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Table S1. List of different CrylAh binding protein BBMVs from susceptible and resistant strains of Ostrinia furnacalis.
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ACB-BtS Midgut Fractions

ACB-AhR Midgut Fractions

. Accession . .o Sequence . Accession . .o Sequence
Fraction(s)  Score Number Protein Description Coverage % Fraction(s) Score Number Protein Description Coverage %
S4 0.85 tr | AOAOF7QEC9 Carboxylesterase 14 R4 6.28 tr| A2TIK8 Integrin beta 1.1
S4 458 tr| MATAG3 Ryanodine receptor 13 RlandR3 662  trl AOAIQIMKIO Pmphlf;gllog idase 17
S3 7.72 tr1 Q06GJ0 Beta-hexosaminidase 2.7 R2 5.87 tr| AOA1B2AQF4 Trehalase 1.1
$2 2.88 trIM4Q143 NADH-ubiquinone 3.1
oxidoreductase
S2 21.42 trl Q7K403 Acyl-CoA delta-9 desaturase 5.1
S3 and S4 1.84 tr| G1JT78 Alkaline phosphatase 1.3
Table S2. List of common Cry1Ah binding protein of BBMVs from susceptible and resistant strains of Ostrinia furnacalis.
ACB-BtS Midgut Fractions ACB-AhR Midgut Fractions
Fraction Score Accession Profeu.l Sequence Fraction Score Accession Number Protein Description Sequence
Number Description Coverage % Coverage %
S1 65.3 trIB5A8X9 Aminopeptidase 7.2 R1 22.56 trlAOAOA7BYG4 Elongation factor 1 alpha 9.6
20.09 trD2Y440 Actin 19.9 19.68 tr|[ESLEV4 Heat shock 70 4.7
17.09 tr|Q8WB29 Cytochrome c 27 15 tr| AOAOF7QEA3 Actin 204
oxidase subunit 3
Elongation factor
16.87 trl AOAOA7BYG4 1 alpha 7.6 21.4 tr B5A8X9 Aminopeptidase 1.2
(Fragment)
15.68 tr| ESLEV4 Heat;gZCk 70 3 6.05 trl AOA1B4ZBI6 Odorant binding protein 59
14.34 trIB5A8Y0 Aminopeptidase 4.1 3.26 trlQ2PQR1 Ubiquitin 10.6
1245 tr| Q8W7D1 ATP synthase 34 29 trl AOAOA7DWE3 Arginine kinase 2
subunit a
6.48 trl E3W6T9 V‘ATPas: subunit 39 244 trl AOAOE4B3V9 Odorant receptor 42
Glyceraldehyde-
5.28 trlAOAOA7BYG7 3-phosphate 8.6 59.08 tr| A7LIA2 Cadbherin-like protein 3.7
dehydrogenase
5.1 trl AOAOF7QEEs  Carpoxylicester 13 1156 trl AOAOB6VK9S Uncharacterized protein 2
hydrolase
4.66 trlQ8WB23 Cytochrome 2.4 6.99 trl AOAOF7QIG2 Ionotropic receptor 1.1
3.97 tr| AOAOF7QIG2 I‘r’::;;(t’grm 24 13.74 trlADAOA7BYG4  Elongation factor 1 alpha 147
3.84 tr | Q2PQR1 Ubiquitin 24.3 124 tr|Q8W7D1 synthase subunit a 3.1
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3.69 trlAOAIB4ZBIs ~ Odcrant binding 6 10.17 trl Q8WB24 NADH dehydrogenase 56
protein subunit 6
Glutathione-S
2.95 trl AOAOA7BYS7 transferase 4.3 9.14 tr[Q8WB23 Cytochrome b 9.4
(Fragment)
2.9 trl AOAOA7DWEF3 Arginine kinase 2 8.85 trlQ2V6H3 Chitin synthase 0.5
234 wlAOAOA7BYM5 ~ CiwathioneS 6 8.45 trl AOAOF7QIX1  Carboxylic ester hydrolase 2
transferase
2.13 tr| EOXJK4 Heat shock 1
protein 90
Prophenoloxidase . .
7.59 trl AOA1QIMKI5 PPOla 3.1 R2 64.86 trIB5A8X9 Aminopeptidase 15
Uncharacterized .
1.65 tr| AOAOB6VK98 . 2 45.15 tr AOA0S2C6J0 Actin 14.1
protein
1.44 trIB4YIRO Chitin synthase 2.2 59.08 trl A7LIA2 Cadherin-like protein 3.2
28.02 tr|AOAOA7BYG4 Elongation factor 1 alpha 7.1
S2 240.08 trIDOUYB1 Aminopeptidase 44.2 6.46 trI B5A8X9 Aminopeptidase 15
181.29 trl A7YAH7 Aminopeptidase 274 17.85 trl ADAOA7BYG7 Glyceraldehyde-3- 45
phosphate dehydrogenase
123.85 trIB5A8Y0 Aminopeptidase 19.9 14.97 trl A7YAH7 Aminopeptidase 2.3
49.61 tr| A7LIA2 Cadherin-ike 7.6 13.21 tr| ESLEV4 Heat shock 70 kDa 17
protein
29.97 tr[E3W6T9 V'ATP”: subunit 17.7 1156 tr| AOAOB6VK98 ~ Uncharacterized protein 2
18.31 trl A5JJU1 Aminopeptidase 23.9 7.31 trl AOAOA7DWE3 Arginine kinase 2
1421 tr| ESLEV4 Heat;gZCk 70 28 6.72 tr|Q2PQRI Ubiquitin 118
14.18 trl AOA0S2C6]J0 Actin 18.5 5.95 trIL7QRW6 Period 2.2
6.24 tr|Q8WB29 Cytochrome ¢ 53 5.77 tr|[E3W6T9 V-ATPase subunit A 15
oxidase subunit
5.9 trIDOUYB2 Aminopeptidase 40.2 5.73 trl AOAOF7QEC7 Aldehyde oxidase 14
518 trl AOAOF7QEE5 ~ Carboxylicester 13 571 trlAOAIQIMKI5  Prophenoloxidase PPOla 3.6
hydrolase
1.7 tr[Q2PQR1 Ubiquitin 28.9 5.68 tr| AOAOE4B3V9 Odorant receptor 2
Glyceraldehyde-
1.68 trl AOAOAZ7BYG7 3-phosphate 2.1
dehydrogenase
Odorant binding . .
1.6 trl AOA1B4ZBI6 . 59 R3 244.29 trIB5A8X9 Aminopeptidase 28.9
protein 9
13 tr I MIRMO7 Elongfta‘l‘:;famor‘ 141 66.82 trl A7YAH7 Aminopeptidase 9.2
h
1.04 trl QSWB31 Cytochrome ¢ 16 65.03 tr| E3W6T9 V-ATPase subunit A 143

