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Figure S1. Tridimensional structure prediction with marked cysteine residues
of the putative poneratoxin ICK-like toxin homolog of O. -chelifer
(TRINITY_DN24839_c0_g1_il.p1). Yellow: strand. Gray: turns. Purple:
cysteine residues.

1 10 20 30
1 Omo_Abaecin_AO0A348G6C5 FRV)4PIJRSPIFGGWKGPNFPGQGPENIZK . . . . . .. .. ... FGK|.
2 TRINITY DN21408_cO0_gl_il.pl TIPT3AIdVA . .J4GAITAYPIPQRPAYAPINPWVYPKPTTVQPIG
3 TRINITY DN16370_cO_gl_il.pl TISQIELI4PT. .SGHVINKRVAPIIZR. .. .PVPTVIGLLMKQ

Figure S2. Primary sequence alignment between two predicted AMP sequences
from O. chelifer and the A0A348G6C5 abaecin from O. monticola. Similar
residues are boxed. Identical residues are bolded. The red line indicates the
PXP/PXXP motifs.

Lni_Crustin4_AOA0J7L9HS5 MRGNS LLLFVI Y\/KSCKYNCK fcHERYYCCP . NE. D“SSEHCWHSFFPW
TRINITY DN17655_cO_gl_il. pl MRRFR INLI FCA ADDSSA ..T FYNLKNYLP . FLR FKOLKTLRYGIVPGT
Hu

TRINITY DN12961_cO_gl il.pl . MAR INVVMIIG SVFAAE . ..E‘. YSDKYDDIDVMEILT DRLRDQYFKCFMD .
100
Lni_Crustind_AOA0J7L9H5 FWFIVGSHAEHP KWPKKQCPPL P CPRM....... YEWE4KP PRlYCDSD
TRINITY DN17655_cO_gl _il.pl LWC[EPGNIASN. Ys JSLDTCC . RA CND IRPRNSKYGLNSSKILCSS.
TRINITY DN12961_cO_gl_il.pl . .T[§PCTTADMKFEF[Y| IGEGVTCKKCTEKQ LDT ....... TDWRYTKNRLDDWN
119 12!? 139
Lni_Crustind_AOA0J7L9HS5 HECEEGEKCCYDVCLEHKTCKTAE
TRINITY DN17655_cO_gl_il.pl . ..... LLCQCDLOFY w5« aws o5

TRINITY DN12961 cO_gl il.pl TFVKK.LMEDFKK...........

Whole Body Body and Venom Gland

Figure S3. Global alignment between the reference crustin and the grouped
candidate AMP sequences. The color specifies the source tissue. The gray line
indicates the signal peptide of the reference AMP.
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Figure S4. Global alignment between the reference defensin and the grouped
candidate AMP sequences. The color specifies the source tissue. The gray line
indicates the signal peptide of the reference AMP.
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Figure S5. Global alignment between the reference hymenoptaecin and the
grouped candidate AMP sequences. The color specifies the source tissue. The
gray line indicates the signal peptide of the reference AMP.
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Figure S6. Global alignment between the reference ICK-type AMP and the
grouped candidate AMP sequences. The color specifies the source tissue. The
gray line indicates the signal peptide of the reference AMP.
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Figure S7. Global alignment between the reference abaecin and the grouped
candidate AMP sequences. The color specifies the source tissue. The gray line
indicates the signal peptide of the reference AMP.
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