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Figure S1. Heatmap displaying log2-transformed expression levels of a panel of hypoxia-related
genes and stemness-related genes in 786-0 EV, 786-0 R167Q 786-0 WT VHL and 786-0 R167Q.
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Figure S2. The uncropped western blot figures of Figure 1B.
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Figure S3. The uncropped western blot figures of Figure 2B.



