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Selected MS and MS/MS annotated spectra used for protein and peptide identification.
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Figure S1. Annotated MS/MS spectrum of ion 1110.651 m/z detected in area #1. (A) MS/MS spectrum;
(B) Peak list and amino acid sequence.
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Figure S2. Annotated MS/MS spectrum of ion 1719.099 m/z detected in area #1. (A) MS/MS spectrum;
(B) Peak list and amino acid sequence.
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Figure S3. Annotated MS/MS spectrum of ion 1753.091 m/z detected in area #1. (A) MS/MS spectrum;
(B) Peak list and amino acid sequence.
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Figure S4. Annotated MS spectrum detected in area #1. (A) MS spectrum; (B) Peak list and sequence

data.
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(B)

Figure S5. Annotated MS/MS spectrum of ion 1514.762 m/z detected in area #2. (A) MS/MS spectrum.

(B) Peak list and amino acid sequence.
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Figure S6. Annotated MS spectrum detected in area #2. (A) MS spectrum; (B) Peak list and sequence

data.
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(B)

Figure S7. Annotated MS/MS spectrum of ion 1512.767 m/z detected in area #3. (A) MS/MS spectrum;
(B) Peak list and amino acid sequence.
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Figure S8. Annotated MS/MS spectrum of ion 888.452 m/z detected in area #3. (A) MS/MS spectrum;
(B) Peak list and amino acid sequence.
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Figure S9. Annotated MS/MS spectrum of ion 1115.567 m/z detected in area #4. (A) MS/MS spectrum;
(B) Peak list and amino acid sequence.
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Figure S10. Annotated MS/MS spectrum of ion 1189.656 m/z detected in area #4. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S11. Annotated MS/MS spectrum of ion 1526.785 m/z

spectrum; (B) Peak list and amino acid
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detected in area #4. (A) MS/MS
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Figure S12. Annotated MS/MS spectrum of ion 1823.985 m/z detected in area #4. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S13. Annotated MS/MS spectrum of ion 2317.179 m/z detected in area #4. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.




Toxins 2016, 8, 372; doi:10.3390/toxins8120372 S14 of 541

Saquanza Hama: Farmul: Pararimasa: g4 338 Mazs Ency [ e mans) 404984
e (g 200770 T a1 oo Towres (On) 1000 Mumter 1 Peass 3 e Threshoit o
o P " Pt sz s 2

A Il * 1000

[ ——0— —

] 64140

as] ¥5

a0q

109 682
14 i 368 ] T3 G

T
I TEGA41 . N 1708185
54 "E 00428

1

a0 400 600 00 1000 1200 1400 1600 1800 2000 2200

Copyright © 19252008 Baukse Daliooik GesH Page-1-

(A)

;g z38 Mass Erer (X M- [mansi; 2484961 Mede aETTE Theostald [a): 00
no00 Humber of Peabe: £l Ao Trreshod £l Assignest Prsks B Nt aspigness Froks z

Caeulsted

[T —rrs [T ——" ey

(B)

Figure S14. Annotated MS/MS spectrum of ion 2494.238 m/z detected in area #4. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S15. Annotated MS/MS spectrum of ion 2578.230 m/z detected in area #4. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S16. Annotated MS/MS spectrum of ion 2888.600 m/z detected in area #4. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S17. Annotated MS/MS spectrum of ion 1498.711 m/z detected in area #5. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S18. Annotated MS/MS spectrum of ion 2260.075 m/z detected in area #5. (A) MS/MS
spectrum. (B) Peak list and amino acid sequence.
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Figure S19. Annotated MS spectrum detected in area #5. (A) MS spectrum; (B) Peak list and sequence
data.
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Figure S20. Annotated MS spectrum detected in area #6. (A) MS spectrum; (B) Peak list and sequence

data.
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Figure S21. Annotated MS/MS spectrum of ion 1537.689 m/z detected in area #7. (A) MS/MS

