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Figure S1. (A) LC-MS metabolomic analysis for HCT-116 cancer cells and HUVECs after 24h treatment with KAN0438757.
(B) RT-PCR analysis for migration-related genes performed with HUVEC cells after 12 and 48h treatment with

KANO0438757.
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Figure S2. (A,B) RT-PCR analysis for migration-related genes performed with HCT-116 and HT-29 cancer cells after 12,
24 and 48h treatment with KAN(0438757.



Cancers 2021, 13, 1011 3 of 4

Supplementary Figure 3

Seahorse Analysis. Experimental Repetitions 2 and 3.
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Figure S3. Additional experimental repetitions of Seahorse analysis performed with HCT-116, HUVEC, HT-29 and SW-1463 cells
after 6h treatment with KAN0438757.



4 of 4

Cancers 2021, 13, 1011

Supplementary Figure 4
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Figure S4. (A-D) Additional experimental repetitions of RT-PCR analysis for migration-related genes performed with HUVEC cells

after 12, 24 and 48h treatment with KAN0438757.



