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Supplemental Figure 6. Donor level analysis for EBV-associated cells in experiment 1: Analysis of EBV-associated cells for individual donors shown for DN1-4 from left to right, for each divided to show the UMAP plot with cell clusters
identified with colour coding, beneath this are shown patterns of index gene expression with each gene shown identified by official gene symbol and plotted either as violin plots of gene expression divided by cell clusters (middle panels) or

expression mapped onto individual cells in the UMAP plots (lower panels).



