as a mediator.

Due to the wide substrate specificity of laccases, it is expected that they may degrade multiple
mycotoxins rather than only one. It is also expected that the degrading activity may not be limited
to one particular laccase but should instead be a common feature shared by laccases of different origins.
Moreover, the presence of an appropriate mediator, regardless of being chemically synthesized or
naturally derived, would have the potential to improve the degrading ability of a laccase.

2. Results

2.1. Biochemical Properties of the CotA laccase from Bacillus subtilis (BsCotA)

The B. subtilis cotA gene (1542 bp) encodes a laccase of 513 amino acids with no predicted
signal peptide. The recombinant BsCotA was successfully expressed as an intracellular soluble form
in E. coli BL21 (DE3) harboring pET-28a-CotA induced with isopropyl-β-D-thiogalactoside (IPTG)
in the presence of CuSO4. The recombinant protein was purified through immobilized metal affinity
chromatography. The purified BsCotA was ~65 kDa (Figure 1A) on the SDS-PAGE gel, slightly larger
than the calculated 63.8 kDa. The UV–visible spectrum of the purified enzyme (Figure 1B) showed two
peaks at 600 and 330 nm, corresponding to the typical T1 copper (600 nm) center and the T3 binuclear
copper center (330 nm) of a laccase, respectively [24].

As expected, BsCotA displayed activity toward ABTS, DMP, and syringaldazine (SGZ) (Table 1),
the canonical substrates of laccase with structures listed in Table 2 [25–27] with the Km being 178.73,
1.35, and 118.80 µM, and kcat being 7.72, 2.73, and 2.39 s−1.

Table 1. Kinetic parameters of BsCotA.

Substrate kcat (s−1) Km (µM) kcat/Km (M−1·s−1)

ABTS 7.72 ± 0.67 178.73 ± 49.53 (4.56 ± 0.90) × 104

DMP 2.73 ± 0.18 (1.35 ± 0.27) × 103 (2.09 ± 0.31) × 103

SGZ 2.39 ± 0.08 118.80 ± 12.36 (2.04 ± 0.25) × 104
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Figure 1. Biochemical properties of recombinant CotA laccase from Bacillus subtilis (BsCotA). (A) 
Purification of the recombinant BsCotA. Lane 1, Marker; 2, BsCotA. (B) UV–visible spectrum of 
BsCotA. (C) Effect of pH on BsCotA activity. The substrates used were 2,2ʹ-Azino-bis(3-
ethylbenzothiazoline-6-sulfonic acid) (ABTS), 2,6-dimethoxy phenol (2,6-DMP), and syringaldazine 
(SGZ). (D) Effect of temperature on BsCotA activity. (E) pH Stability. (F) Thermostability. For (D–F), 
the activity was assayed using ABTS as the substrate. Each assay was carried out with three 
independent biological replicates. 
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Figure 1. Biochemical properties of recombinant CotA laccase from Bacillus subtilis (BsCotA). (A) Purification
of the recombinant BsCotA. Lane 1, Marker; 2, BsCotA. (B) UV–visible spectrum of BsCotA. (C) Effect of pH
on BsCotA activity. The substrates used were 2,2′-Azino-bis(3-ethylbenzothiazoline-6-sulfonic acid) (ABTS),
2,6-dimethoxy phenol (2,6-DMP), and syringaldazine (SGZ). (D) Effect of temperature on BsCotA activity.
(E) pH Stability. (F) Thermostability. For (D–F), the activity was assayed using ABTS as the substrate. Each
assay was carried out with three independent biological replicates.

Table 2. Model substrates for the laccase and structurally defined chemicals as potential mediators
used in this study.

Class Compound Structure

Laccase Model Substrate

ABTS
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Using ABTS as the substrate, the specific activity of purified BsCotA was 6.7 U/mg. BsCotA was 
stable in the presence of Cu2+, and Co2+ even increased the enzyme activity to 202.8% (Figure S1). 
However, Al3+, Mn2+, and Cr3+ reduced the enzyme activity by 39.6, 25.0, and 31.9%, respectively. 
BsCotA displayed different pH optimums of 5.0, 7.0, and 8.0 for ABTS, DMP, and SGZ, respectively 
(Figure 1C). The optimal temperature of BsCotA was 60 °C, and it had high activity from 40 to 90 °C. 
The enzyme had about 60% activity at 90 °C (Figure 1D). BsCotA was unstable under acidic condition. 
Its residual activity at pH 6.0 was 95.3%, and dramatically decreased to 18.0% at pH 5.0 and only 0.6% 
at pH 2.0. However, there was no loss of enzyme activity (but rather increments of residual activity 
up to 1.9-fold at pH 10.0) at the pH above 7.0 after 1 h of incubation, indicating high stability of 
BsCotA at alkaline conditions (Figure 1E). BsCotA is a thermostable enzyme—it showed 55.2 and 
38.0% activity after 1 h of incubation at 70 and 80 °C, respectively (Figure 1F). The character of high 
pH stability and thermostability is similar to previously reported BsCotA laccases from B. subtilis [28] 
and other Bacillus species [29]. 

2.2. Degradation of Mycotoxins by BsCotA with Structurally Defined Chemical Compounds as Mediators 

A few laccases have been reported with modest ability to degrade one of the two mycotoxins 
AFB1 and ZEN [16,30]. However, only negligible activity was observed for BsCotA under the tested 
condition (Figure 2A). It is well-known that, by utilizing a mediator, laccase can react with more 
recalcitrant compounds with higher redox potentials. Therefore, chemical compounds with a defined 
chemical structure were first screened for a possible mediator role, which may assist in degrading 
AFB1 and ZEN (Table 2). Addition of the chemicals including methyl syringate, caffeic acid, 
syringaldehyde, and vanillin dramatically promoted the degradation of the two mycotoxins by 
BsCotA, as determined by monitoring the disappearance of AFB1 and ZEN. In this screening, the 
highest degradation rate was obtained with methyl syringate (94.2% for AFB1 and 100% for ZEN) in 
a 10 h reaction. The second highest rate was achieved for syringaldehyde, with degradation 
efficiencies of 74.6 and 86.9% for AFB1 and ZEN, respectively (Figure 2A). The least efficient mediator 
was HBT, with degradation rates of 6.6 and 8.2% for AFB1 and ZEN, respectively. However, even in 
the presence of methyl syringate, there was no degradation for DON, OTA, and FB1 (data not shown). 

Vanillic acid
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38.0% activity after 1 h of incubation at 70 and 80 °C, respectively (Figure 1F). The character of high 
pH stability and thermostability is similar to previously reported BsCotA laccases from B. subtilis [28] 
and other Bacillus species [29]. 

2.2. Degradation of Mycotoxins by BsCotA with Structurally Defined Chemical Compounds as Mediators 

A few laccases have been reported with modest ability to degrade one of the two mycotoxins 
AFB1 and ZEN [16,30]. However, only negligible activity was observed for BsCotA under the tested 
condition (Figure 2A). It is well-known that, by utilizing a mediator, laccase can react with more 
recalcitrant compounds with higher redox potentials. Therefore, chemical compounds with a defined 
chemical structure were first screened for a possible mediator role, which may assist in degrading 
AFB1 and ZEN (Table 2). Addition of the chemicals including methyl syringate, caffeic acid, 
syringaldehyde, and vanillin dramatically promoted the degradation of the two mycotoxins by 
BsCotA, as determined by monitoring the disappearance of AFB1 and ZEN. In this screening, the 
highest degradation rate was obtained with methyl syringate (94.2% for AFB1 and 100% for ZEN) in 
a 10 h reaction. The second highest rate was achieved for syringaldehyde, with degradation 
efficiencies of 74.6 and 86.9% for AFB1 and ZEN, respectively (Figure 2A). The least efficient mediator 
was HBT, with degradation rates of 6.6 and 8.2% for AFB1 and ZEN, respectively. However, even in 
the presence of methyl syringate, there was no degradation for DON, OTA, and FB1 (data not shown). 
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stable in the presence of Cu2+, and Co2+ even increased the enzyme activity to 202.8% (Figure S1). 
However, Al3+, Mn2+, and Cr3+ reduced the enzyme activity by 39.6, 25.0, and 31.9%, respectively. 
BsCotA displayed different pH optimums of 5.0, 7.0, and 8.0 for ABTS, DMP, and SGZ, respectively 
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at pH 2.0. However, there was no loss of enzyme activity (but rather increments of residual activity 
up to 1.9-fold at pH 10.0) at the pH above 7.0 after 1 h of incubation, indicating high stability of 
BsCotA at alkaline conditions (Figure 1E). BsCotA is a thermostable enzyme—it showed 55.2 and 
38.0% activity after 1 h of incubation at 70 and 80 °C, respectively (Figure 1F). The character of high 
pH stability and thermostability is similar to previously reported BsCotA laccases from B. subtilis [28] 
and other Bacillus species [29]. 

