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Abstract: Bacillus anthracis (B. anthracis) is the etiological agent of anthrax affecting both humans and
animals. Anthrax toxin (AT) plays a major role in pathogenesis. It includes lethal toxin (LT) and
edema toxin (ET), which are formed by the combination of protective antigen (PA) and lethal factor
(LF) or edema factor (EF), respectively. The currently used human anthrax vaccine in China utilizes
live-attenuated B. anthracis spores (A16R; pXO1+, pXO2´) that produce anthrax toxin but cannot
produce the capsule. Anthrax toxins, especially LT, have key effects on both the immunogenicity
and toxicity of human anthrax vaccines. Thus, determining quantities and biological activities of LT
proteins expressed by the A16R strain is meaningful. Here, we explored LT expression patterns of the
A16R strain in culture conditions using another vaccine strain Sterne as a control. We developed a
sandwich ELISA and cytotoxicity-based method for quantitative detection of PA and LF. Expression
and degradation of LT proteins were observed in culture supernatants over time. Additionally, LT
proteins expressed by the A16R and Sterne strains were found to be monomeric and showed cytotoxic
activity, which may be the main reason for side effects of live anthrax vaccines. Our work facilitates
the characterization of anthrax vaccines components and establishment of a quality control standard
for vaccine production which may ultimately help to ensure the efficacy and safety of the human
anthrax vaccine A16R.

Keywords: Bacillus anthracis; anthrax toxin; lethal toxin; protective antigen; lethal factor; anthrax
vaccine; A16R; quantitative determination

1. Introduction

Bacillus anthracis (B. anthracis), the etiological agent causing anthrax, is a Gram-positive,
spore-forming bacterium. It can be used in biowarfare or bioterror attacks and has been a top
bioterrorism concern since the 2001 anthrax attacks in the USA [1,2]. Fully virulent forms of B. anthracis
carry two large plasmids: pXO1 and pXO2. The pXO1 plasmid encodes anthrax toxins, and pXO2
encodes proteins that form the poly-D-glutamic acid capsule. Anthrax toxin (AT), including lethal toxin
(LT) and edema toxin (ET), are A´ type exotoxins each composed of two proteins. The A component is
either the lethal factor (LF, 89 kDa) or edema factor (EF, 90 kDa), and the B component is the protective
antigen (PA, 83 kDa) [3]. LF is a zinc metalloprotease that inactivates mitogen-activated protein kinase
kinases (MAPKK). EF is a calmodulin-dependent adenylyl cyclase that elevates intracellular cAMP
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levels by converting ATP to cAMP. Meanwhile, PA is a non-toxic cell-binding component responsible
for transporting LF and EF into the cell, where they exert their toxic effects [4]. LT is the major virulence
factor of B. anthracis, which causes a range of effects on cellular functions and plays essential roles
during multiple steps of the disease [3,5–7]. It not only directly causes tissue damage and lethality at
late stages of infection but also plays essential roles in impairing the host innate immune response at
the initial stage of infection to ensure a systemic infection [8–12].

The threat of anthrax biowarfare has stimulated the development of vaccines for mass scale
immunization. Almost all anthrax vaccines in use or development rely on PA as the primary
immunogen [2]. The United States (Anthrax Vaccine Adsorbed; AVA) and United Kingdom
(Anthrax Vaccine Precipitated; AVP) have used component vaccines that are based on culture
filtrates of avirulent B. anthracis strains, V770-NP1-R strain and Sterne strain 34F2, respectively [2].
Meanwhile, China has utilized toxin-producing live-attenuated B. anthracis spores (A16R; pXO1+,
pXO2´) as a human anthrax vaccine [13]. More defined and recombinant PA (rPA)-based anthrax
vaccines are under development currently [14–17]. These approved anthrax vaccine strains produce
large amounts of PA, which plays an important role in immunity and prophylaxis against anthrax.
Various studies carried out with anthrax vaccines in different animal models indicate the relevance
of PA as a key component of the vaccine [16,18]. Antibodies generated against PA, especially those
that have anthrax toxin neutralization activity, have been established as being critical for immunity to
anthrax [19–21].

Evidence also exists to support that LF evokes a more rapid and stronger host immune response in
comparison to the other two anthrax toxins, PA and EF [22,23]. Vaccination studies have indicated that
not only PA, but also LF, is capable of conferring protective immunity [24–26]. Following immunization
with either AVA or AVP, individuals have shown antibody responses to both PA and LF [27–29].
Meanwhile, both PA and LF specific antibodies have been detected in sera taken from naturally
infected anthrax patients [27]. The presence of an antibody response to LF was reported to enhance the
protection afforded by anthrax vaccines in animals against a spore challenge [30,31]. To summarize, the
two components of LT proteins, PA and LF, play important roles in determining the immune responses
to anthrax vaccines.

Although the efficacy and safety of all these anthrax vaccines have been established, concerns
over their relatively high rate of side effects remain [32]. The inoculation of anthrax vaccines is
known to cause a number of local and systemic reactions. These side effects may be caused by the
AT and especially the major virulence factor LT. Therefore, LT proteins have key effects on both the
immunogenicity and toxicity of anthrax vaccines. Component vaccines are based on culture filtrates
containing LT proteins expressed by vaccine strains. For live spore vaccines, the vaccine strains may
produce a large amount of LT proteins in vivo after immunization. These LT proteins of both component
vaccines and live spore vaccines may result in intense side effects. Therefore, determining the quantity
and biological activity of LT proteins expressed by anthrax vaccine strains is a meaningful endeavor.

Prior studies have evaluated the expression of toxins in culture of some anthrax vaccine
strains [33–36]. Moreover, the quantification of LT proteins in serum has been used for diagnostics
and evaluation of medical countermeasures [37–42]. However, the toxin expression patterns of
vaccine A16R in culture conditions are still unclear. In this study, we explored the LT protein
expression patterns of the A16R strain throughout various stages in the growth process using the
Sterne strain (another widely-used anthrax vaccine) as a control. We developed a sandwich ELISA
and cytotoxicity-based method for the quantitative detection of LT proteins (PA and LF) in the culture
supernatants of the A16R and Sterne strains. Our work may help to improve the understanding of
the expression patterns of LT proteins in the culture process. Since the expression of LT proteins in an
in vitro culture system may also have some significance related to the expression in vivo, the findings
can be helpful in the evaluation of LT protein expression after vaccine inoculation. It can also be used
in quality control during production of the live-attenuated anthrax vaccine B. anthracis A16R and
ultimately help to ensure the efficacy and safety of human anthrax vaccines.
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2. Results

2.1. Expression and Degradation of LT Proteins in Culture Supernatant Detected by Western Blot

B. anthracis A16R and Sterne are both live-attenuated anthrax vaccines that are used widely [2].
Since LT proteins have key effects on both the immunogenicity and toxicity of anthrax vaccines,
quantitatively determining the LT proteins expressed by A16R and Sterne is useful. Here, we explored
expression patterns of LT proteins of the A16R and Sterne strains throughout the various stages
and conditions of in vitro culture for 28 h. Analysis of the growth kinetics showed a sigmoidal
profile that reached the late exponential phase after about 12 h; meanwhile, the viable cell count
reached approximately 107 viable cells per mL (Figure 1A,B) and then peaked with the onset of the
stationary phase. Similar patterns of growth were observed with the B. anthracis A16R and Sterne
strains. However, the growth of B. anthracis A16R was slightly slower compared with that of the Sterne
strain (Figure 1A). In addition, throughout the growth phase, viable counts of the Sterne strain were
similar but slightly higher than that of the A16R strain (Figure 1B), which may influence the production
of LT proteins in the culture.
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Figure 1. Growth curves (A) and viable counts (B) of B. anthracis A16R and Sterne throughout the
bacterial growth phase. The optical density (OD600) of culture was determined every 2 h, and the viable
counts were performed every 4 h. Data are presented as the mean ˘ standard error (SEM) from three
independent experiments.