oxidase subunit 1
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0.95 trl AOAQOE4B514 Odorant receptor 1.7 54.05 trIB5A8Y0 Aminopeptidase 10.6
057 trlA0AOA7ZBYSy ~ Clutathiones 32 27.18 tr|D2Y440 Actin 30.6

transferase
0.49 trIL7QRW6 Period 22 25.37 trIDOUYB2 Aminopeptidase 7.7
0.49 trl AOAOE3VLQ5 Odorant receptor 23 21.4 tr| B2LS41 Aminopeptidase 26.9
0.45 trIMIRTC5 Elongfta‘l‘:;faacmr‘ 167 21.13 trl ADA0S2C6J0 Actin 23.9
14.45 tr|AOAOA7BYG4 Elongation factor 1 alpha 7.1
3 32331 tr[E3W6T9 V‘ATPas: subunit 715 13.98 tr| ESLEV4 Heat shock 70 kDa 238
95.44 trIB5A8X9 Aminopeptidase 21.7 13.91 trlAOAOAOYWU7 Arginine kinase 5.6
50.77 tr| ESLEV4 Heat;gZCk 70 28.2 6.29 trl AOAOF7QIG2 Tonotropic receptor 11
. . Cytochrome c oxidase
37.45 trlA7YAH7 Aminopeptidase 12.2 6.09 tr|Q8WB29 . 2.7
subunit 3
3053 tr| BOXJK4 Heat shock 173 5.71 tr|]7FBQ4 Odorant receptor 24
protein 90
17.39 trIB5A8Y0 Aminopeptidase 8 5.6 trIMIRTCS Elongation factor-1 alpha 5.6
1482 trlAOAOATBYG4  Lionsation factor 147 5.6 trl AOAOF7QEJ4 Sensory neuron 15
1 alpha membrane protein 1
9.53 tr| AOATL7B974 Serpin 5 122 243 trlAOAIL7BO73 0N pmtel;‘ase inhibitor 175
Carboxylic ester .
12.66 tr| AOAOF7QJX1 9.6 14.59 tr| AOA1L7B974 Serpin 5 12.4
hydrolase
9.12 tr B2LS41 Aminopeptidase 21.7
7.98 trIDOUYB2 Aminopeptidase 5.9 R4 231.15 tr [IE3W6T9 V-ATPase subunit A 27.1
7.98 tr1D2Y440 Actin (Fragment) 19.1 164.37 trIB2LS41 Aminopeptidase 16.6
7.83 trl AOAOA7DWEF3 Arginine kinase 8.5 48.18 tr1D2Y440 Actin 30.2
499 trIMIRTC5 Elongfta‘l‘:;famor‘ 23 46,51 tr| B5SA8X9 Aminopeptidase 16.8
4.83 trl AOA0S2C6]J0 Actin 14.1 43.97 trl AOA0S2C6]J0 Actin 28.3
3.62 tr MIRMO7 Elongfta‘l‘:;faacmr‘ 194 37.32 tr | BOXJK4 Heat shock protein 90 6.3
2.96 trlQ2PQR1 Ubiquitin 249 30.01 tr[ESLEV4 Heat shock 70 kDa 6.3
2.64 trl Q8WB31 Cytochrome ¢ 16 24.14 trl AOAOA7BYG4  Elongation factor 1 alpha 7.1
oxidase subunit 1
22.07 tr [IF6MEP1 Storage protein 6.1
-ATP i h i
s4 258.25 tr E3W6T9 V-ATPase subunit 492 8.94 trl Q8WB29 Cytochrome ¢ oxidase 2.7
A subunit 3
49.45 trIB5A8X9 Aminopeptidase 14.4 8.02 trIM1RTC5 Elongation factor-1 alpha 9.4
24.74 trlA7YAH7 Aminopeptidase 8.7 7.72 tr | AOAOF7QEES5 Carboxylic ester hydrolase 1.3
237 trlAOAIL7Bo73 ~ “erine proteinase 146 6.74 trl AOAIB4ZBI6  Odorant binding protein 9 59

inhibitor 2
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