2.2. Degradation of Mycotoxins by BsCotA with Structurally Defined Chemical Compounds as Mediators 

A few laccases have been reported with modest ability to degrade one of the two mycotoxins 
AFB1 and ZEN [16,30]. However, only negligible activity was observed for BsCotA under the tested 
condition (Figure 2A). It is well-known that, by utilizing a mediator, laccase can react with more 
recalcitrant compounds with higher redox potentials. Therefore, chemical compounds with a defined 
chemical structure were first screened for a possible mediator role, which may assist in degrading 
AFB1 and ZEN (Table 2). Addition of the chemicals including methyl syringate, caffeic acid, 
syringaldehyde, and vanillin dramatically promoted the degradation of the two mycotoxins by 
BsCotA, as determined by monitoring the disappearance of AFB1 and ZEN. In this screening, the 
highest degradation rate was obtained with methyl syringate (94.2% for AFB1 and 100% for ZEN) in 
a 10 h reaction. The second highest rate was achieved for syringaldehyde, with degradation 
efficiencies of 74.6 and 86.9% for AFB1 and ZEN, respectively (Figure 2A). The least efficient mediator 
was HBT, with degradation rates of 6.6 and 8.2% for AFB1 and ZEN, respectively. However, even in 
the presence of methyl syringate, there was no degradation for DON, OTA, and FB1 (data not shown). 
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Using ABTS as the substrate, the specific activity of purified BsCotA was 6.7 U/mg. BsCotA was
stable in the presence of Cu2+, and Co2+ even increased the enzyme activity to 202.8% (Figure S1).
However, Al3+, Mn2+, and Cr3+ reduced the enzyme activity by 39.6, 25.0, and 31.9%, respectively.
BsCotA displayed different pH optimums of 5.0, 7.0, and 8.0 for ABTS, DMP, and SGZ, respectively
(Figure 1C). The optimal temperature of BsCotA was 60 ◦C, and it had high activity from 40 to 90 ◦C.
The enzyme had about 60% activity at 90 ◦C (Figure 1D). BsCotA was unstable under acidic condition.
Its residual activity at pH 6.0 was 95.3%, and dramatically decreased to 18.0% at pH 5.0 and only 0.6%
at pH 2.0. However, there was no loss of enzyme activity (but rather increments of residual activity up
to 1.9-fold at pH 10.0) at the pH above 7.0 after 1 h of incubation, indicating high stability of BsCotA at
alkaline conditions (Figure 1E). BsCotA is a thermostable enzyme—it showed 55.2 and 38.0% activity
after 1 h of incubation at 70 and 80 ◦C, respectively (Figure 1F). The character of high pH stability and
thermostability is similar to previously reported BsCotA laccases from B. subtilis [28] and other Bacillus
species [29].

2.2. Degradation of Mycotoxins by BsCotA with Structurally Defined Chemical Compounds as Mediators

A few laccases have been reported with modest ability to degrade one of the two mycotoxins
AFB1 and ZEN [16,30]. However, only negligible activity was observed for BsCotA under the tested
condition (Figure 2A). It is well-known that, by utilizing a mediator, laccase can react with more
recalcitrant compounds with higher redox potentials. Therefore, chemical compounds with a defined
chemical structure were first screened for a possible mediator role, which may assist in degrading AFB1

and ZEN (Table 2). Addition of the chemicals including methyl syringate, caffeic acid, syringaldehyde,
and vanillin dramatically promoted the degradation of the two mycotoxins by BsCotA, as determined
by monitoring the disappearance of AFB1 and ZEN. In this screening, the highest degradation rate was
obtained with methyl syringate (94.2% for AFB1 and 100% for ZEN) in a 10 h reaction. The second
highest rate was achieved for syringaldehyde, with degradation efficiencies of 74.6 and 86.9% for AFB1

and ZEN, respectively (Figure 2A). The least efficient mediator was HBT, with degradation rates of
6.6 and 8.2% for AFB1 and ZEN, respectively. However, even in the presence of methyl syringate,
there was no degradation for DON, OTA, and FB1 (data not shown).

In the presence of methyl syringate, a time-course analysis indicated that the AFB1 degradation
rate was 44.5% after 30 min, increased steadily to 90.8% at 5 h, and then gradually ascended to 98.0%
after 10 h. The degradation of ZEN was faster than AFB1, with a rate of 100% after 30 min (Figure 2B).

Mycotoxins are thermostable molecules [31]. AFB1 can withstand a temperature as high as
160 ◦C [32] while ZEN is only decomposed by 3.2% after heating at 100 ◦C for 15 min [33]. The AFB1

degradation rate rose from 84.8 to 100% when the reaction temperature changed from 20 to 50 ◦C.
However, at the tested conditions, the ZEN degradation rates remained as 100% from 20 to 80 ◦C
(Figure 2C). AFB1 could be degraded almost completely at the pHs ranging from 6.0 to 10.0 and for
ZEN, this pH range was extended to 5.0 to 10.0. When the pHs were lower (<6.0 for AFB1 and <5.0 for
ZEN) or above 10.0, the degradation rates were inhibited: 12.3 and 19.1% at pH 4.0, 72.3 and 62.2%
at pH 11.0 for AFB1 and ZEN, respectively (Figure 2D). The metal ions K+, Ca2+, Na+, Mg2+, and Li+

had no obvious effect on AFB1 and ZEN degradation since the two mycotoxins were nearly completely
degraded after 10 h (Figure 2E). In contrast, in the presence of Mn2+, Cu2+, Co2+, Cr3+, and Al3+,
AFB1 degradation rates were 86.6, 74.0, 75.2, 2.0, and 0.39% after 10 h of incubation, respectively
(Figure 2E). With these five metal ions, the ZEN degradation rates were 60.8, 11.4, 100, 1.26, and 3.7%,
respectively (Figure 2F). The decrease of mycotoxin degradation rates in Cr3+ and Al3+ was clear to a
larger extent than reduction of the activity of BsCotA on ABTS in the presence of these metals.
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degradation of Aflatoxin B1 (AFB1) and zearalenone (ZEN). (A) Identification of structurally defined 
chemical compounds as effective mediators. AFB1 and ZEN (5 μg/mL each) were individually 
incubated with BsCotA (0.03 U/mL) and one of the mediators (1 mM) in 50 mM Tris–HCl buffer (pH 
7.0) at 30 °C for 10 h. The compounds used were: 1, no compound control; 2, p-coumaric acid; 3, 
syringic acid; 4, vanillin; 5, syringaldehyde; 6, caffeic acid; 7, 1-hydroxybenzotriazole (HBT); 8. gallic 
acid; 9, vanillic acid; 10, methyl syringate. (B) Time-course analysis of AFB1 and ZEN transformation 
by BsCotA in the presence of methyl syringate. AFB1 and ZEN (5 μg/mL each) were individually 
incubated with BsCotA (0.03 U/mL) and 1 mM of methyl syringate in 50 mM Tris–HCl buffer (pH 7.0) 
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Figure 2. Screening structurally defined chemical compounds as a mediator of BsCotA in the degradation
of Aflatoxin B1 (AFB1) and zearalenone (ZEN). (A) Identification of structurally defined chemical
compounds as effective mediators. AFB1 and ZEN (5 µg/mL each) were individually incubated with
BsCotA (0.03 U/mL) and one of the mediators (1 mM) in 50 mM Tris–HCl buffer (pH 7.0) at 30 ◦C for 10 h.
The compounds used were: 1, no compound control; 2, p-coumaric acid; 3, syringic acid; 4, vanillin;
5, syringaldehyde; 6, caffeic acid; 7, 1-hydroxybenzotriazole (HBT); 8. gallic acid; 9, vanillic acid;
10, methyl syringate. (B) Time-course analysis of AFB1 and ZEN transformation by BsCotA in the
presence of methyl syringate. AFB1 and ZEN (5 µg/mL each) were individually incubated with BsCotA
(0.03 U/mL) and 1 mM of methyl syringate in 50 mM Tris–HCl buffer (pH 7.0) at 30 ◦C for 10 h.
The samples were periodically taken for HPLC analysis. Effects of (C) temperature and (D) pH on
AFB1 and ZEN transformation by BsCotA in the presence of methyl syringate. For (C), AFB1 and
ZEN (5 µg/mL each) were individually incubated with BsCotA (0.03 U/mL) and 1 mM of methyl
syringate in 50 mM Tris–HCl buffer (pH 7.0) at a temperature ranging from 20 to 80 ◦C for 10 h. For (D),
the incubation was carried out in a buffer with the pH ranging from 2.0 to 12.0. Impacts of (E) metal
ions on AFB1 and (F) ZEN transformation. AFB1 and ZEN (5 µg/mL each) were individually incubated
with BsCotA (0.03 U/mL) and 1 mM of methyl syringate in 50 mM Tris–HCl buffer (pH 7.0) and one
of the metal ions (10 mM) at 30 ◦C for 10 h. Each assay was carried out with three independent
biological replicates.
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2.3. Degradation of Mycotoxins by BsCotA with Plant Extracts as a Natural Mediator