After obtaining the growth characteristics of the strains, we evaluated the expression of LT
proteins. After cultivation and sampling, filtered supernatants were analyzed by Western blotting,
and the proteins were visualized and recorded using image analysis. The expression and degradation
of LT proteins (PA and LF) in the culture supernatants were analyzed by Western blotting (Figure 2).
Throughout the culture period, the amount of LT proteins increased in the logarithmic phase at first
and then began to decrease after the stabilization period. While a number of smaller bands were
present, the band corresponding to the full-length antigen decreased. Earlier samples in the time
course showed relatively more abundant full-length antigens by Western blotting, with increased
degradation observed at later points. For the A16R and Sterne strains, both PA and LF proteins showed
degradation over the culture period. According to the Western blot results, LF seemed to be subject to
slightly less degradation compared to PA. Thus, the stability of PA and LF in the culture supernatant
appeared to differ.

In the classical model of anthrax toxin production, PA is produced as PA83 which specifically
binds to cell surface receptors TEM8 and CMG2. PA83 is then cleaved by a cell surface protease
(furin) into PA63 and a 20 kDa fragment. PA63 spontaneously forms heptamers, which recruit LF
and EF, completing the formation of the anthrax toxin [43]. Only intact PA and LF have biological
activities. After degradation, PA and LF cannot assemble a toxin complex and will have lost their
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biological activities. Therefore, while both intact and degraded LT proteins can be detected in the
culture supernatants, only a portion of them would be active.Toxins 2016, 8, 56  4 of 16 
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Figure 2. Western blot analysis of B. anthracis A16R and Sterne culture supernatants. (A,B) Time course
samples at 4, 8, 12, 16, 20 and 24 h. Twenty microliters of culture supernatant was loaded for each
sample. rPA (50 ng)/recombinant LF (rLF) (10 ng) was also loaded as a positive control. The Western
blot membrane was incubated with a 1:1000 dilution of anti-PA or anti-LF rabbit polyclonal antibodies
(pAbs).

2.2. A16R and Sterne Strains Show Similar LT Protein Expression Patterns in Culture, with a Greater Extent
of Degradation of PA than LF, as Quantified by ELISA and a Cytotoxicity-Based Method

As the Western blot analysis showed the expression and degradation of LT proteins in the culture
supernatants qualitatively, we subsequently carried out quantitative detection of these proteins to
determine the precise expression patterns of anthrax vaccine strains A16R and Sterne cultured in vitro.
Antigen levels during the manufacturing fermentation process should be detected for PA and LF using
sensitive and specific methods. Therefore, we established two quantitative methods, ELISA and a
cytotoxicity-based method, to detect the LT proteins in the culture supernatant.

ELISA is a commonly used method for quantitative detection of PA and LF [34,44]. pAbs specific
for PA (or LF) were coated on the plates, and then diluted culture supernatant samples containing
PA (or LF) were added, followed by the HRP-labeled anti-PA (or LF) monoclonal antibody (mAb).
We have validated that the epitope of the anti-PA mAb is the PA domain 4 (596–735), and the epitope of
the anti-LF mAb is the LF central region (276–576). Therefore, these two mAbs can be used to capture
not only full-length LT but also partially degraded LT. Although some partially degraded LT fragments
may not be recognized using these antibodies if they have lost the specific epitopes, the pattern of LT
degradation can still be discerned through the detection of full-length LT and partially degraded LT.

After establishing the standard curves for the sandwich ELISA (Figure 3), the concentrations of
PA and LF could be quantitatively determined. We defined the limit of detection (LOD) as the lowest
concentration of LT proteins in the samples that could be measured with a signal to the background
signal (S/N) ratio of 3/1(S/N). The LOD of ELISA for PA was 2 ng/mL, and the linear dynamic range
was 3.1–100 ng/mL. While the LOD of ELISA for LF was 5 ng/mL, and the linear dynamic range was
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20–120 ng/mL. From the standard curve (Figure 3), we concluded that the ELISA method to quantitate
LT proteins is efficient.Toxins 2016, 8, 56  5 of 16 
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curve of PA; (B) Standard curve of LF. The standards rPA and rLF were added to the plates at the
starting concentrations of 100 ng/mL and 120 ng/mL in 100 µL per well, respectively. Data are
presented as the mean ˘ SEM from three independent experiments.

The LT proteins PA and LF present in the culture supernatants were first determined using
antigen-capture ELISA (Figure 4A,B), and the A16R and Sterne strains showed similar expression
patterns. Throughout the culture growth process, the amount of LT component proteins PA and LF
increased in the logarithmic phase at first and then began to decrease after a stabilization period. In the
beginning of the culture period, the expression rates of LT proteins of the A16R and Sterne strains were
greater than those of their degradation, and therefore the concentrations of PA and LF were increasing.
As the growth of the strains continued, increasingly more PA and LF proteins degraded, resulting
in the reduction of their concentrations. The highest PA and LF levels in the culture supernatant
were approximately 600–900 ng/mL and 100–150 ng/mL, respectively, between 12 and 16 h. The LT
expression of the Sterne strain was slightly higher than that of the A16R strain, which may be the cause
of the different growth patterns. The Sterne strain showed a more rapid growth profile and higher
viable cell counts in the stabilization period.

The ratio of PA:LF in the samples was approximately 5:1 throughout the cultivation period.
This finding actually confirmed several previous reports of in vitro toxin production (PA:LF:EF,
20:5:1) [37] and AVP manufacture (PA:LF, 4:1) [34], as well as measurements in another in vivo study of
Ames spore infection in rabbits [44,45]. Meanwhile, production levels of PA and LF detected in culture
of the UK-licensed AVP were ~7.89 µg/mL and 1.85 µg/mL, respectively. Moreover, the amounts of
LT proteins expressed by anthrax strains in the culture supernatant differed, which may be attributed
to the different culture conditions used in these studies.

Over the course of the culture growth process, the degradation of PA and LF increased. The ELISA
method detects the total concentrations of PA and LF, including the degraded proteins, which would
not accurately reflect the functionally active LT components. Since the mouse macrophage cell line J774
is uniquely sensitive to LT and can be used in detection of LT lethal activity [46], we used these cells in a
cytotoxicity-based assay to measure the concentrations of active PA and LF proteins. In this experiment,
the active PA (PA83) specifically bound to cell surface receptors TEM8 and CMG2. It was then cleaved
by a cell surface protease (furin) into PA63 and a 20 kDa fragment. PA63 would have spontaneously
formed heptamers, which recruited LF. As the cell surface receptors available for binding PA were
highly abundant, adding excess PA (1 µg/mL) or LF (50 ng/mL) could allow better quantitation of the
amount of active LF or PA.
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(D) LF levels detected by a cytotoxicity-based method. Data are presented as the mean ˘ SEM from
three independent experiments.

With a fixed amount of excess PA (or LF), any change in cytotoxicity would be attributed to
the varying amounts of LF (or PA). We used two of the same samples to detect active PA and LF
individually. The active LF in samples was assessed based on the ability, together with excess added
PA, to kill J774 cells in vitro. Using the same approach, the active PA in samples was also assessed.

As described above, excess PA (1 µg/mL) and varying amounts of 10ˆ culture supernatant
samples were applied, and cell viability was then assessed 4 h later by the MTT assay. As the
concentration of PA was in excess, the decisive factor was the concentration of LF, which could
be obtained based on the cell viability. Thus, a cytotoxicity-based method for detection of active LF
was developed. This method could be used also in the quantitative detection of active PA.

Results shown in Figure 4C,D were similar to the expression patterns detected by ELISA. In the
culture supernatants of the A16R and Sterne strains, active PA and LF showed an increase at the
beginning and then a decrease. The highest active PA and LF levels in the culture supernatant were
approximately 100–150 ng/mL and 50–80 ng/mL, respectively, at the stabilization period (10–14 h).
Levels of active PA and LF of the Sterne strain were slightly higher than those of the A16R strain.
Different from the previous PA:LF ratio determined by ELISA above, the ratio of active PA to active
LF was about 2:1. These results provide the first precise determination of the proportion of active LT
proteins in culture supernatant of the A16R strain.