spectrum; (B) Peak list and amino acid sequence.
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Figure S22. Annotated MS/MS spectrum of ion 1553.669 m/z detected in area #7. (A) MS/MS

spectrum; (B) Peak list and amino acid sequence.
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Figure S23. Annotated MS/MS spectrum of ion 1201.591 m/z detected in area #8. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S24. Annotated MS/MS spectrum of ion 1312.613 m/z detected in area #8. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S25. Annotated MS/MS spectrum of ion 1313.725 m/z detected in area #8. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S26. Annotated MS/MS spectrum of ion 1327.784 m/z detected in area #8. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S27. Annotated MS/MS spectrum of ion 1327.857 m/z detected in area #8. (A) MS/MS

spectrum; (B) Peak list and amino acid sequence.
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Figure S28. Annotated MS/MS spectrum of ion 1912.993 m/z detected in area #8. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S29. Annotated MS/MS spectrum of ion 2169.126 m/z detected in area #8. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S30. Annotated MS/MS spectrum of ion 2169.058 m/z detected in area #8. (A) MS/MS

spectrum; (B) Peak list and amino acid sequence.
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Figure S31. Annotated MS/MS spectrum of ion 2564.272 m/z detected in area #8. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S32. Annotated MS/MS spectrum of ion 1505.585 m/z detected in area #9. (A) MS/MS
spectrum; (B) Peak list and amino acid sequence.
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Figure S33. Annotated MS/MS spectrum of ion 808.334 m/z detected in area #9. (A) MS/MS spectrum;
(B) Peak list and amino acid sequence.
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Figure S34. Annotated MS/MS spectrum of ion 980.433 m/z detected in area #9. (A) MS/MS spectrum.
(B) Peak list and amino acid sequence.
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Figure S35. Annotated MS spectrum detected in area #9. (A) MS spectrum; (B) Peak list and sequence

data.
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Figure S36. Annotated MS spectrum detected in area #9. (A) MS spectrum; (B) Peak list and sequence
data.
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Figure S37. Annotated MS/MS spectrum of ion 1241.611 m/z detected in area #10. (A) MS/MS

spectrum; (B) Peak list and amino acid sequence.



Toxins 2016, 8, 372; doi:10.3390/toxins8120372

Ssquanca Nama Fomula remass.
MHe gy nzaTe Theshoks o, 00 Toierance (Dl
4

1401 835 Mass Enac 078 Wee [rons)
[ n o
Mt asagrnd Pasies: i

Humier of Peaks: E3 Aoree Threshold

1400747
6z

538 of S41

wi

@

76
¥ 7

o
o8 1163

e

-8
#

e

120,488
¥l

P N T 1 it 1| A A Lia

e

L

1344 656

o a0 300 400 500 B 700 00 00 1000 1100 1200 1300

1400 1500

[ — Cappright £ 19052008 Baiker Dalianik Gesk

(A)

Disgiay Parsrmatur

Paremmass: 01 53 Mass Erer 0078 M [monsir 0 77 e g 102578 Theoshol fal |
.o 5z 82 Assigned Prsks: El

Foieres (Do) Hurmber of Praks Miserem Trrsshoidt Mok psigrs Peoks:

I T 1) IO 1 51 REIEEF MRS o ]

[ ——r [T ——

(B)

Page 2-

Figure S38. Annotated MS/MS spectrum of ion 1401.639 m/z detected in area #10. (A) MS/MS

spectrum; (B) Peak list and amino acid sequence.
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Figure S39. Annotated MS/MS spectrum of ion 1572.788 m/z detected in area #10. (A) MS/MS

spectrum; (B) Peak list and amino acid sequence.
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Figure S40. Annotated MS spectrum detected in area #10. (A) MS spectrum; (B) Peak list and

sequence data.
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Figure S41. Annotated MS spectrum detected in area #10. (A) MS spectrum; (B) Peak list and

sequence data.