Although methyl syringate was an efficient mediator assisting degradation of AFB1 and ZEN
by BsCotA, whether plant extracts (complex mixtures of natural chemical compounds) can serve
as an efficient mediator is not known. As a derivative of plants they may be potentially preferred
by the food and feed industries. Therefore, we chose several plant extracts to test their efficacy
in aiding BsCotA to degrade AFB1 and ZEN. Among the tested plant extracts, the Epimedium brevicornu
(epimedium), Lavandula angustifolia (lavender), and Schizonepeta tenuifolia (schizonepeta) extracts
showed similar efficiency by having the degradation rates of 44.9, 47.3, and 47.2% for AFB1 and
38.5, 30.0, and 37.4% for ZEN, respectively (Figure 3A). Not all tested plant extracts is an effective
mediator for BsCotA-mediated mycotoxins degradation. In the absence of BsCotA, only a modest part
of mycotoxins (particularly AFB1) was observed to disappear in HPLC analysis (Figure 3B).
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Figure 3. AFB1 and ZEN degradation by BsCotA using plant extracts as a mediator. (A) Screening
of plant extracts as a mediator of BsCotA in AFB1 and ZEN degradation. AFB1 and ZEN (5 µg/mL
each) were individually incubated with BsCotA (0.03 U/mL) and one of the plant extracts (5 mg/mL)
in 50 mM Tris–HCl buffer (pH 7.0) at 30 ◦C for 10 h. 1, no mediator control; 2, Epimedium brevicornu
extract; 3, Cucumis sativus L. extract; 4, Lavandula angustifolia extract; 5, Asparagus officinalis extract;
6, Schizonepeta tenuifolia extract. (B) AFB1 and ZEN incubated only with plant extracts. AFB1 and ZEN
(5 µg/mL each) were individually incubated only with one of the plant extracts (5 mg/mL) in 50 mM
Tris–HCl buffer (pH 7.0) at 30 ◦C for 10 h. 1, E. brevicornu extract; 2, C. sativus L. extract; 3, L. angustifolia
extract; 4, A. officinalis extract; 5, S. tenuifolia extract. Effects of (C) BsCotA and (D) L. angustifolia extract
concentrations on the transformation rates of AFB1 and ZEN. For (C), AFB1 and ZEN (5 µg/mL each)
were individually incubated with varying concentrations of BsCotA (0.015, 0.03, 0.075, and 0.15 U/mL)
and L. angustifolia extract (5 mg/mL) in 50 mM Tris–HCl buffer (pH 7.0) at 30 ◦C for 10 h. For (D), the two
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mycotoxins (5 µg/mL each) were individually incubated with BsCotA (0.03 U/mL) and L. angustifolia
extract (0.2, 1, 5, and 20 mg/mL) at 30 ◦C for 10 h. Each assay was carried out with three independent
biological replicates.

Using L. angustifolia extract as a representative laccase mediator, it was demonstrated that the
mycotoxins transformation rates were proportional to the concentration of BsCotA and L. angustifolia
extract. With 5 mg/mL of L. angustifolia extract, the degradation rates of AFB1 and ZEN gradually
ascended from 51.0 to 61.5% (for AFB1) or from 28.2 to 44.1% (for ZEN) when the concentration
of BsCotA increased from 0.015 to 0.15 U/mL (Figure 3C). With the same amount of BsCotA (0.03 U/mL),
the degradation rates of AFB1 and ZEN increased from 21.0 to 56.7% for AFB1 or from 8.9 to 33.6%
for ZEN when the L. angustifolia extract was added from 0.2 to 20 mg/mL (Figure 3D).

2.4. Evidence for AFB1 and ZEN Detoxification by BsCotA/Mediator Treatment

To determine if mycotoxins degradation may lead to detoxification, two simplified systems were
employed for AFB1 and ZEN, respectively, which allows a first glimpse of the role of laccase/mediator
treatment. For AFB1, growth of hydra was inspected in a culture containing AFB1 treated or non-treated
with one of the BsCotA/mediators. These mediators, including one structurally defined chemical
(methyl syringate) and four plant extracts (E. brevicornu extract, Cucumis sativus L. (cucumber) extract,
L. angustifolia extract, and S. tenuifolia extract) were selected due to their high mediating efficiencies.
The hydra finally collapsed at 18 h when incubated with non-treated AFB1 (Figure 4A). In contrast,
the hydra remained alive when they were incubated with AFB1-treated with BsCotA in the presence
of methyl syringate, E. brevicornu extract, C. sativus L. extract, L. angustifolia extract, or S. tenuifolia
extract (Figure 4A).
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Figure 4. BsCotA-treated AFB1 and ZEN led to detoxification as determined by using hydra and
BLYES yeast as two model systems. (A) Effects of BsCotA treatment on the toxicity of AFB1 to hydra.
AFB1 (5 µg/mL) was treated with one of the BsCotA (0.03 U/mL) mediator systems in 50 mM Tris–HCl
buffer (pH 7.0) at 30 ◦C for 10 h. 1, no AFB1 control; 2, untreated AFB1; 3–7, AFB1 treated with one
representative structurally defined chemical mediator methyl syringate (3) and four plant extracts
with mediating activity, i.e., E. brevicornu extract (4), C. sativus L. extract (5), L. angustifolia extract (6),
and S. tenuifolia extract (7). (B) Effects of BsCotA treatment on the estrogenic activity of ZEN to the
BLYES yeast. ZEN (5 µg/mL) was treated with one of the BsCotA (0.03 U/mL) mediator systems in
50 mM Tris–HCl buffer (pH 7.0) at 30 ◦C for 10 h. 1, no ZEN control; 2, untreated ZEN; 3–7, ZEN
treated with methyl syringate (3), E. brevicornu extract (4), C. sativus L. extract (5), L. angustifolia extract
(6), and S. tenuifolia extract (7). Each assay was carried out with three independent biological replicates.

ZEN exhibits its toxicity mainly by exerting an estrogenic activity. An engineered Saccharomyces
cerevisiae strain BLYES has an intracellular estrogen receptor which upon the binding of ZEN will
promote emission of bioluminescence [34]. Therefore, BLYES was grown to an optical density of 0.6 and
incubated for 6 h with ZEN treated with or without one of the BsCotA mediators. The non-treated
ZEN was carefully diluted to a concentration where the most sensitive detection of ZEN degradation
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could be achieved (data not shown). With methyl syringate, E. brevicornu extract, C. sativus L. extract,
L. angustifolia extract, and S. tenuifolia extract as mediators, the BsCotA treatment significantly mitigated
the estrogenicity of ZEN as manifested by the significantly lower bioluminescenc (p < 0.01) compared
to the BLYES strain with ZEN alone (Figure 4B). We concluded that, with these simplified model
systems, the BsCotA-mediator systems could at least partially detoxify the AFB1 and ZEN mycotoxins.

2.5. Degradation of AFB1 and ZEN by a Fungal Laccase

To determine if the identified mediators can also be used for other laccases, a publicly available
Ganoderma laccase was tested for AFB1 and ZEN transformation using the structurally defined chemicals
and natural mediators including methyl syringate (1 mM) or one of the five plant extracts (E. brevicornu,
C. sativus L., L. angustifolia, Asparagus officinalis (asparagus), and S. tenuifolia extracts, at 5 mg/mL).
The highest degradation rates for AFB1 and ZEN were obtained with methyl syringate (69.0% and 100%,
respectively) (Figure 5). Except the A. officinalis extract, all other plant extracts achieved transformation
rates of 44.5~59.8% and 38.4~57.8% for AFB1 and ZEN, respectively.
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Figure 5. Degradation of AFB1 and ZEN by the Ganoderma sp. laccase in the presence of a certain
mediator. AFB1 and ZEN (5 µg/mL each) were individually incubated with a Ganoderma sp. laccase
(0.03 U/mL) and 1 mM of methyl syringate or one of the plant extracts (5 mg/mL) at 30 ◦C for 10 h. 1,
no mediator control; 2, methyl syringate; 3, E. brevicornu extract; 4, C. sativus L. extract; 5, L. angustifolia
extract; 6, A. officinalis extract; 7, S. tenuifolia extract. Each assay was carried out with three independent
biological replicates.