By using an ELISA and a cytotoxicity-based method, we successfully quantitated the amounts of
LT toxin components PA and LF throughout the culture growth process, including levels of the total
proteins and those of the active components. As the total PA and LF proteins degrade, they lose their
activity. Therefore, calculating the percentages of PA and LF activity in B. anthracis A16R and Sterne
culture supernatants would allow us to explore the differences in their stability. Intense degradation of
the LT proteins was observed. The percentage of PA activity decreased from 19.6% to 5.5%, while that
of LF decreased from 43.9% to 21.3% during the culture process. Especially in the later stages in the
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fermentation, most of the LT proteins were degraded (Figure 5). The extent of degradation of PA was
greater than that of LF in the culture supernatant, as reported in previous studies [34].
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Figure 5. Percentages of active PA and LF in B. anthracis A16R and Sterne culture supernatants.
The percentages of active PA and LF in the culture supernatants at time points 8, 12, 16 and 20 h
were calculated. Data are presented as the mean ˘ SEM from three independent experiments.
Statistical significance was determined by unpaired two-tailed t test. *** p ď 0.001.

2.3. Protease Inhibitors Can Reduce the Protease Activity in Culture Supernatants and Maintain a High Level
of LT Proteins in the Stabilization Period.

As we have mentioned, over the course of the culture growth process, the level of LT proteins
increased in the logarithmic phase at first and then began to decrease after a stabilization period.
The protease activity in culture supernatants may be the main reason for this decrease. Therefore, we
used Western blot and ELISA to detect the expression of LT in the presence of protease inhibitors
during the A16R culture process. The Western blot results showed that the amount of LT (PA and LF)
during the A16R culture growth process increased in the logarithmic phase (4–12 h) at first and then
maintained a high level in the stabilization period (12–24 h) (Figure 6).
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Figure 6. Western blot analysis of samples of filter-sterilized culture supernatants from cultures
of B. anthracis A16R with protease inhibitors. Time course samples at 4, 8, 12, 16, 20 and 24 h.
Twenty microliters of culture supernatant was loaded for each sample. rPA (100 ng)/rLF (10 ng)
was also loaded as a positive control. The Western blot membrane was incubated with a 1:1000 dilution
of anti-PA or anti-LF rabbit pAb.

It was also validated by the quantitative determination of PA and LF (Figure 7). The highest
PA and LF levels in the culture supernatant were approximately 650–750 ng/mL and 80–120 ng/mL,
respectively, and maintained this high level in the stabilization period between 12–24 h. The highest
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LT proteins levels of the A16R culture with protease inhibitors was slightly larger than those without
inhibitors. The ratio of PA:LF in the samples was approximately 6:1 throughout the cultivation period.
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Figure 7. PA and LF levels in samples of filter-sterilized culture supernatants from cultures of
B. anthracis A16R with protease inhibitors. PA and LF levels were detected by sandwich ELISA.
Time course samples at 4, 8, 12, 16, 20 and 24 h. Data are presented as the mean ˘ SEM from three
independent experiments.

Therefore, we concluded that through the entire culture period, LT expression and degradation
both occurred. During the initial stage, LT levels increased since its expression was faster than its rate
of degradation. However, in the stationary phase, with the accumulation of proteases, the degradation
rate of LT may have been more rapid than its expression. The LT level then rapidly declined in the
stabilization phase. After adding protease inhibitor in the culture to reduce the protease activity, the
LT degradation was inhibited. Consequently, the amount of LT gradually increased and maintained a
high level stably.

2.4. LT Proteins are All Monomeric in Culture Supernatants and Show Lethal Activity as Determined by a
Macrophage Cell Lysis Assay

After the quantitative detection of LT proteins in culture supernatant, we confirmed the presence
of active PA and active LF. During cellular intoxication, PA83 binds to cell surface receptors CMG2 and
TEM8, releasing its 20-kDa amino-terminus, leaving PA63 bound to the cell surface [4]. PA63 forms
heptameric and octameric complexes, which are capable of binding LF. The PA63-LF complexes can
translocate LF into the cell cytoplasm [4,43,47]. Within the cell, LF, a zinc-dependent endoproteinase,
exerts its lethal effects.

Some studies have shown that an alternative mechanism for LT assembly may exist [43].
Such a pathway would be independent of the anthrax toxin receptors and the cell surface protease.
A specific protease may be present in the serum that is capable of cleaving PA83 to PA63, which
then spontaneously forms heptamers. The heptamers would recruit LF, resulting in pre-formed
LT in the bloodstream. Therefore, we performed a co-immunoprecipitation (co-IP) assay to detect
any pre-formed LT potentially present in the culture supernatants. In the experiment designed to
quantify pre-formed LT, an anti-PA pAb was used to first capture PA and an anti-LF mAb to detect LF.
The reverse co-IP assay was performed as well, in which an anti-LF pAb was used to pull down LF,
and an anti-PA mAb was used for detection.

After epitope analysis, we found that the specific binding epitopes of the anti-PA and LF mAbs
are located externally on the LT heptamer complex. We also detected the rPA, rLF and LT heptamer
complexes at fixed amounts in the co-IP assay as a control. The co-IP assay results showed that both
methods could detect the presence of the LT heptamer complexes in the control. If any PA83 proteins
in the samples were cleaved to PA63, the latter would then spontaneously form heptamers and in turn
recruit LF, resulting in pre-formed LT heptamer complexes. These complexes then could be detected by
the co-IP assay and the reverse pull-down assay in this experiment. However, neither method within
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their detection range could identify the presence of pre-formed LT heptamer complexes in culture
supernatants from 4 to 24 h (Table 1). Thus, LT proteins were determined to be all monomeric in the
culture supernatants.

Table 1. Absorbance readings (OD) for detection of LT heptamers in culture supernatants of A16R
strain by co-IP assay.

Sample Absorbance Readings (OD)

Capture anti-PA pAb anti-LF pAb
Detect anti-LF mAb anti-PA mAb

Negative Control 0.108 ˘ 0.014 0.035 ˘ 0.006
LT complexes 0.820 ˘ 0.071 0.718 ˘ 0.059

rPA (5 ng) 0.101 ˘ 0.012 0.027 ˘ 0.005
rLF (50 ng) 0.109 ˘ 0.015 0.035 ˘ 0.006

4 h 0.098 ˘ 0.017 0.026 ˘ 0.006
8 h 0.112 ˘ 0.016 0.027 ˘ 0.006

12 h 0.111 ˘ 0.021 0.028 ˘ 0.008
16 h 0.102 ˘ 0.011 0.026 ˘ 0.010
20 h 0.105 ˘ 0.015 0.024 ˘ 0.006
24 h 0.09 ˘ 0.012 0.032 ˘ 0.007

Average OD values shown with standard deviation (SD) were derived from three readings. Samples added to
plates coated with anti-PA pAbs were 1:10 diluted, while samples added to plates coated with anti-LF pAbs
were 1:1 diluted. The label OD means OD < cut-off level (CO) (CO = negative control average + 3 SD).

