
Supplementary Figure S7
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Figure S7: Correlations of Sigpub_BP with our gene panels (Sig27var25, SigIQvar8, 
SigCmbnvar5, SibCmbn_B). (A) The indicated correlations were determined using 
Spearman correlation. (B) Heatmap was constructed using the “oncoprint” function in 
the ComplexHeatmap R package [30]. Dead and progressed tumors are marked with 
blue. ACC positive for the indicated signatures are colored red. Positive and negative 
tumors were defined according to the respective cutoff points estimated by empirical 
method. Percentages for the positive events are indicated.
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