3. Discussion

Laccase is widely distributed in fungi, plants, bacteria, and insects [35]. BsCotA, the B. subtilis spore
coat laccase, is responsible for the biosynthesis of the brown spore pigment [26]. The specific activity
of recombinant BsCotA (6.7 U/mg) was similar to the laccase from Klebsiella pneumoniae (7.1 U/mg) [36],
but lower than those of Bacillus pumilus MK001 (73 U/mg) [37] and B. pumilus DSM 27 (200 U/mg) [38].
ABTS, DMP, and SGZ are all substrates of BsCotA, a feature shared by BsCotA and other laccases [39].
The wide substrate specificity is related to a flexible lid-like region close to the substrate-binding site
mediating substrate accessibility [40]. Apparently, the pH optimums of BsCotA were largely different,
with 5.0 for ABTS, 7.0 for DMP, and 8.0 for SGZ, respectively. The shift of pH optimum against another
substrate has also been observed for the Bacillus licheniformis LS04 laccase (pH 4.2, 6.6, and 6.2 for
ABTS, DMP, and SGZ, respectively) [29] and the Thermus sp. 2.9 laccase (pH 5.0 and 6.0 for ABTS
and DMP, respectively) [41]. One prominent feature of the BsCotA laccase is its thermo-tolerance
and resistance to alkaline pH. Although it lost 95.6% of its activity after 1 h of incubation at pH 3.0,
its activity increased significantly after BsCotA was incubated at pH ranging from 7.0 to 12.0 [29,42].
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Alkaline pH-stimulated activity has been reported for several laccases; however, the reason remains
unknown [29,42,43].

Unlike the many bacterial laccases that are produced in an insoluble form [24,44], the BsCotA
laccase gene was successfully expressed in E. coli in a soluble and active form. In combination with the
merits of high thermostability and pH stabillity, BsCotA appears to be an ideal model for studying
laccase-mediated mycotoxins degradation. Our initial assessment of five major mycotoxins (AFB1, ZEN,
DON, OTA, and FB1) revealed that only AFB1 and ZEN, but not the other three mycotoxins, can be
degraded by BsCotA (data not shown). However, even for AFB1 and ZEN, the degradation rates were
as low as 1.7 and 1.6%, respectively. This is similar to the P. eryngii laccase Ery4, which has no noticeable
activity on mycotoxins in the absence of a mediator [23], but in contrast to the Trametes versicolor laccase,
which can directly act on AFB1 [15]. Therefore, the character of a laccase significantly impacts on its
direct degradation of mycotoxins, with the underlying mechanism awaiting further elucidation.

Mediators can expand the scope of a laccase and the laccase-mediator system (LMS) has been widely
used to degrade organics [45,46]. Nevertheless, despite a previous achievement [23], much remains
unknown about the use of a mediator (especially natural mediators) in combination with a laccase
to degrade mycotoxins. The current analyses indicated that a range of compounds, either structurally
defined or as naturally occurring complex mixtures, could act as mediators to assist AFB1 and ZEN
degradation. Some structurally defined chemicals, including syringaldehyde, p-coumaric acid, and HBT
have been reported to mediate AFB1 and ZEN degradation by the Ery4 laccase from P. eryngii, albeit with
much lower efficiency for AFB1 [23]. One reason for the observed discrepancy in degradation efficiencies
could be from the different pH values of the reaction systems, i.e., pH 7.0 in our study (Figure 2D)
and pH 5.0 in the previous investigation. However, the specific combination of laccase/mediator may
also be one factor affecting the degradation efficiency. For example, our findings identified novel
structurally defined chemical mediators in addition to reported ones, with methyl syringate having
strikingly high efficiency to mediate AFB1 and ZEN degradation by BsCotA when compared with
the published mediators (Figure 2A). Moreover, the Ganoderma sp. laccase/methyl syringate was less
efficient in AFB1 degradation (compare Figures 2A and 5), although the redox potential of a fungal
laccase is commonly known to be higher than that of a bacterial laccase. This is also suggestive
of the importance of specific combinations of a laccase/mediator system. Again, the P. eryngii Ery4
laccase/mediator can degrade FB1 and OTA [23], which was nevertheless not observed in our study for
both the bacterial (BsCotA) and fungal (Ganoderma sp.) laccases (data not shown). This phenomenon
merits further investigation. In addition, while our study clearly indicated that both bacterial and
fungal laccases can be used in mycotoxins degradation, the discrepancy in the ability and efficiency
of mycotoxin degradation points to the necessity of screening various laccases (and their combination
with a mediator) to obtain one with desirable degrading properties.

Most of the mediators tested in this study have a phenolic structure, while HBT is a =N–OH
type of mediator [47]. However, they all use a hydrogen-atom transfer (HAT) mechanism to mediate
degradation [48]. Note that, although the degradation rates of AFB1 and ZEN was similar in the
presence of part of the tested mediators (p-coumaric, syringic acid, syringaldehyde, caffeic acid, HBT,
and methyl syringate), the rates were much different in the presence of rest of them (vanillin, gallic acid,
and vanillic acid). Syringic acid/syringaldehyde/methyl syringate and vanillin/vanillic acid share
similar structures. Therefore, it is possible that there are structural determinants associated with
the differentiated degradation rates. Comparing the structures of syringic acid, syringaldehyde,
and methyl syringate suggested that the existence of a methyl group could facilitate electron abstraction
from the mediator [18]. Analyzing the laccase catalyzed degradation products of AFB1 and ZEN in the
presence of methyl synringate as a representative mediator is under way.

Plant extracts consist of a wealth of naturally synthesized phenol or aniline derivative
compounds [20]. With the success in screening of structurally defined chemical mediators, it is
hypothesized that some plant extracts may also have the ability to mediate degradation of AFB1 and
ZEN. Four out of five tested plant extracts turned out to be indeed effective in mediating AFB1 and
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ZEN degradation. Among the four plants, C. sativus L. is edible while the other three have been
widely used in Chinese traditional medicine [49–51]. Therefore, the combination of a laccase/natural
compound combination has potential in treating AFB1- and ZEN-contaminated food and feed. Note,
it has to be pointed out that the current evaluation of toxicity of degradation products used hydra and
yeast systems, which are much simplified and cannot represent the true scenarios where mycotoxins
exert their roles in vivo. Therefore, it undoubtedly requires systematic determination of the toxicity
of degradation products using the mammalian cells and even animals as models for the realization
of using laccase/mediator systems in the detoxification of AFB1 and ZEN. It is also expected that the
diversity and complexity of plant extracts provide a possibility to identify a plant extract(s) (or possibly,
one or more of their component chemicals) of high activity in mediating AFB1 and ZEN degradation
without generating toxic products.

Note, compared to methyl syringate, the rates of degradation were low for all four plant extracts
even when the concentrations of the laccase and plant extracts were increased. It is expected that,
by screening more plant extracts, highly efficient natural mediators may be obtained. In addition,
two laccases have been reported to synergize in decolorization of indigo carmine [52] and mediators
can also synergize in assisting the removal of pentachlorophenol by a laccase [53]. Herein, we have
demonstrated that a fungal laccase can also be used to degrade AFB1 and ZEN. While this discovery
proved our hypothesis that degradation of mycotoxins is applicable to laccases of both bacterial
and fungal origins, with the knowledge of synergy among laccases and mediators, by carefully
selecting the laccase and mediator components, it is possible that the efficiency of using plant extracts
can be much improved. Since laccase is classified in a large while still expanding CAZy family
(Auxiliary Activity Family 1, http://www.cazy.org/AA1.html), the current finding will help discovery
of new, robust enzymes in mycotoxin degradation. In facing the worldwide challenge of controlling
mycotoxin contamination, the present study offers an opportunity of using a limited number of enzymes
such as laccase to simultaneously degrade multiple and much differing mycotoxins, specifically AFB1

and ZEN in this investigation.

4. Conclusions

In summary, the B. subtilis CotA laccase was heterologously expressed in E. coli in a biologically
active form. BsCotA possesses high thermostability and resistance to alkaline pH. Using methyl
syringate as a mediator, BsCotA is very efficient in AFB1 and ZEN degradation. In addition, four out
of five tested natural plant extracts could also be used as a mediator of BsCotA for the degradation
of these two mycotoxins, albeit with a lower efficiency. A commercially available laccase of fungal origin
could also degrade the two mycotoxins. Our study hints the potential of using the laccase-mediator
system, particularly with plant extracts as a mediator, to simultaneously degrade AFB1 and ZEN
contaminants in food and feed.

