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Figure S7 Uncropped blots of Figure 1A. 
Immunoblot analysis of the proteins ANO1 and a-tubulin from a panel of ANO1-high/-low UT-SCC cell lines. Cell lines were selected 
based on their varying ANO1 mRNA expression (see Figure S1 and Lepikhova et al., 2018). Alpha-tubulin was used as the loading control 
to normalize the quantities of the proteins. Immunoblot �gures, densitometry readings and normalized values are presented in the table 
below.
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Figure S7 Uncropped blots of Figure 1C. 
Immunoblot analysis of the proteins E-cadherin, N-cadherin, BMI1in cell lines UT-SCC-8 shScramble and shANO1_1, shANO1_2, as well as 
UT-SCC-14 shScramble and shANO1_1, shANO1_2. Alpha-tubulin or GAPDH were used as the loding controls to normalize the quantities 
of the proteins. Densitometry readings and normalized values are presented in the table under the whole blots.
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Figure S7 Uncropped blots of Figure 1C. 



Figure S7 Uncropped blots of Figure 2B. 
Immunoblot analysis of the proteins MCL-1, BCL-2, BCL-XL and BIM in cell lines UT-SCC-8 shScramble and shANO1_1, shANO1_2, 
as well as UT-SCC-14 shScramble and shANO1_1, shANO1_2. Alpha-tubulin was used as the loading control to normalize the quantities 
of the proteins. Densitometry readings and normalized values are presented in the tables under the respective �gures.
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Immunoblot analysis of the protein CDKN1B (p27kip1) in cell lines UT-SCC-8 shScramble and shANO1_1, shANO1_2, as well as 
UT-SCC-14 shScramble and shANO1_1, shANO1_2. Alpha-tubulin was used as the control to normalize the quantities of the proteins. 
Densitometry readings and normalized values are presented in the tables under the respective whole blots.
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Immunoblot analysis of the protein CDKN1B (p27kip1) in cell lines UT-SCC-8 shScramble and shANO1_1, shANO1_2, as well as 
UT-SCC-14 shScramble and shANO1_1, shANO1_2. Alpha-tubulin was used as the control to normalize the quantities of the proteins. 
Densitometry readings and normalized values are presented in the tables under the whole blots.
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Figure S7 Uncropped blots of Figure 4B.
Immunoblot analysis of the proteins CDKN1B, H2A.x, a-tubulin, MCL1 in the cytoplasmic and nuclear fraction of the cell lines UT-SCC-8 
shScramble and shANO1_1, shANO1_2, as well as UT-SCC-14 shScramble and shANO1_1, shANO1_2.  Densitometry readings and 
normalized values are presented in the tables under the respective whole blots.
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Figure S7 Uncropped blots of Figure 5A.
Immunoblot analysis of ANO1 and a-tubulin upon treatment with a range of concentrations of Ani9-5f inhibitor. Cell lines used were 
UT-SCC-8 and UT-SCC-14. Densitometry readings and normalized values are presented in the tables under the respective �gures.
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Figure S7 Uncropped blots of Figure S2A.
Immunoblot analysis shows ANO1 and a-tubulin protein levels following lentiviral transductions. Two di�erent shRNA constructs 
targeting ANO1, as well as two technical replicates were tested. shScramble indicates control lentivirus constructs. Cell lines used 
were UT-SCC-8 and UT-SCC-14. Densitometry readings and normalized values are presented in the tables under the respective whole 
blots.
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Figure S7 Uncropped blots of Figure S3A.
Immunoblot analysis of changes in proteins ANO1, COXIV and a-tubulin in cytoplasmic and mitochondrial fractions of the cell line 
UT-SCC-8. Densitometry readings and intensity ratios (normalized values) are presented in the table under the whole blots.
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Figure S7 Uncropped blots of Figure S3C.
Immunoblot analysis of the proteins ANO1, MCL1, BCL-XL, BCL2, BIM and a-tubulin from cell lysates of a panel of UTSCC cell lines. 
Alpha-tubulin was used as the loading control to normalize the quantities of the proteins. Densitometry readings and normalized 
values are presented in the tables under the respective blots.
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Figure S7 Uncropped blots of Figure S4B.
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readings and normalized values are presented in the tables under the respective blots.
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