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R = 0.55, p < 2.2e−16
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Supplementary Figure 2. Kaplan Meier plots of target genes
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Supplementary Figure 3.
Top drug identification of KIF11, CDK1, RAN, CHAF1B.



Supplementary Figure 4.
The expression pattern of potential target genes in different cell types
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Supplementary Figure 5.
Clustering analysis of shRNAs for target genes
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Supplementary Figure 6.
Protein expression levels in in-vitro model
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