5. Materials and Methods

5.1. Chemicals and Other Materials

Aflatoxin B1 (AFB1), zearalenone (ZEN), deoxynivalenol (DON), 2,2’-azino-bis(3-ethylbe
nzothiazoline-6-sulphonic acid (ABTS), 2,6-dimethoxy phenol (DMP), syringaldazine (SGZ), and methyl
syringate were purchased from Sigma-Aldrich (St. Louis, MO, USA). FB1 (fumonisin B1) and OTA
(ocharatoxin A) were purchased from Pribolab (Beijing, China). DNA polymerase, T4 ligase, acetonitrile,
and trifluoroacetic acid were purchased from Thermo Fisher Scientific (Waltham, MA, USA). Vanillin,
p-coumaric, syringic acid, syringaldehyde, caffeic acid, 1-hydroxybenzotriazole (HBT), gallic acid,
isopropyl-β-D-thiogalactoside (IPTG), and kanamycin were purchased from Solarbio (Beijing, China).
Ni-NTA agarose was purchased from QIAGEN (Hilden, Germany). The fungal laccase from Ganoderma
sp. was purchased from Sunson (Yinchuan, Ningxia, China). Plant extracts from E. brevicornu,
C. sativus L., L. angustifolia, A. officinalis, and S. tenuifolia were purchased from Ciyuan Biotech

http://www.cazy.org/AA1.html
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(Xi’an, Shanxi, China). All other chemicals were of analytical grade or chromatographically pure,
and were commercially available.

5.2. Bacterial Strains and Culture Conditions

Bacillus subtilis 168 was maintained on Luria-Bertani (LB) slants at 4 ◦C in our lab. The Escherichia
coli XL10 was used for gene cloning and plasmid propagation. The E. coli BL21 (DE3) strain was used
for expression of the laccase. The B. subtilis and E. coli strains were cultivated at 37 ◦C with constant
shaking at 220 rpm in Luria-Bertani (LB) broth.

5.3. Cloning, Expression, and Purification of Recombinant BsCotA

The cotA gene was amplified by polymerase chain reaction (PCR) using the primer pair
of BsCotA-F (5′-GCTGAATTCACACTTGAAAAATTTGTGGATGC-3′) and BsCotA-R (5′-GCTGC
GGCCGCTTTATGGGGATCAGTTATATC-3’) from the genomic DNA of B. subtilis. The amplified
product was gel purified and restriction digested with EcoRI and NotI and ligated into the pre-digested
pET-28a(+) vector to obtain pET-28a-CotA. The recombinant plasmid was transformed into E. coli BL21
(DE3) competent cells for gene expression. The E. coli BL21(DE3) strains harboring pET-28a-CotA
were cultured in LB medium supplemented with 50 µg/mL of kanamycin at 37 ◦C overnight with
shaking at 220 rpm. The pre-culture was then inoculated into 200 mL fresh LB medium and the
culture was continued at 37 ◦C for approximately 2 h. When the optical density at 600 nm (OD600)
reached 0.6–0.8, the cells were induced with 0.5 mM IPTG and 2 mM CuSO4. The temperature was
changed to 16 ◦C and the culture was continued for 15 h for induction of BsCotA expression. Cells were
harvested by centrifugation (12, 000 × g, 10 min, 4 ◦C) and the pellets was re-suspended in a binding
buffer (50 mM Na2HPO4–NaH2PO4 buffer, 500 mM NaCl and 20 mM imidazole, pH 7.5). Cells were
disrupted by ultrasonication, followed by centrifugation (12,000 × g, 20 min, 4 ◦C) to remove cell debris.
The soluble extract was passed through a Ni-affinity column resin, then the resin was washed with
50 mM Na2HPO4–NaH2PO4 buffer (pH 7.5) containing 500 mM NaCl and 20 mM imidazole to remove
the non-specifically bound proteins. The bound BsCotA was eluted with 50 mM Na2HPO4–NaH2PO4

buffer (pH 7.5) containing 500 mM NaCl and 40/60/80/100/200/300/500 mM imidazole. The eluted
fractions containing pure BsCotA were pooled and changed to a protein storage buffer (50 mM Tris–HCl
buffer, 150 mM NaCl, pH 7.5) by ultrafiltration.

5.4. Determining the Laccase Activity

The laccase activity was measured by monitoring the oxidation of 1 mM ABTS (ε420 = 36,000 M−1
·cm−1)

in a 50 mM sodium acetate buffer (pH 4.8). The absorbance was measured at 420 nm for 3 min by
incubating the samples at 30 ◦C. One unit (1 U) of laccase activity was defined as the amount of enzyme
that produced 1 µmol of product per minute under the standard assay conditions.

5.5. Biochemical Characterization of Recombinant BsCotA

The purified BsCotA in 50 mM Tris–HCl buffer (pH 7.5) was first scanned for absorbance at
300–700 nm with a UV–vis spectrometer (Biotek Winooski, VT, USA) at room temperature. One mM each
of ABTS, DMP (ε470 = 49, 600 M−1

·cm−1), and SGZ (ε530 = 65,000 M−1
·cm−1) were used in determining

the optimal pH of BsCotA at 30 ◦C. The buffers used were 100 mM Na2HPO4–citric acid (pH 3.0
to 7.0), 100 mM Tris-HCl buffer (pH 7.0 to 9.0), and 100 mM glycine–NaOH buffer (pH 9.0 to 10.0).
The pH stability of BsCotA was determined at 20 ◦C by incubating the appropriately diluted enzyme
in buffers from pH 2.0 to 12.0 for 1 h. The residual activity was measured using ABTS as the substrate.
The optimal temperature of BsCotA was examined at its optimal pH (for ABTS) at varying temperatures
ranging from 30 to 90 ◦C. The thermostability of BsCotA was investigated at temperatures ranging
from 20 ◦C to 80 ◦C by incubating the appropriately diluted enzyme in 100 mM Na2HPO4–citric acid
buffer (pH 6.0) for various time periods. The samples were collected at 0.25, 0.5, 1, 2, 4, and 8 h and the
residual activities were measured.
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The effect of various metal ions (Al3+, Mn2+, Cu2+, Co2+, Cr3+) on the laccase activity of BsCotA
was measured by adding 1 mM each of the metal ions to the reaction system. The kinetic parameters
of purified BsCotA were determined at its optimal pH at 30 ◦C using different concentrations of ABTS
(0.05–4 mM, pH 5.0), DMP (0.1–16 mM, pH 7.0), or SGZ (0.05–1 mM, pH 8.0), respectively. The kinetic
parameters were calculated by non-linear regression fitting of the data to the Michaelis–Menten
equation using GraphPad Prism 5 (Version 5; GraphPad Prism, La Jolla, CA, USA, 2016).

5.6. Mycotoxins Degradation by the Laccase/Mediator Systems

To prepare plant extracts, grinded plant powders were mixed with water, shaken at 150 rpm for
1 h, and then centrifuged at 12,000 × g for 5 min at 4 ◦C to remove the debris. BsCotA (0.03 U/mL
against ABTS, the same amount applicable to the Ganoderma sp. laccase) was incubated with each of the
five major mycotoxins (AFB1 and ZEN, 5 µg/mL; DON and FB1, 10 µg/mL; OTA, 50 µg/mL) in 50 mM
Tris–HCl buffer (pH 7.0) supplemented with one of the structurally defined chemicals (p-coumarate,
syringic acid, vanillin, syringaldehyde, caffeic acid, HBT, gallic acid, methyl syringate, or vanillic
acid, 1 mM for each) or plant extracts from E. brevicornu, C. sativus L., L. angustifolia, A. officinalis,
or S. tenuifolia (5 mg/mL each). Each reaction was repeated three times.

For BsCotA-methyl syringate degradation of AFB1 and ZEN, a time-course analysis was carried
out at 30 ◦C by periodically taking out the samples, in which three volumes of DMSO were added
to terminate the reaction. to investigate the effect of pH on AFB1 and ZEN transformation by
BsCotA, the reaction was performed for 10 h in different pH buffers using methyl syringate as the
mediator. The buffers were 100 mM glycine–HCl buffer (pH 2.0), 100 mM Na2HPO4–citric acid
buffer (pH 3.0 to 7.0), 100 mM Tris–HCl buffer (pH 7.0 to 9.0), and 100 mM glycine–NaOH buffer
(pH 9.0 to 12.0), respectively. to investigate the effect of temperature on AFB1 and ZEN transformation
in the BsCotA-mediator (methyl syringate) system, the reactions were performed for 10 h at different
temperatures ranging from 20 to 80 ◦C. The effect of metal ions (K+, Ca2+, Na+, Mg2+, Al3+, Li+, Mn2+,
Cu2+, Co2+, and Cr3+) on the mycotoxins transformation was also studied. The metal ions (10 mM
each) were individually added to the reaction system with BsCotA–methyl syringate. The effect
of enzyme and mediator (L. angustifolia extract) concentrations on AFB1 and ZEN transformation were
also studied by varying the BsCotA concentration from 0.015 to 0.15 U/mL and the L. angustifolia extract
from 0.2 to 20 mg/mL. Each reaction was repeated three times.

