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Figure S1. The expression profiles of UGT genes in ten different types of TCGA cancers. The log2-transformed expression 
levels (RSEM values) of UGT genes in ten TCGA cancer types as indicated are presented using the box-and-whisker plots 
that show the distribution of the expression levels (minimum, first quartile, median, third quartile, and maximum) in each 
of these cancers. Shown are cancers with high expression (log2-transformed value > 5) of 3-5 UGT genes (A) or 2 UGT 
genes (B). 
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Figure S2. The expression profiles of UGT genes in seventeen different types of TCGA cancers. The log2-transformed 
expression levels (RSEM values) of UGT genes in seventeen TCGA cancer types as indicated are presented using the box-
and-whisker plots that show the distribution of the expression levels (minimum, first quartile, median, third quartile, and 
maximum) in each of these cancers. Shown are cancers with high expression (log2-transformed value > 5) of one UGT gene 
(A) or no UGT gene (B). 
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Figure S3. The expression profiles of 12 UGT genes in 33 different types of TCGA cancers. The log2-transformed expres-
sion levels (RSEM values) of six UGT1A (A) and six UGT2B (B) genes in 33 TCGA cancer types as indicated are presented 
using the box-and-whisker plots that show the distribution of the expression levels (minimum, first quartile, median, third 
quartile, and maximum) in each of these cancers. 
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Figure S4. The expression profiles of UGT3A genes in 33 different types of TCGA cancers. The log2-transformed expres-
sion levels (RSEM values) of UGT3A1 and UGT3A2 genes in 33 TCGA cancer types as indicated are presented using the 
box-and-whisker plots that show the distribution of the expression levels (minimum, first quartile, median, third quartile, 
and maximum) in each of these cancers. 
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Figure S5. Expression of UGT genes in matched cancerous (T) and adjacent non-cancerous (N) tissues in eight different 
TCGA cancers types. The log2-transformed expression levels (HT-Seq values) of UGT genes in matched cancerous (T) and 
adjacent non-cancerous (N) tissues from eight TCGA cancer types (BRCA, HNSC, KIRP, LIHC, LUAD, PRAD, STAD, 
THCA) as indicated are presented using the box-and-whisker plots that show the distribution of the expression levels 
(minimum, first quartile, median, third quartile, and maximum) in each of these cancers.  Up/downregulated UGT genes 
are highlighted with * indicating a Benjamini-Hochberg-adjusted p value of < 0.01. . 