Thus, we explored the biological activities of the culture supernatants with both monomeric PA
and monomeric LF that can form the LT complexes on the cell surface. The lethal activity of LT proteins
in the culture supernatants throughout the time course was determined in a macrophage cell lysis
assay. The results showed that the culture supernatant samples from 8–12 h had the highest lethal
toxin activity (Figure 8). The cytotoxic activity of the Sterne strain culture supernatant was somewhat
stronger than that of the A16R culture supernatant, due to its higher concentration of active PA and
active LF. Taken together with the Western blot data, these observations confirmed that some of the
LF and PA proteins in the culture supernatants remained intact in the early stages, although most of
them were degraded and had lost functionality at later stages in the fermentation process. The loss of
function meant that the degraded proteins failed to bind to the macrophage cell surface as active LT to
be internalized to kill the cells. Overall, results of the in vitro culture experiments suggested that after
vaccination the B. anthracis strains could express large amounts of LT proteins with lethal activity.
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Figure 8. Macrophage cell lysis assay of LT lethal activity in B. anthracis A16R and Sterne culture
supernatants. (A) Lethal activity of A16R culture supernatant; (B) Lethal activity of Sterne culture
supernatant. Samples were measured at 0, 8, 12, 16 and 20 h. The growth medium was removed by
cautious aspiration and replaced with 100 µL of new medium containing culture supernatant samples
(dilution 1:10). Data are presented as the mean ˘ SEM from three independent experiments. Statistical
significance was determined by unpaired two-tailed t test. *** p ď 0.001.
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3. Discussion

Anthrax caused by B. anthracis is an important endemic disease of public health concern. As the
management of anthrax remains a top priority among biowarfare/bioterror agents, the effectiveness
and safety of anthrax vaccines must be improved. The A16R strain is the only licensed human live
anthrax vaccine in China and plays an important role in anthrax prevention and control. LT proteins
play a critical role in the pathogenesis of anthrax disease and have key effects on the immunogenicity
and toxicity of the anthrax vaccine. Thus, the quantitative determination and analysis of the biological
activity of lethal toxin proteins expressed by A16R are meaningful. Here, we explored expression
patterns of the A16R strain LT proteins throughout the various stages in the growth process with the
Sterne strain as a control.

This study clearly demonstrated the presence of significant amounts of LF in the culture
supernatants of the A16R and Sterne strains. LT proteins in particular influence the efficacy of anthrax
vaccines, since they have been proposed to affect humoral immunity. Antibody responses to LF may
enhance the protection offered by anthrax vaccines. Compared to the currently used anthrax vaccine
AVA that contains only low variable amounts of LF, the A16R and AVP vaccines contain significant
amounts of LF. Moreover, the lethal activity of LT proteins throughout the time course was determined.
The lethal activity of culture supernatant of the Sterne strain was somewhat stronger than that of
A16R, due to its higher concentration of active PA and active LF. While the in vitro experiments cannot
absolutely reflect the situation in vivo, they may have some correlative aspects. Our analysis of the
anthrax LT expression in an in vitro culture system may also have some significance related to the
expression in vivo. Our findings can be helpful in the evaluation of LT protein expression in vivo after
vaccine inoculation. In other words, investigating the toxin expression levels of the A16R and Sterne
strains in vitro may inform us on the efficacy and safety of these vaccines.

The highest PA and LF levels in the culture supernatants of the A16R and Sterne strains were
much lower than those of AVP. The different expression levels of LT proteins in the culture supernatant
may be caused by the different culture conditions. In fact, the experimental conditions in our work
were quite different from those of the UK-licensed AVP. As the production conditions of AVP uses
specific medium components and a different culture process, a direct comparison of its toxin expression
levels with those of vaccine strains in this study is not meaningful. Nevertheless, the quantitative
detection of LT proteins can be used as a quality control indicator for the production of the anthrax
vaccine A16R. We will attempt to establish a quality control standard using the concentration of LT
proteins so that only vaccine strains that express LT proteins stably within the standard range can be
used in anthrax vaccine A16R production. Such a standard will ensure the stability of vaccine strains.
Thus, our results may ultimately help to ensure the efficacy and safety of human anthrax vaccines.
We selected the most common in vitro culture conditions in this study that would allow for toxin
determination and for quality control standards of vaccine strains to be quickly and easily established.
We also selected Sterne as a control. Thus, the comparative analysis of A16R with other strains can be
obtained under the same culture conditions.

In earlier studies of B. anthracis grown statically, levels of PA peaked at around 38 h and then
declined [34], while little or no degradation of antigens in the UK-licensed AVP culture supernatant
was observed [35]. In this study, the amounts of LT proteins PA and LF increased in the logarithmic
phase at first and then began to decrease after the stabilization period. The protease activity in culture
supernatants may be the main reason for this decrease. The protease inhibitors can reduce the protease
activity in culture supernatants and maintain a high level of LT proteins in the stabilization period.

One interesting finding is the pattern of degradation of active PA and LF to non-active forms.
The biological effects of LT proteins in culture supernatant are due to the activity of the main
components PA and LF. We explored the differences in degradation and stability between PA and LF
through calculating their relative activity levels. These results provide the first precise determination of
the proportions of active LT proteins in culture supernatant. The analysis showed that the percentages
of PA and LF activity decreased significantly in the later stages, when most of the LT proteins had
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degraded. PA was degraded more extensively than LF, which suggests that PA is the limiting factor
for LT activity in the culture supernatants.

We also found that LT proteins were all monomeric in the culture supernatants since the co-IP
assay (or the reverse pull-down assay) could not detect the existence of pre-formed LT heptamer
complexes. We concluded that both full-length PA83 and non-specific degraded PA, but not PA63,
were present in the culture supernatants. Since the cleavage of PA83 to PA63 can occur only by the
activity of a protease (furin) at the cell surface, no PA63 heptamers complexes could be detected in
the culture supernatants. This finding may be attributed to differences between conditions in the
bloodstream and the in vitro culture which would not have the specific protease capable of cleaving
PA83 to PA63.

In this study, we found that the A16R and Sterne strains showed similar growth curves and viable
counts, as well as similar patterns of PA and LF production. The results suggested that the PA and
LF production from A16R was comparable to that of other vaccine strains. The main reason for this
similarity in toxin expression may be the level of homology, especially in pXO1, between the A16R
and Sterne strains. Canonical single nucleotide polymorphism (SNP) analysis of several B. anthracis
isolates showed that the A16R and Sterne strains belong to the same sub-lineages (Figure 9) [48,49].
The genome map comparing A16R pXO1 (Genbank: NZ_CP001975) and Sterne pXO1 (Genbank:
NZ_CP009540) also confirmed the similarities between them [50].Toxins 2016, 8, 56  11 of 16 
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A16R pXO1 and Sterne pXO1. From the inside: purple and black bars denote GC skew and GC content,
respectively. Brown bars indicate the coding DNA sequence (CDS) regions in the Sterne strain, and
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In conclusion, we have provided general baseline data profiling the kinetics of growth and
production of PA and LF, as well as the relationship between PA and LF degradation in human
anthrax vaccines. We developed a sandwich ELISA and cytotoxicity-based method for the quantitative
detection of LT proteins PA and LF. The A16R and Sterne strains showed similar LT protein expression
patterns in vitro, with a greater extent of degradation of PA than LF, as quantified by ELISA and a
cytotoxicity-based method. Furthermore, we found that protease inhibitors could reduce the protease
activity in culture supernatants and maintain a high level of LT proteins in the stabilization period.
Finally, we examined the lethal activity of the culture supernatants over a time course and demonstrated
that the LT proteins expressed by A16R and Sterne were all monomeric and cytotoxic, which may be
the main reason for the side effects of anthrax vaccines. Only limited studies have been performed on
the growth and toxin expression patterns of B. anthracis strains under culture conditions. Our report is
the first detailed study focused on the quantitative detection of LT proteins in the culture supernatant
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of the A16R strain. These findings improve our understanding of the vaccine strain A16R and may
ultimately help to ensure the efficacy and safety of human anthrax vaccines A16R.

4. Experimental Section

4.1. Reagents

The recombinant proteins rPA and rLF used in this study were purified from Escherichia coli as
described previously [46,51]. Rabbit pAbs to PA and LF were produced by inoculation of rabbit and
then purified from serum. Mouse mAb to PA and LF were prepared by fusing myeloma cells with
the spleen cells from mouse immunized with PA and LF [15,52]. All experiments were approved by
the Animal Care and Use Committee of the Beijing Institute of Biotechnology (identification code:
20140611; date of approval: 11 June 2014). The epitope of the anti-PA mAb is the PA domain 4 (596–735),
and the epitope of the anti-LF mAb is the LF central region (276–576). HRP-labeled goat anti-mouse
IgG was purchased from Santa Cruz Biotechnology (Santa Cruz, CA, USA). Trypsin and protease
inhibitors cocktail were purchased from Sigma-Aldrich (Steinheim, Germany). All other reagents were
purchased from Sigma-Aldrich unless otherwise specified.