5.7. Hydra Assay

The hydras were maintained clean and free from bacteria and fungi contamination by treating
them with dilute iodine solution (2.7 µg/mL). The assay was performed by exposing the hydra to AFB1

treated or non-treated with BsCotA and one of the mediators. Fifty µg/mL of AFB1 were incubated
with a BsCotA (0.03 U/mL) mediator system in 50 mM Tris–HCl buffer (pH 7.0). The reaction was
carried out at 30 ◦C for 10 h. Each test dish contained 1 mL of test solution and three normal healthy
hydra. The hydras were observed under a Carl Zeiss Axio Vert.A1. microscope (Jena, Germany).
The hydras were examined for signs of toxicity at 0, 4, and 18 h, respectively. The toxic endpoint was
determined by the “tulip” or “disintegration” stage of the hydra [54].

5.8. BLYES Assay

The S. cerevisiae BLYES strain was inoculated into 30 mL yeast minimal medium ((NH4)2SO4)
1.7 g/L, CuSO4 12 mg/L, FeSO4 684 µg/L, KH2PO4 11.6 g/L, KOH 3.6 g/L, MgSO4 171 µg/L, D-(+)-glucose
20 g/L, biotin 20µg/L, pantothenic acid 400µg/L, inositol 1 mg/L, pyridoxine 400µg/L, thiamine 400µg/L,
adenine 42.7 mg/L, arginine HCl 17.1 mg/L, aspartic acid 100 mg/L, glutamic acid 85.5 mg/L,
histidine 42.73 mg/L, isoleucine 25.64 mg/L, lysine HCl 25.64 mg/L, methionine 17.1 mg/L, phenylalanine
21.4 mg/L, serine 320.4 mg/L, threonine 192 mg/L, tyrosine 25.7 mg/L) in a baked 250 mL glass flask.
The cells were cultured at 28 ◦C with constant shaking at 200 rpm to an OD600 of 0.6. ZEN (5 µg/mL)
was treated with one of the BsCotA-mediator systems. Appropriately diluted reaction products were
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mixed with 200 µL BLYES and the estrogenicity was checked by measuring the bioluminescence of the
cells collected 4 to 8 h post treatment [34]. Each reaction was repeated three times.

5.9. HPLC Analysis

Degradation of AFB1 and ZEN was analyzed through HPLC using a SHIMADZU 20A series
instrument (Shimadzu, Kyoto, Japan) with an Agilent ZORBAX SB-C18 column (5 µm, 4.6 mm × 250 mm)
(Agilent, Santa Clara, CA, USA). The elution condition for AFB1 and ZEN was set as no acetonitrile
(ACN), 4 min; 0–100% ACN, 25 min; 100% ACN, 6 min, at a flow rate of 0.8 mL/min. AFB1 and ZEN were
monitored at 365 nm or 316 nm [55,56], respectively. The degradation percentage was calculated using the
following formula: mycotoxin degradation (%) = (Scontrol − Ssample/Scontrol) × 100%, where Scontrol and
Ssample were the peak areas of the mycotoxins in the control and sample, respectively [30].

5.10. Statistical Analyses

The software SPSS 17.0 developed by IBM (Version 17.0; IBM, Armonk, NY, USA, 2008) was used
for statistical analysis of the data.

Supplementary Materials: Supplementary materials can be found at http://www.mdpi.com/2072-6651/11/10/609/
s1. Figure S1: Activity of BsCotA in the presence of metal ions.

Author Contributions: X.W. conducted experiments and wrote the manuscript. Y.B., H.H., T.T., Y.W. (Yuan Wang),
Y.W. (Yaru Wang) and H.L. conducted experiments. B.Y. and X.S. conceived and designed the research. All authors
contributed to data analyses and results interpretation.

Funding: This study was supported by Central Public-interest Scientific Institution Basal Research Fund of China
(No. Y2019XK03), a grant from the National Natural Science Foundation of China (31672458), the National Key
R&D Program of China (2016YFD050140902), the Chinese Academy of Agricultural Science and Technology
Innovation Project (CAAS-XTCX2016011), the National Chicken Industry Technology System of China (CARS-41),
and the Elite Youth Program of Chinese Academy of Agricultural Sciences.

Conflicts of Interest: The authors declare no conflict of interest.

Abbreviations

AFB1 Aflatoxin B1
ZEN Zearalenone
DON Deoxynivalenol
FB1 Fumonisin B1

References

1. Broom, L. Mycotoxins and the intestine. Anim. Nutr. 2015, 1, 262–265. [CrossRef] [PubMed]
2. Ji, C.; Fan, Y.; Zhao, L. Review on biological degradation of mycotoxins. Anim. Nutr. 2016, 2, 127–133.

[CrossRef] [PubMed]
3. Guan, S.; Zhou, T.; Yin, Y.; Xie, M. Microbial strategies to control aflatoxins in food and feed. World Mycotoxin J.

2011, 4, 413–424. [CrossRef]
4. Mitchell, N.J.; Bowers, E.; Hurburgh, C.; Wu, F. Potential economic losses to the US corn industry from

aflatoxin contamination. Food Addit. Contam. Part A Chem. Anal. Control Expo. Risk Assess. 2016, 33, 540–550.
[CrossRef]

5. Zhou, G.; Chen, Y.; Kong, Q.; Ma, Y.; Liu, Y. Detoxification of aflatoxin B1 by Zygosaccharomyces rouxii with
solid state fermentation in peanut meal. Toxins 2017, 9, 42. [CrossRef]

6. Nielsen, L.K.; Cook, D.J.; Edwards, S.G.; Ray, R.V. The prevalence and impact of Fusarium head blight
pathogens and mycotoxins on malting barley quality in UK. Int. J. Food Microbiol. 2014, 179, 38–49. [CrossRef]

7. Stoev, S.D. Foodborne mycotoxicoses, risk assessment and underestimated hazard of masked mycotoxins
and joint mycotoxin effects or interaction. Environ. Toxicol. Pharmacol. 2015, 39, 794–809. [CrossRef]

8. Gromadzka, K.; Waskiewicz, A.; Chelkowski, J.; Golinski, P. Zearalenone and its metabolites: Occurrence,
detection, toxicity and guidelines. World Mycotoxin J. 2008, 1, 209–220. [CrossRef]

http://www.mdpi.com/2072-6651/11/10/609/s1
http://www.mdpi.com/2072-6651/11/10/609/s1
http://dx.doi.org/10.1016/j.aninu.2015.11.001
http://www.ncbi.nlm.nih.gov/pubmed/29766989
http://dx.doi.org/10.1016/j.aninu.2016.07.003
http://www.ncbi.nlm.nih.gov/pubmed/29767078
http://dx.doi.org/10.3920/WMJ2011.1290
http://dx.doi.org/10.1080/19440049.2016.1138545
http://dx.doi.org/10.3390/toxins9010042
http://dx.doi.org/10.1016/j.ijfoodmicro.2014.03.023
http://dx.doi.org/10.1016/j.etap.2015.01.022
http://dx.doi.org/10.3920/WMJ2008.x015


Toxins 2019, 11, 609 15 of 17

9. Schoevers, E.J.; Santos, R.R.; Colenbrander, B.; Fink-Gremmels, J.; Roelen, B.A.J. Transgenerational toxicity
of zearalenone in pigs. Reprod. Toxicol. 2012, 34, 110–119. [CrossRef]

10. Zinedine, A.; Soriano, J.M.; Molto, J.C.; Manes, J. Review on the toxicity, occurrence, metabolism, detoxification,
regulations and intake of zearalenone: An oestrogenic mycotoxin. Food Chem. Toxicol. 2007, 45, 1–18.
[CrossRef]

11. Fernández Juri, M.G.; Dalcero, A.M.; Magnoli, C.E. In vitro aflatoxin B1 binding capacity by two Enterococcus
faecium strains isolated from healthy dog faeces. J. Appl. Microbiol. 2015, 118, 574–582. [CrossRef] [PubMed]

12. Yu, Y.; Wu, H.; Tang, Y.; Qiu, L. Cloning, expression of a peroxiredoxin gene from Acinetobacter sp. SM04 and
characterization of its recombinant protein for zearalenone detoxification. Microbiol. Res. 2012, 167, 121–126.
[CrossRef] [PubMed]

13. Reiss, R.; Ihssen, J.; Richter, M.; Eichhorn, E.; Schilling, B.; Thöny-Meyer, L. Laccase versus laccase-like
multi-copper oxidase: a comparative study of similar enzymes with diverse substrate spectra. PLoS ONE
2013, 8, e65633. [CrossRef] [PubMed]

14. Karami, C.; Taher, M.A. A catechol biosensor based on immobilizing laccase to Fe3O4@ Au core-shell
nanoparticles. Int. J. Biol. Macromol. 2019, 129, 84–90. [CrossRef]

15. Alberts, J.F.; Gelderblom, W.C.A.; Botha, A.; Van Zyl, W.H. Degradation of aflatoxin B1 by fungal laccase
enzymes. Int. J. Food Microbiol. 2009, 135, 47–52. [CrossRef]

16. Banu, L.; Lupu, A.; Aprodu, L. Degradation of zearalenone by laccase enzyme. Sci. Study Res. Chem. Chem.
Eng. Biotechnol. Food Ind. 2013, 14, 79–84.

