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Figure S1. The distribution of various immune cell sub-types in LCT-MF and non-LCT. A. Profiling tumor infiltrating
immune cells with CIBRSORT. P values <0.05 were considered statistically significant. B. PD1 and PD-L1 expression on
immune cells were profiled using CIBRSORT in the tumor microenvironment of MF-LCT and non-LCT.
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