4.2. Bacterial Strain

Two attenuated vaccine strains A16R (pXO1+, pXO2´) and Sterne (pXO1+, pXO2´) were used
in this study. A16R is the only human anthrax vaccine in China, which was derived from the wild
strain A16 that lost the capsule-coding plasmid pXO2 [2]. The Sterne strain is also a non-capsulated,
toxin-producing strain and is currently commonly used as an animal anthrax vaccine [2]. The A16R
strain was provided by the Lanzhou Institute of Biological Products (Lanzhou, China)., and the Sterne
strain was provided by the Qinghai Biological Medicine Factory (Xining, China).

4.3. Cultivation and Sampling

A16R and Sterne strains were cultivated as described previously [53]. In brief, clonal cells were
inoculated into a tube with 5 mL Luria-Bertani (LB) liquid medium at 37˝C with vigorous agitation
for 12 h. From this culture, 50 µL was used to inoculate another tube with 5 mL LB medium for
12 h. Erlenmeyer flasks each containing 100 mL (total 500 mL) were sterilized by autoclaving at
121˝C for 15 min and then warmed to 37 ˝C prior to inoculation with 1 mL of each culture. In the
experiments to measure the LT production rate with protease inhibitors, protease inhibitors cocktail
(final concentration of 10 µL/mL) was added in the LB medium. The bottles were incubated at 37 ˝C
with vigorous agitation for up to 28 h. Culture supernatant samples were taken throughout the time
course and sterilized by passing through a 0.22-µm filter. After hyperfiltration using a 5 mL centrifugal
filter with high sample recovery (>90%), a fraction of the culture supernatant sample was concentrated
to 10ˆ. All samples were stored frozen (–80 ˝C) in aliquots until analysis.

4.4. Typical Growth Profile and Viable Cell Counts

The OD600 of each culture was determined using an ultraviolet photometer (Unico-7200, UNICO,
Dayton, NJ, USA) throughout the time course. Viable counts were also obtained by plating serial
10-fold dilutions (100 µL aliquots) onto LB agar plates in duplicate and incubating at 37 ˝C for 48 h.
Plates with 30–200 colonies were used to calculate the viable counts of the sample [35].

4.5. Western Blot Analysis of PA and LF

Electrophoresis of supernatant samples was performed using 12% SDS polyacrylamide gels, with
20 µL of culture supernatant loaded for each sample. The immunoblotting conditions used were the
same as those described previously [49]. Briefly, for immunological detection, the SDS-PAGE gels were
blotted onto the nitrocellulose membranes, which were then probed with specific primary antibodies
and peroxidase-conjugated secondary antibodies with chemiluminescent substrates. Protein bands
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were probed with 1:10,000 diluted HRP-conjugated goat anti-rabbit IgG and washed four times as
described above. Chemiluminescence was applied as instructed by the manufacturer.

4.6. Sandwich ELISA

Concentrations of PA and LF in samples of filtered culture supernatants were assessed using an
ELISA as described previously [15]. ELISA plates (96-well) were coated with a rabbit pAb specific for
PA (or LF) (100 µL, final concentration of 2 µg/mL) in coating buffer overnight at 4 ˝C. After washing
three times using PBST, the plates were incubated with blanking buffer (100 µL, PBST and 2% (w/v)
BSA) for 1 h at 37 ˝C with continuous shaking. Thereafter, culture supernatant samples containing
PA (or LF) were serially diluted in blanking buffer and added to the plates at 100 µL per well. After 1
h at 37 ˝C with continuous shaking, the plates were washed as above. HRP-labeled anti-PA (or LF)
mAbs were then added to the plates for incubation at 37 ˝C for 1 h with continuous shaking, followed
by three washes with PBST. After adding the substrate solution, the plates were again incubated at
37 ˝C with continuous shaking for 25–30 min. The reaction was then stopped with 2 mol/L sulfuric
acid (50 µL per well), and the absorbance measured at 450/630 nm using a microplate reader (Bio-Rad,
Hercules, CA, USA).

In the co-IP assay, an anti-PA pAb (100 µL, final concentration of 2 µg/mL) was added to ELISA
plates for capturing PA. The samples added to plates coated by anti-PA pAbs was 1:10 diluted.
An anti-LF mAb (100 µL, final concentration of 2 µg/mL) was then added to detect LF as described
above. The reverse co-IP assay was performed as well, in which an anti-LF pAb was used to pull
down LF, and an anti-PA mAb was used for detection as described above. The samples added to plates
coated by anti-LF pAbs was 1:1 diluted. The rPA and rLF proteins at fixed amounts (50 ng) and LT
heptamers complexes were also detected in the co-IP assay as a control. The LT heptamers complexes
were prepared as described previously [21]. PA83 was treated with trypsin at a final trypsin/PA
weight ratio of 1:1000 for 30 min at room temperature. The reaction was stopped by adding a 10-fold
excess of trypsin inhibitor. PA83 proteins were cleaved to PA63, the latter would then spontaneously
form heptamers and in turn recruit LF (final concentration of 50µg/mL), resulting in pre-formed LT
heptamers complexes.

4.7. Cytotoxicity Assay

The mouse macrophage cell line J774 has been found to be uniquely sensitive to LT. These cells
can be killed by LF in as little as 90 min and therefore can be used in detection of LT lethal
activity. The macrophage lysis assay was established essentially as described before with slight
modifications [15]. Optimal assay conditions were determined experimentally. Mouse macrophage
J774A.1 cells were plated at 3 ˆ 105 cells/well in 96-well plates and cultured for 24 h before treatment.
The growth medium was then removed by cautious aspiration and replaced with 100 µL of new
medium containing culture supernatant samples (diluted 1:10). Cell viability was assayed 4 h after
treatment by replacing the medium with 100 µL of medium (MEM plus 2% FBS) containing 1 mg/mL
MTT. After 1 h of incubation at 37 ˝C, the medium was removed, and the blue pigment produced by
the viable cells was dissolved in 50 µL/well of 0.5% (w/v) SDS and 25 mM hydrochloric acid in 90%
(v/v) isopropanol. The plates were then vortexed, and oxidized MTT was measured as the absorbance
at 570 nm using a Model 550 microplate reader (Bio-Rad, Hercules, CA, USA). Cell viability was
calculated as a percentage using the equation (OD sample – OD death control)/(OD live control – OD
death control), where “live control” wells contained 1 µg/mL PA alone and “death control” wells
contained both 1 µg/mL PA and 100 ng/mL LF. EC50 values were determined by nonlinear regression
sigmoidal dose-response analysis with variable slopes. Each assay was performed at least three times,
with duplicates within each assay.
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4.8. Cytotoxicity-Based Method for Detection of PA and LF

Concentrations of active PA and LF in samples of filtered culture supernatants were assessed
using a cytotoxicity-based method. With a fixed amount of excess PA (or LF), the change in cytotoxicity
can be attributed to the varying amount of LF (or PA). We used two of the same samples to detect
active PA and LF individually. LF activity in samples was assessed based on the ability together with
PA to kill J774A.1 cells in vitro. As described above, PA (1 µg/mL) and varying amounts of 10ˆ culture
supernatant samples were applied, and cell viability was then assessed 4 h later by the MTT assay.
As the concentration of PA was in excess, the decisive factor was the concentration of LF, which could
be obtained based on the cell viability. Thus, a cytotoxicity-based method for detection of active LF was
developed [43]. A similar cytotoxicity-based method for detection of active PA was also established.
The growth medium was removed by carefully aspirating and replacing it with 100 µL of new medium
(50 ng/mL LF) containing 10ˆ culture supernatant samples. Cell viability was then assessed as above.

4.9. Data Analysis

Unless otherwise specified, results are expressed as the mean ˘ SEM for the values obtained
from multiple experiments. Analyses were performed using GraphPad Prism 5 (GraphPad Software,
La Jolla, CA, USA). Statistical significance was determined at * p ď 0.05, ** p ď 0.01, and *** p ď 0.001.