17. Jones, S.M.; Solomon, E.I. Electron transfer and reaction mechanism of laccases. Cell. Mol. Life Sci. 2015, 72,
869–883. [CrossRef]

18. Arzola, K.G.; Arévalo, M.C.; Falcón, M.A. Catalytic efficiency of natural and synthetic compounds used
as laccase-mediators in oxidising veratryl alcohol and a kraft lignin, estimated by electrochemical analysis.
Electrochim. Acta 2009, 54, 2621–2629. [CrossRef]

19. Couto, S.R.; Herrera, J.L.T. Industrial and biotechnological applications of laccases: A review. Biotechnol.
Adv. 2006, 24, 500–513. [CrossRef]

20. Liang, S.; Luo, Q.; Huang, Q. Degradation of sulfadimethoxine catalyzed by laccase with soybean meal
extract as natural mediator: Mechanism and reaction pathway. Chemosphere 2017, 181, 320–327. [CrossRef]

21. Camarero, S.; Garcıa, O.; Vidal, T.; Colom, J.; del Rıo, J.C.; Gutiérrez, A.; Gras, J.M.; Monje, R.; Martınez, M.J.;
Martınez, Á.T. Efficient bleaching of non-wood high-quality paper pulp using laccase-mediator system.
Enzym. Microb. Technol. 2004, 35, 113–120. [CrossRef]

22. Riva, S. Laccases: Blue enzymes for green chemistry. Trends Biotechnol. 2006, 24, 219–226. [CrossRef]
[PubMed]

23. Loi, M.; Fanelli, F.; Cimmarusti, M.T.; Mirabelli, V.; Haidukowski, M.; Logrieco, A.F.; Caliandro, R.; Mule, G.
In vitro single and combined mycotoxins degradation by Ery4 laccase from Pleurotus eryngii and redox
mediators. Food Control 2018, 90, 401–406. [CrossRef]

24. Martins, L.O.; Soares, C.M.; Pereira, M.M.; Teixeira, M.; Costa, T.; Jones, G.H.; Henriques, A.O. Molecular
and biochemical characterization of a highly stable bacterial laccase that occurs as a structural component
of the Bacillus subtilis endospore coat. J. Biol. Chem. 2002, 277, 18849–18859. [CrossRef]

25. Grass, G.; Rensing, C. CueO is a multi-copper oxidase that confers copper tolerance in Escherichia coli. Biochem.
Biophys. Res. Commun. 2001, 286, 902–908. [CrossRef]

26. Hullo, M.F.; Moszer, I.; Danchin, A.; Isabelle, M.-V. CotA of Bacillus subtilis is a copper-dependent laccase.
J. Bacteriol. 2001, 183, 5426–5430. [CrossRef]

27. Johannes, C.; Majcherczyk, A. Laccase activity tests and laccase inhibitors. J. Biotechnol. 2000, 78, 193–199.
[CrossRef]

28. Wang, C.L.; Cui, D.Z.; Lu, L.; Zhang, N.; Yang, H.Y.; Zhao, M.; Dai, S.J. Cloning and characterization of CotA
laccase from Bacillus subtilis WD23 decoloring dyes. Ann. Microbiol. 2016, 66, 461–467. [CrossRef]

29. Lu, L.; Wang, T.N.; Xu, T.F.; Wang, J.Y.; Wang, C.L.; Zhao, M. Cloning and expression of thermo-alkali-stable
laccase of Bacillus licheniformis in Pichia pastoris and its characterization. Bioresour. Technol. 2013, 134, 81–86.
[CrossRef]

30. Loi, M.; Fanelli, F.; Zucca, P.; Liuzzi, V.; Quintieri, L.; Cimmarusti, M.; Monaci, L.; Haidukowski, M.;
Logrieco, A.; Sanjust, E.; et al. Aflatoxin B1 and M1 degradation by Lac2 from Pleurotus pulmonarius and
redox mediators. Toxins 2016, 8, 245. [CrossRef]

http://dx.doi.org/10.1016/j.reprotox.2012.03.004
http://dx.doi.org/10.1016/j.fct.2006.07.030
http://dx.doi.org/10.1111/jam.12726
http://www.ncbi.nlm.nih.gov/pubmed/25495538
http://dx.doi.org/10.1016/j.micres.2011.07.004
http://www.ncbi.nlm.nih.gov/pubmed/21885267
http://dx.doi.org/10.1371/journal.pone.0065633
http://www.ncbi.nlm.nih.gov/pubmed/23755261
http://dx.doi.org/10.1016/j.ijbiomac.2019.02.015
http://dx.doi.org/10.1016/j.ijfoodmicro.2009.07.022
http://dx.doi.org/10.1007/s00018-014-1826-6
http://dx.doi.org/10.1016/j.electacta.2008.10.059
http://dx.doi.org/10.1016/j.biotechadv.2006.04.003
http://dx.doi.org/10.1016/j.chemosphere.2017.04.100
http://dx.doi.org/10.1016/j.enzmictec.2003.10.019
http://dx.doi.org/10.1016/j.tibtech.2006.03.006
http://www.ncbi.nlm.nih.gov/pubmed/16574262
http://dx.doi.org/10.1016/j.foodcont.2018.02.032
http://dx.doi.org/10.1074/jbc.M200827200
http://dx.doi.org/10.1006/bbrc.2001.5474
http://dx.doi.org/10.1128/JB.183.18.5426-5430.2001
http://dx.doi.org/10.1016/S0168-1656(00)00208-X
http://dx.doi.org/10.1007/s13213-015-1128-8
http://dx.doi.org/10.1016/j.biortech.2013.02.015
http://dx.doi.org/10.3390/toxins8090245


Toxins 2019, 11, 609 16 of 17

31. Kabak, B.; Var, I. Factors affecting the removal of aflatoxin M1 from food model by Lactobacillus and
Bifidobacterium strains. J. Environ. Sci. Health B 2008, 43, 617–624. [CrossRef] [PubMed]

32. Raters, M.; Matissek, R. Thermal stability of aflatoxin B1 and ochratoxin A. Mycotoxin Res. 2008, 24, 130–134.
[CrossRef] [PubMed]

33. Ryu, D.; Hanna, M.A.; Eskridge, K.M.; Bullerman, L.B. Heat stability of zearalenone in an aqueous buffered
model system. J. Agric. Food Chem. 2003, 51, 1746–1748. [CrossRef] [PubMed]

34. Krifaton, C.; Kriszt, B.; Risa, A.; Szoboszlay, S.; Cserháti, M.; Harkai, P.; Eldridge, M.; Wang, J.; Kukolya, J.
Application of a yeast estrogen reporter system for screening zearalenone degrading microbes. J. Hazard. Mater.
2013, 244, 429–435. [CrossRef]

35. Giardina, P.; Faraco, V.; Pezzella, C.; Piscitelli, A.; Vanhulle, S.; Sannia, G. Laccases: A never-ending story.
Cell. Mol. Life Sci. 2010, 67, 369–385. [CrossRef]

36. Liu, Y.; Huang, L.; Guo, W.; Jia, L.; Fu, Y.; Gui, S.; Lu, F. Cloning, expression, and characterization
of a thermostable and pH-stable laccase from Klebsiella pneumoniae and its application to dye decolorization.
Process Biochem. 2017, 53, 125–134. [CrossRef]

37. Kumar, S.; Jain, K.K.; Rani, S.; Bhardwaj, K.N.; Goel, M.; Kuhad, R.C. In-vitro refolding and characterization
of recombinant laccase (CotA) from Bacillus pumilus MK001 and its potential for phenolics degradation.
Mol. Biotechnol. 2016, 58, 789–800. [CrossRef]

38. Reiss, R.; Ihssen, J.; Thöny-Meyer, L. Bacillus pumilus laccase: A heat stable enzyme with a wide substrate
spectrum. BMC Biotechnol. 2011, 11, 9. [CrossRef]

39. Basheer, S.; Rashid, N.; Akram, M.S.; Akhtar, M. A highly stable laccase from Bacillus subtilis strain R5:
Gene cloning and characterization. Biosci. Biotechnol. Biochem. 2019, 83, 436–445. [CrossRef]

