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Supplementary Figure S2

–8HR 14.3, p = 1.02 ´ 10–7
HR 10.2, p = 2.66 ´ 10

–7HR 12.7, p = 4.38 ´ 10

HR 9.1, p = 0.00272

–4HR 3.2, p = 5.39 ´ 10
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–6HR 5.1, p = 2.09 ´ 10 HR 4.1, p = 0.00309

Figure S2: Stratification of ACC progression and fatality risk by MXD3, BIRC5, RAB30, RECQL4, and 
SNHG10. Cutoff points were estimated on individual gene expression using Maximally Selected Rank 
Statistics (the Maxstat package) in R. Statistical analyses were performed with logrank test. HRs for the 
risk of ACC progression and poor prognosis in the stratified groups were derived using univariate Cox 
analysis with the R survival package.
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