Acknowledgments: This work was financially supported by grants from the State Project for Essential Drug
Research and Development (2013ZX09304101 and 2013ZX09101023), and the National Natural Science Foundation
of China (81172969).

Author Contributions: Xiaodong Zai, Junjie Xu, and Wei Chen conceived and designed the experiments; Xiaodong
Zai, Liangliang Li and Ling Fu performed the experiments; Xiaodong Zai and Jie Liu analyzed the data; Ju Liu,
Jun Zhang and Ying Yin contributed reagents; and Xiaodong Zai and Junjie Xu wrote the paper.

Conflicts of Interest: The authors declare no conflict of interest. The founding sponsors had no role in the design
of the study; in the collection, analyses, or interpretation of data; in the writing of the manuscript; and in the
decision to publish the results.

References

1. Goel, A.K. Anthrax: A disease of biowarfare and public health importance. World J. Clin. Cases 2015, 3, 20–33.
[CrossRef] [PubMed]

2. Kaur, M.; Singh, S.; Bhatnagar, R. Anthrax vaccines: Present status and future prospects. Expert Rev. Vaccines
2013, 12, 955–970. [CrossRef] [PubMed]

3. Liu, S.; Moayeri, M.; Leppla, S.H. Anthrax lethal and edema toxins in anthrax pathogenesis. Trends Microbiol.
2014, 22, 317–325. [CrossRef] [PubMed]

4. Young, J.A.; Collier, R.J. Anthrax toxin: Receptor binding, internalization, pore formation, and translocation.
Ann. Rev. Biochem. 2007, 76, 243–265. [CrossRef] [PubMed]

5. Moayeri, M.; Leppla, S.H.; Vrentas, C.; Pomerantsev, A.; Liu, S. Anthrax pathogenesis. Ann. Rev. Microbiol.
2015, 69, 185–208. [CrossRef] [PubMed]

6. Hutt, J.A.; Lovchik, J.A.; Drysdale, M.; Sherwood, R.L.; Brasel, T.; Lipscomb, M.F.; Lyons, C.R. Lethal factor,
but not edema factor, is required to cause fatal anthrax in cynomolgus macaques after pulmonary spore
challenge. Am. J. Pathol. 2014, 184, 3205–3216. [CrossRef] [PubMed]

7. Liu, T.; Warburton, R.R.; Hill, N.S.; Kayyali, U.S. Anthrax lethal toxin-induced lung injury and treatment by
activating MK2. J. Appl. Physiol. 2015, 119, 412–419. [CrossRef] [PubMed]

8. Kim, N.Y.; Kang, C.I.; Hur, G.H.; Yang, J.M.; Shin, S. Bacillus anthracis lethal toxin induces cell-type-specific
cytotoxicity in human lung cell lines. J. Appl. Microbial. 2014, 116, 1334–1343. [CrossRef] [PubMed]

9. Moayeri, M.; Leppla, S.H. Cellular and systemic effects of anthrax lethal toxin and edema toxin. Mol. Aspects
Med. 2009, 30, 439–455. [CrossRef] [PubMed]

10. Liu, S.; Zhang, Y.; Moayeri, M.; Liu, J.; Crown, D.; Fattah, R.J.; Wein, A.N.; Yu, Z.X.; Finkel, T.; Leppla, S.H.
Key tissue targets responsible for anthrax-toxin-induced lethality. Nature 2013, 501, 63–68. [CrossRef]
[PubMed]

http://dx.doi.org/10.12998/wjcc.v3.i1.20
http://www.ncbi.nlm.nih.gov/pubmed/25610847
http://dx.doi.org/10.1586/14760584.2013.814860
http://www.ncbi.nlm.nih.gov/pubmed/23984963
http://dx.doi.org/10.1016/j.tim.2014.02.012
http://www.ncbi.nlm.nih.gov/pubmed/24684968
http://dx.doi.org/10.1146/annurev.biochem.75.103004.142728
http://www.ncbi.nlm.nih.gov/pubmed/17335404
http://dx.doi.org/10.1146/annurev-micro-091014-104523
http://www.ncbi.nlm.nih.gov/pubmed/26195305
http://dx.doi.org/10.1016/j.ajpath.2014.08.008
http://www.ncbi.nlm.nih.gov/pubmed/25285720
http://dx.doi.org/10.1152/japplphysiol.00335.2015
http://www.ncbi.nlm.nih.gov/pubmed/26066827
http://dx.doi.org/10.1111/jam.12457
http://www.ncbi.nlm.nih.gov/pubmed/24471528
http://dx.doi.org/10.1016/j.mam.2009.07.003
http://www.ncbi.nlm.nih.gov/pubmed/19638283
http://dx.doi.org/10.1038/nature12510
http://www.ncbi.nlm.nih.gov/pubmed/23995686


Toxins 2016, 8, 56 15 of 17

11. Xie, T.; Auth, R.D.; Frucht, D.M. The effects of anthrax lethal toxin on host barrier function. Toxins 2011, 3,
591–607. [CrossRef] [PubMed]

12. Liu, S.; Miller-Randolph, S.; Crown, D.; Moayeri, M.; Sastalla, I.; Okugawa, S.; Leppla, S.H. Anthrax toxin
targeting of myeloid cells through the CMG2 receptor is essential for establishment of bacillus anthracis
infections in mice. Cell Host Microbe 2010, 8, 455–462. [CrossRef] [PubMed]

13. Dong, S. Progress on the study of prevention and control of anthrax in china. Chin. J. Epidemiol. 1999, 20,
135–137.

14. Manish, M.; Rahi, A.; Kaur, M.; Bhatnagar, R.; Singh, S. A single-dose PLGA encapsulated protective antigen
domain 4 nanoformulation protects mice against bacillus anthracis spore challenge. PLoS ONE 2013, 8.
[CrossRef] [PubMed]

15. Yin, Y.; Zhang, S.; Cai, C.; Zhang, J.; Dong, D.; Guo, Q.; Fu, L.; Xu, J.; Chen, W. Deletion modification enhances
anthrax specific immunity and protective efficacy of a hepatitis B core particle-based anthrax epitope vaccine.
Immunobiology 2014, 219, 97–103. [CrossRef] [PubMed]

16. Wagner, L.; Verma, A.; Meade, B.D.; Reiter, K.; Narum, D.L.; Brady, R.A.; Little, S.F.; Burns, D.L. Structural
and immunological analysis of anthrax recombinant protective antigen adsorbed to aluminum hydroxide
adjuvant. Clin. Vaccine Immunol. 2012, 19, 1465–1473. [CrossRef] [PubMed]

17. Friedlander, A.M.; Little, S.F. Advances in the development of next-generation anthrax vaccines. Vaccine
2009, 27, D28–D32. [CrossRef] [PubMed]

18. Quinn, C.P.; Sabourin, C.L.; Niemuth, N.A.; Li, H.; Semenova, V.A.; Rudge, T.L.; Mayfield, H.J.; Schiffer, J.;
Mittler, R.S.; Ibegbu, C.C.; et al. A three-dose intramuscular injection schedule of anthrax vaccine adsorbed
generates sustained humoral and cellular immune responses to protective antigen and provides long-term
protection against inhalation anthrax in rhesus macaques. Clin. Vaccine Immunol. 2012, 19, 1730–1745.
[CrossRef] [PubMed]

19. Ngundi, M.M.; Meade, B.D.; Little, S.F.; Quinn, C.P.; Corbett, C.R.; Brady, R.A.; Burns, D.L. Analysis of
defined combinations of monoclonal antibodies in anthrax toxin neutralization assays and their synergistic
action. Clin. Vaccine Immunol. 2012, 19, 731–739. [CrossRef]

20. Castelan-Vega, J.; Corvette, L.; Sirota, L.; Arciniega, J. Reduction of immunogenicity of anthrax vaccines
subjected to thermal stress, as measured by a toxin neutralization assay. Clin. Vaccine Immunol. 2011, 18,
349–351. [CrossRef]

