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Table S1. Characteristics of MRSA-ST80 isolates published and studied in this review.
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AK: amikacin, CHL: chloramphenicol, CIP: ciprofloxacin, DA: clindamycin, ERY: erythromycin, FUS: fusidic acid, GEN: gentamicin, KAN: kanamycin, MUP: mupirocin,
NEO: neomycin, NMN: netilmicin, RIF: rifampicin, SSTI: skin and soft tissue infections, STM: streptomycin, TE: tetracycline, TOB: tobramycin, TMP: trimethoprim, ND:
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not determined, MRSA: Methicillin resistant S. aureus, CA-MRSA: Community-acquired MRSA, HA-MRSA: Hospital-acquired MRSA, PVL: Panton Valentine Leukocidin,
ICU, intensive care unit.
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