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Figure S1. Gene Ontology (GO) classification of novel genes identified in this study. The 199 annotated
novel genes were classified into three GO functional categories: biological process, cellular
component and molecular function.
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Figure S2. Boxplot of the log-transformed RPKM expression values across four A. flavus samples.
RPKM: reads per kilo bases per million mapped reads. The solid horizontal line represents the
median and the box encompasses lower and upper quartiles.
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Figure S3. Results of the pearson correlation analysis of biological replicates.
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A. flavus-Zhonghua 12 A. flavus-Zhonghua 6

Figure S4. The morphological observation of A. flavus-peanut pathosystems at 7 d after incubation.

Table S4. Distribution of gene expression levels in A. flavus.

. RPKM
Acount  Library Name ——,7 1-3  3-15  15-60 60 1
afl_R_T2 3928 1030 3073 3703 2723 13,827
af2 R_T2 4001 1335 2953 3610 2553 10,456
afl_R_T3 3305 1510 3154 3857 2631 11,152
Gene af2_R_T3 3330 1505 3186 3828 2608 11,127
Number afl_S_T2 3285 1354 3228 3905 285 11,175
af2 S T2 3804 1391 3094 3663 2505 10,653
afl_S_T3 3565 1482 3174 3668 2568 10,892
af2_S_T3 3567 1473 3278 359 2543 10,890
afl_R_T2 2717 712 2126 2561 1884  72.84
af2 R_T2 2768 923 2043 2497 1769 7233
afl_R_T3 2286 1044 21.82 2668 1820  77.14
Proportion  af2_R_T3 23.03 1041 2204 2648 1804 7696
(%) afl_S_T2 272 937 233 2701 1857 7727
af2_S_T2 2631 962 2140 2534 1733 73.69
afl_S_T3 2466 1025 2195 2537 1776 7534
af2_S_T3 2467 1019 2267 248 1759 7533

Table S8. The aflatoxin content in A. flavus-Zhonghua 6 and A. flavus-Zhonghua 12 pathosystems at
different days after incubation.

Aflatoxin Content (ug/kg)

Incubation Time (d)

A. flavus-Zhonghua 6 A. flavus-Zhonghua 12
1 0+0 0+0
3175.5 +232.8 12,687.1 +720.2

7 21,107.6 + 1487 .4 195,223.8 + 14354.4




