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Figure S1. BAX protein levels expression. H1437 cells were seeded and incubated at standard culture
conditions for 24 h. Cells were either treated for 24 h with 27 uM of the synthetic peptide s-call4.1a,
1 uM staurosporine (C+) or left untreated (C-). Total protein was extracted and separated by
SDS-PAGE. Protein expression was analyzed by Western blot, using monoclonal antibodies against
Bax (sc-7480) and GAPDH (sc-sc-365062). GAPDH was used as a loading control and the results are
shown as the relative expression of Bax/GAPDH and are representative of two experiments.
(A) Densitometric analysis of Bax protein expression. (B) Western blots for Bax (upper panel) and
GAPDH (lower panel).
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Figure S2. mRNA expression of nAChR subunits in H1299 (A), H1437 (B), H1975 (C) and H661
(D) cell lines. Total RNA was isolated and treated with DNase, 2 g were reverse-transcribed with
SuperScript I Kit, using oligodT2 and a random hexamer. mRNA levels were compared by RT-qPCR.
Results were normalized to the B-actin gene and expressed as the mean + SD.



