Enrichment plot: AHR_SIGNALING
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Supplementary Figure 2. Gene set enrichment plot for the AhR signalling. Significant
differentially expressed genes from our study are ranked based on their fold change
and shown in the bottom part. The running statistics of the AhR gene set throughout
the ranked list of genes is presented by the green line in the upper part and the
enrichment score is shown on the y-axis. The position of each overlapping gene
between AhR gene set and the expression dataset were indicated by the black bar in
the middle part. NES: normalized enrichment score.



