Gene

BHRF1 o o ° MeanExp BHRF1 © ® © © © ® o © o o o o
® 0.00 [
BLLF1.gp350 ~+ = o o o+ 0 o 0000 ® 025 BLLF1.gp350 o e =« + o ® o =« o - - - . °
0.50
EBNA1 o0 e () 075
: ° EBNA1 @ ® [ )
EBNA2 © o  © 0 o0 oo 1.00 5
® 125 o EBNA2 =+ o o ® o - o @ o =+ + = °
EBNASBC © @ () o o @ e @ FracExp
+ 000 EBNA3B.C .
LMP1 e e o0 0 oo ° [ ¥ ) ® 015 °
LMP2A.28B c e e et e e s e e @ 030 IMPI ® » « 000 ¢ 0o0eo .@ ©
@ 045 ( J
O T NMTO - NO TN T N® .0.60 Q T O T N O T NQ TN MY .
9999999909709 7909705099 ©99 9999990905099
S>>>>>>>>>>>> > > > > > > > > > > > > > > > o
[ Joa'a R o J'a a o' o' o [ a ' o [ a'a ' [ a a ' | 0O M M o0 momMM@MM@M@MM@OME@OEOMONOM@MAMA
wow oW wowowwowwwow W W ow owowowowowowowow o w
e e e et e B B e et B B B e o o o e e e o e e R B
Z2ZZ2ZZZZZZZZZZZZZ Z2 Z2 Z2 Z2 Z2 Z2 Z Z Z Z Z Z Z
Ooooooooooooooa ooooooooooooa
Cluster Cluster

Supplemental Figure 9. EBV gene expression across donor level cell clusters: the bubble-plot
illustrates the pattern of EBV gene expression observed across the donor level cell clusters a) in experi-
ment 1 and b) experiment 2. EBV gene identities are identified on the left, and cluster identities along the
lower edge of each plot. Mean gene expression is illustrated on a normalised scale across the cell cluster
(blue 0.00 to red 1.25) and fraction of cells in the cluster with expression is illustrated by size as indicated in
the legend.
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