21. Chi, X.; Li, J.; Liu, W.; Wang, X.; Yin, K.; Liu, J.; Zai, X.; Li, L.; Song, X.; Zhang, J.; et al. Generation and
characterization of human monoclonal antibodies targeting anthrax protective antigen following vaccination
with a recombinant protective antigen vaccine. Clin. Vaccine Immunol. 2015, 22, 553–560. [CrossRef]
[PubMed]

22. Ascough, S.; Ingram, R.J.; Altmann, D.M. Anthrax lethal toxin and the induction of CD4 T cell immunity.
Toxins 2012, 4, 878–899. [CrossRef]

23. Altmann, D.M. Host immunity to bacillus anthracis lethal factor and other immunogens: Implications for
vaccine design. Expert Rev. Vaccines 2015, 14, 429–434. [CrossRef] [PubMed]

24. Baillie, L.W.; Fowler, K.; Turnbull, P.C. Human immune responses to the UK human anthrax vaccine.
J. Appl. Microbial. 1999, 87, 306–308. [CrossRef]

25. Pitt, M.L.; Little, S.; Ivins, B.E.; Fellows, P.; Boles, J.; Barth, J.; Hewetson, J.; Friedlander, A.M. In vitro correlate
of immunity in an animal model of inhalational anthrax. J. Appl. Microbial. 1999, 87. [CrossRef]

26. Fellows, P.F.; Linscott, M.K.; Ivins, B.E.; Pitt, M.L.; Rossi, C.A.; Gibbs, P.H.; Friedlander, A.M. Efficacy of a
human anthrax vaccine in guinea pigs, rabbits, and rhesus macaques against challenge by bacillus anthracis
isolates of diverse geographical origin. Vaccine 2001, 19, 3241–3247. [CrossRef]

27. Turnbull, P.C.; Broster, M.G.; Carman, J.A.; Manchee, R.J.; Melling, J. Development of antibodies to protective
antigen and lethal factor components of anthrax toxin in humans and guinea pigs and their relevance to
protective immunity. Infect. Immun. 1986, 52, 356–363.

28. Baillie, L.W.; Huwar, T.B.; Moore, S.; Mellado-Sanchez, G.; Rodriguez, L.; Neeson, B.N.; Flick-Smith, H.C.;
Jenner, D.C.; Atkins, H.S.; Ingram, R.J.; et al. An anthrax subunit vaccine candidate based on protective
regions of bacillus anthracis protective antigen and lethal factor. Vaccine 2010, 28, 6740–6748. [CrossRef]
[PubMed]

http://dx.doi.org/10.3390/toxins3060591
http://www.ncbi.nlm.nih.gov/pubmed/22069727
http://dx.doi.org/10.1016/j.chom.2010.10.004
http://www.ncbi.nlm.nih.gov/pubmed/21075356
http://dx.doi.org/10.1371/journal.pone.0061885
http://www.ncbi.nlm.nih.gov/pubmed/23637922
http://dx.doi.org/10.1016/j.imbio.2013.08.008
http://www.ncbi.nlm.nih.gov/pubmed/24054942
http://dx.doi.org/10.1128/CVI.00174-12
http://www.ncbi.nlm.nih.gov/pubmed/22815152
http://dx.doi.org/10.1016/j.vaccine.2009.08.102
http://www.ncbi.nlm.nih.gov/pubmed/19837282
http://dx.doi.org/10.1128/CVI.00324-12
http://www.ncbi.nlm.nih.gov/pubmed/22933399
http://dx.doi.org/10.1128/CVI.05714-11
http://dx.doi.org/10.1128/CVI.00267-10
http://dx.doi.org/10.1128/CVI.00792-14
http://www.ncbi.nlm.nih.gov/pubmed/25787135
http://dx.doi.org/10.3390/toxins4100878
http://dx.doi.org/10.1586/14760584.2015.981533
http://www.ncbi.nlm.nih.gov/pubmed/25400140
http://dx.doi.org/10.1046/j.1365-2672.1999.00899.x
http://dx.doi.org/10.1046/j.1365-2672.1999.00897.x
http://dx.doi.org/10.1016/S0264-410X(01)00021-4
http://dx.doi.org/10.1016/j.vaccine.2010.07.075
http://www.ncbi.nlm.nih.gov/pubmed/20691267


Toxins 2016, 8, 56 16 of 17

29. Crowe, S.R.; Garman, L.; Engler, R.J.; Farris, A.D.; Ballard, J.D.; Harley, J.B.; James, J.A. Anthrax vaccination
induced anti-lethal factor igg: Fine specificity and neutralizing capacity. Vaccine 2011, 29, 3670–3678.
[CrossRef]

30. Pezard, C.; Weber, M.; Sirard, J.C.; Berche, P.; Mock, M. Protective immunity induced by bacillus anthracis
toxin-deficient strains. Infect. Immun. 1995, 63, 1369–1372.

31. Li, Q.; Peachman, K.K.; Sower, L.; Leppla, S.H.; Shivachandra, S.B.; Matyas, G.R.; Peterson, J.W.; Alving, C.R.;
Rao, M.; Rao, V.B. Anthrax LFn-PA hybrid antigens: Biochemistry, immunogenicity, and protection against
lethal ames spore challenge in rabbits. Open Vaccine J. 2009, 2, 92–99. [CrossRef]

32. Shlyakhov, E.; Rubinstein, E.; Novikov, I. Anthrax post-vaccinal cell-mediated immunity in humans: Kinetics
pattern. Vaccine 1997, 15, 631–636. [CrossRef]

33. Puziss, M.; Wright, G.G. Studies on immunity in anthrax. VII. Carbohydrate metabolism of bacillus anthracis
in relation to elaboration of protective antigen. J. Bacterial. 1959, 78, 137–145.

34. Charlton, S.; Herbert, M.; McGlashan, J.; King, A.; Jones, P.; West, K.; Roberts, A.; Silman, N.; Marks, T.;
Hudson, M.; et al. A study of the physiology of bacillus anthracis sterne during manufacture of the UK
acellular anthrax vaccine. J. Appl. Microbial. 2007, 103, 1453–1460. [CrossRef]

35. Pflughoeft, K.J.; Swick, M.C.; Engler, D.A.; Yeo, H.J.; Koehler, T.M. Modulation of the bacillus anthracis
secretome by the immune inhibitor A1 protease. J. Bacterial. 2014, 196, 424–435. [CrossRef]

36. Mukhopadhyay, T.K.; Allison, N.; Charlton, S.; Ward, J.; Lye, G.J. Use of microwells to investigate the effect
of quorum sensing on growth and antigen production in bacillus anthracis sterne 34F2. Immunity 2011, 111,
1224–1234. [CrossRef]

37. Tang, S.; Moayeri, M.; Chen, Z.; Harma, H.; Zhao, J.; Hu, H.; Purcell, R.H.; Leppla, S.H.; Hewlett, I.K.
Detection of anthrax toxin by an ultrasensitive immunoassay using europium nanoparticles. Clin. Vaccine
Immunol. 2009, 16, 408–413. [CrossRef] [PubMed]

38. Huan, T.N.; Ganesh, T.; Han, S.H.; Yoon, M.Y.; Chung, H. Sensitive detection of an anthrax biomarker using
a glassy carbon electrode with a consecutively immobilized layer of polyaniline/carbon nanotube/peptide.
Biosens. Bioelectr. 2011, 26, 4227–4230. [CrossRef]

39. Boyer, A.E.; Quinn, C.P.; Woolfitt, A.R.; Pirkle, J.L.; McWilliams, L.G.; Stamey, K.L.; Bagarozzi, D.A.;
Hart, J.C., Jr.; Barr, J.R. Detection and quantification of anthrax lethal factor in serum by mass spectrometry.
Anal. Chem. 2007, 79, 8463–8470. [CrossRef]

