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DNA sequence of the InlA variant under analysis (locus Imo0433, allele 13; according to
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>InlAl3
GPLGSATITQDTPINQIFTDTALAEKMKTVLGKTNVTDTVSQTDLDQVTTLQADRLGIKSIDGIEYLNNLTQI
NFSNNQLTDITPLKBLTKLVDILMNNNQIADITPLANLTNLTGLTLFNNQITDIDPLKNLTNLNRLELSSNTI
SDISALSGLTILQQL FGNQVTDLKPLANLTTLERLDISSNKVSDISVLAKLTNLESLIATNNQISDITPLGI
LTNLDELSLNGNQLKDIGTLASLTNLTDLDLANNQISNLAPLSGLTKLTELKLGANQISNISPLAGLTALTNL
ELNENQLEDISPISNLKNLTYLTLYFNNISDISPVSSLTKLQRLFFYNNKVSDVSSLANLTNINWLSAGHNQT
SDLTPLANLTRITQLGLNDQAWTNAPVNYKANVSIPNTVKNVTGALIAPATISDGGSYTEPDITWNLPSYTNE
VSYTFSQPVTIGKGTTTFSGTVTQPLKA

Figure S2. Primary protein sequence of InlA13 (mutations in respect to the wt EGD-e protein are
highlighted in red)



