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Supplementary Material: Figure S1 

 

 

CONSORT Flow Diagram 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S1: Consort flow diagram showing the patient enrollment. 

  

Assessed for eligibility (n=43) 

Excluded (n=9) 

• Other histology than glioma (n=2) 

• No surgery (n=3) 

• No MRS (n=2) 

• Technical difficulties (n=2) 

• MRS technically not feasible (n=2) 
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Supplementary Material: Figure S2 

 

 

Figure S2. Prognostication of IDH status by linear SVM. Prognostication performance was assessed 

by analysis of the ROC curve. 
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