40. Kuklenyik, Z.; Boyer, A.E.; Lins, R.; Quinn, C.P.; Gallegos-Candela, M.; Woolfitt, A.; Pirkle, J.L.; Barr, J.R.
Comparison of MALDI-TOF-MS and HPLC-ESI-MS/MS for endopeptidase activity-based quantification of
anthrax lethal factor in serum. Anal. Chem. 2011, 83, 1760–1765. [CrossRef]

41. Stoddard, R.A.; Quinn, C.P.; Schiffer, J.M.; Boyer, A.E.; Goldstein, J.; Bagarozzi, D.A.; Soroka, S.D.;
Dauphin, L.A.; Hoffmaster, A.R. Detection of anthrax protective antigen (PA) using europium labeled anti-PA
monoclonal antibody and time-resolved fluorescence. J. Immunol. Methods 2014, 408, 78–88. [CrossRef]
[PubMed]

42. Boyer, A.E.; Gallegos-Candela, M.; Quinn, C.P.; Woolfitt, A.R.; Brumlow, J.O.; Isbell, K.; Hoffmaster, A.R.;
Lins, R.C.; Barr, J.R. High-sensitivity MALDI-TOF MS quantification of anthrax lethal toxin for diagnostics
and evaluation of medical countermeasures. Anal. Bioanal. Chem. 2015, 407, 2847–2858. [CrossRef]

43. Vuyisich, M.; Sanders, C.K.; Graves, S.W. Binding and cell intoxication studies of anthrax lethal toxin.
Mol. Biol. Rep. 2012, 39, 5897–5903. [CrossRef] [PubMed]

44. Mabry, R.; Brasky, K.; Geiger, R.; Carrion, R., Jr.; Hubbard, G.B.; Leppla, S.; Patterson, J.L.; Georgiou, G.;
Iverson, B.L. Detection of anthrax toxin in the serum of animals infected with bacillus anthracis by using
engineered immunoassays. Clin. Vaccine Immunol. 2006, 13, 671–677. [CrossRef] [PubMed]

45. Sirard, J.C.; Mock, M.; Fouet, A. The three bacillus anthracis toxin genes are coordinately regulated by
bicarbonate and temperature. J. Bacterial. 1994, 176, 5188–5192.

46. Liu, J.; Cai, C.; Guo, Q.; Zhang, J.; Dong, D.; Li, G.; Fu, L.; Xu, J.; Chen, W. Secretory expression and efficient
purification of recombinant anthrax toxin lethal factor with full biological activity in E. coli. Protein Expr.
Purif. 2013, 89, 56–61. [CrossRef] [PubMed]

47. Kintzer, A.F.; Thoren, K.L.; Sterling, H.J.; Dong, K.C.; Feld, G.K.; Tang, I.I.; Zhang, T.T.; Williams, E.R.;
Berger, J.M.; Krantz, B.A. The protective antigen component of anthrax toxin forms functional octameric
complexes. J. Mol. Boil. 2009, 392, 614–629. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/j.vaccine.2011.03.011
http://dx.doi.org/10.2174/1875035400902010092
http://dx.doi.org/10.1016/S0264-410X(96)00286-1
http://dx.doi.org/10.1111/j.1365-2672.2007.03391.x
http://dx.doi.org/10.1128/JB.00690-13
http://dx.doi.org/10.1111/j.1365-2672.2011.05143.x
http://dx.doi.org/10.1128/CVI.00412-08
http://www.ncbi.nlm.nih.gov/pubmed/19129473
http://dx.doi.org/10.1016/j.bios.2011.03.034
http://dx.doi.org/10.1021/ac701741s
http://dx.doi.org/10.1021/ac1030144
http://dx.doi.org/10.1016/j.jim.2014.05.008
http://www.ncbi.nlm.nih.gov/pubmed/24857756
http://dx.doi.org/10.1007/s00216-015-8509-5
http://dx.doi.org/10.1007/s11033-011-1401-2
http://www.ncbi.nlm.nih.gov/pubmed/22219086
http://dx.doi.org/10.1128/CVI.00023-06
http://www.ncbi.nlm.nih.gov/pubmed/16760326
http://dx.doi.org/10.1016/j.pep.2013.02.012
http://www.ncbi.nlm.nih.gov/pubmed/23459291
http://dx.doi.org/10.1016/j.jmb.2009.07.037
http://www.ncbi.nlm.nih.gov/pubmed/19627991


Toxins 2016, 8, 56 17 of 17

48. Pearson, T.; Busch, J.D.; Ravel, J.; Read, T.D.; Rhoton, S.D.; U'Ren, J.M.; Simonson, T.S.; Kachur, S.M.;
Leadem, R.R.; Cardon, M.L.; et al. Phylogenetic discovery bias in bacillus anthracis using single-nucleotide
polymorphisms from whole-genome sequencing. Proc. Natl. Acad. Sci. USA 2004, 101, 13536–13541.
[CrossRef] [PubMed]

49. Van Ert, M.N.; Easterday, W.R.; Huynh, L.Y.; Okinaka, R.T.; Hugh-Jones, M.E.; Ravel, J.; Zanecki, S.R.;
Pearson, T.; Simonson, T.S.; U’Ren, J.M.; et al. Global genetic population structure of bacillus anthracis.
PLoS ONE 2007, 2. [CrossRef] [PubMed]

50. Petkau, A.; Stuart-Edwards, M.; Stothard, P.; Van Domselaar, G. Interactive microbial genome visualization
with gview. Bioinformatics 2010, 26, 3125–3126. [CrossRef] [PubMed]

51. Xu, J.J.; Dong, D.Y.; Song, X.H.; Ge, M.; Li, G.L.; Fu, L.; Zhuang, H.L.; Chen, W. Expression, purification and
characterization of the recombinant anthrax protective antigen. Chin. J. Biotechnol. 2004, 20, 652–655.

52. Zhang, J.; Xu, J.; Li, G.; Dong, D.; Song, X.; Guo, Q.; Zhao, J.; Fu, L.; Chen, W. The 2β2–2β3 loop of anthrax
protective antigen contains a dominant neutralizing epitope. Biochem. Biophys. Res. Commun. 2006, 341,
1164–1171. [CrossRef] [PubMed]

53. Liu, X.; Wang, D.; Ren, J.; Tong, C.; Feng, E.; Wang, X.; Zhu, L.; Wang, H. Identification of the immunogenic
spore and vegetative proteins of bacillus anthracis vaccine strain A16R. PLoS ONE 2013, 8. [CrossRef]
[PubMed]

© 2016 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons by Attribution
(CC-BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1073/pnas.0403844101
http://www.ncbi.nlm.nih.gov/pubmed/15347815
http://dx.doi.org/10.1371/journal.pone.0000461
http://www.ncbi.nlm.nih.gov/pubmed/17520020
http://dx.doi.org/10.1093/bioinformatics/btq588
http://www.ncbi.nlm.nih.gov/pubmed/20956244
http://dx.doi.org/10.1016/j.bbrc.2006.01.080
http://www.ncbi.nlm.nih.gov/pubmed/16460675
http://dx.doi.org/10.1371/journal.pone.0057959
http://www.ncbi.nlm.nih.gov/pubmed/23516421
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/

	Introduction 
	Results 
	Expression and Degradation of LT Proteins in Culture Supernatant Detected by Western Blot 
	A16R and Sterne Strains Show Similar LT Protein Expression Patterns in Culture, with a Greater Extent of Degradation of PA than LF, as Quantified by ELISA and a Cytotoxicity-Based Method 
	Protease Inhibitors Can Reduce the Protease Activity in Culture Supernatants and Maintain a High Level of LT Proteins in the Stabilization Period. 
	LT Proteins are All Monomeric in Culture Supernatants and Show Lethal Activity as Determined by a Macrophage Cell Lysis Assay 

	Discussion 
	Experimental Section 
	Reagents 
	Bacterial Strain 
	Cultivation and Sampling 
	Typical Growth Profile and Viable Cell Counts 
	Western Blot Analysis of PA and LF 
	Sandwich ELISA 
	Cytotoxicity Assay 
	Cytotoxicity-Based Method for Detection of PA and LF 
	Data Analysis 