40. Meng, Y.T.; Zheng, Y.M.; Zhang, L.M.; He, J.Z. Biogenic Mn oxides for effective adsorption of Cd from aquatic
environment. Environ. Pollut. 2009, 157, 2577–2583. [CrossRef]

41. Navas, L.E.; Martinez, F.D.; Taverna, M.E.; Fetherolf, M.M.; Eltis, L.D.; Nicolau, V.; Estenoz, D.; Campos, E.;
Benintende, G.B.; Berretta, M.F. A thermostable laccase from Thermus sp. 2.9 and its potential for delignification
of Eucalyptus biomass. AMB Express 2019, 9, 24. [CrossRef] [PubMed]

42. Guan, Z.; Song, C.; Zhang, N.; Zhou, W.; Xu, C.; Zhou, L.; Zhao, H.; Cai, Y.; Liao, X. Overexpression,
characterization, and dye-decolorizing ability of a thermostable, pH-stable, and organic solvent-tolerant
laccase from Bacillus pumilus W3. J. Mol. Catal. B Enzym. 2014, 101, 1–6. [CrossRef]

43. Wang, T.N.; Lu, L.; Wang, J.Y.; Xu, T.F.; Li, J.; Zhao, M. Enhanced expression of an industry applicable CotA
laccase from Bacillus subtilis in Pichia pastoris by non-repressing carbon sources together with pH adjustment:
Recombinant enzyme characterization and dye decolorization. Process Biochem. 2015, 50, 97–103. [CrossRef]

44. Fang, Z.M.; Zhou, P.; Chang, F.; Yin, Q.; Fang, W.; Yuan, J.; Zhang, X.C.; Xiao, Y.Z. Structure-based rational
design to enhance the solubility and thermostability of a bacterial laccase Lac15. PLoS ONE 2014, 9, e102423.
[CrossRef]

45. Chauhan, P.S.; Goradia, B.; Saxena, A. Bacterial laccase: Recent update on production, properties and
industrial applications. 3 Biotech 2017, 7, 323. [CrossRef]

46. Singh, G.; Capalash, N.; Goel, R.; Sharma, P. A pH-stable laccase from alkali-tolerant γ-proteobacterium JB:
Purification, characterization and indigo carmine degradation. Enzym. Microb. Technol. 2007, 41, 794–799.
[CrossRef]

47. Ashe, B.; Nguyen, L.N.; Hai, F.I.; Lee, D.J.; van de Merwe, J.P.; Leusch, F.D.L.; Price, W.E.; Nghiem, L.D.
Impacts of redox-mediator type on trace organic contaminants degradation by laccase: Degradation efficiency,
laccase stability and effluent toxicity. Int. Biodeterior. Biodegrad. 2016, 113, 169–176. [CrossRef]

48. Astolfi, P.; Brandi, P.; Galli, C.; Gentili, P.; Gerini, M.F.; Greci, L.; Lanzalunga, O. New mediators for the enzyme
laccase: Mechanistic features and selectivity in the oxidation of non-phenolic substrates. New J. Chem. 2005, 29,
1308–1317. [CrossRef]

49. Guo, M.Y.; Xu, Y.Q.; Ren, L.; He, S.Z.; Pang, X.H. A systematic study on DNA barcoding of medicinally
important genus Epimedium L. (Berberidaceae). Genes 2018, 9, 637. [CrossRef]

50. Xiong, M.; Li, Y.; Tang, P.; Zhang, Y.; Cao, M.; Ni, J.; Xing, M. Effectiveness of aromatherapy massage and
inhalation on symptoms of depression in Chinese community-dwelling older adults. J. Altern. Complement. Med.
2018, 24, 717–724. [CrossRef]

http://dx.doi.org/10.1080/03601230802234740
http://www.ncbi.nlm.nih.gov/pubmed/18803117
http://dx.doi.org/10.1007/BF03032339
http://www.ncbi.nlm.nih.gov/pubmed/23604747
http://dx.doi.org/10.1021/jf0210021
http://www.ncbi.nlm.nih.gov/pubmed/12617617
http://dx.doi.org/10.1016/j.jhazmat.2012.11.063
http://dx.doi.org/10.1007/s00018-009-0169-1
http://dx.doi.org/10.1016/j.procbio.2016.11.015
http://dx.doi.org/10.1007/s12033-016-9978-2
http://dx.doi.org/10.1186/1472-6750-11-9
http://dx.doi.org/10.1080/09168451.2018.1530097
http://dx.doi.org/10.1016/j.envpol.2009.02.035
http://dx.doi.org/10.1186/s13568-019-0748-y
http://www.ncbi.nlm.nih.gov/pubmed/30756202
http://dx.doi.org/10.1016/j.molcatb.2013.11.009
http://dx.doi.org/10.1016/j.procbio.2014.10.009
http://dx.doi.org/10.1371/journal.pone.0102423
http://dx.doi.org/10.1007/s13205-017-0955-7
http://dx.doi.org/10.1016/j.enzmictec.2007.07.001
http://dx.doi.org/10.1016/j.ibiod.2016.04.027
http://dx.doi.org/10.1039/b507657a
http://dx.doi.org/10.3390/genes9120637
http://dx.doi.org/10.1089/acm.2017.0320


Toxins 2019, 11, 609 17 of 17

51. Zhou, Y.; Tang, N.Y.; Huang, L.J.; Zhao, Y.J.; Tang, X.Q.; Wang, K.C. Effects of salt stress on plant growth,
antioxidant capacity, glandular trichome density, and volatile exudates of Schizonepeta tenuifolia Briq. Int. J.
Mol. Sci. 2018, 19, 252. [CrossRef] [PubMed]

52. Zapata-Castillo, P.; Villalonga-Santana, L.; Islas-Flores, I.; Rivera-Muñoz, G.; Ancona-Escalante, W.;
Solís-Pereira, S. Synergistic action of laccases from Trametes hirsuta Bm2 improves decolourization of indigo
carmine. Lett. Appl. Microbiol. 2015, 61, 252–258. [CrossRef] [PubMed]

53. Jeon, J.R.; Murugesan, K.; Kim, Y.M.; Kim, E.J.; Chang, Y.S. Synergistic effect of laccase mediators on
pentachlorophenol removal by Ganoderma lucidum laccase. Appl. Microbiol. Biotechnol. 2008, 81, 783–790.
[CrossRef] [PubMed]

54. McKenzie, K.S.; Sarr, A.B.; Mayura, K.; Bailey, R.H.; Miller, D.R.; Rogers, T.D.; Norred, W.P.; Voss, K.A.;
Plattner, R.D.; Kubena, L.F.; et al. Oxidative degradation and detoxification of mycotoxins using a novel
source of ozone. Food Chem. Toxicol. 1997, 35, 807–820. [CrossRef]

55. Briones-Reyes, D.; Gomez-Martinez, L.; Cueva-Rolon, R. Zearalenone contamination in corn for human
consumption in the state of Tlaxcala, Mexico. Food Chem. 2007, 100, 693–698. [CrossRef]

56. Seitz, L.M. Comparison of methods for aflatoxin analysis by high-pressure liquid chromatography.
J. Chromatogr. 1975, 104, 81–89. [CrossRef]

© 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.3390/ijms19010252
http://www.ncbi.nlm.nih.gov/pubmed/29342961
http://dx.doi.org/10.1111/lam.12451
http://www.ncbi.nlm.nih.gov/pubmed/26058926
http://dx.doi.org/10.1007/s00253-008-1753-2
http://www.ncbi.nlm.nih.gov/pubmed/18987855
http://dx.doi.org/10.1016/S0278-6915(97)00052-5
http://dx.doi.org/10.1016/j.foodchem.2005.10.027
http://dx.doi.org/10.1016/S0021-9673(01)85490-X
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	Biochemical Properties of the CotA laccase from Bacillus subtilis (BsCotA) 
	Degradation of Mycotoxins by BsCotA with Structurally Defined Chemical Compounds as Mediators 
	Degradation of Mycotoxins by BsCotA with Plant Extracts as a Natural Mediator 
	Evidence for AFB1 and ZEN Detoxification by BsCotA/Mediator Treatment 
	Degradation of AFB1 and ZEN by a Fungal Laccase 

	Discussion 
	Conclusions 
	Materials and Methods 
	Chemicals and Other Materials 
	Bacterial Strains and Culture Conditions 
	Cloning, Expression, and Purification of Recombinant BsCotA 
	Determining the Laccase Activity 
	Biochemical Characterization of Recombinant BsCotA 
	Mycotoxins Degradation by the Laccase/Mediator Systems 
	Hydra Assay 
	BLYES Assay 
	HPLC Analysis 
	Statistical Analyses 

	References

