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Supplemental Figure 9.  EBV gene expression across donor level cell clusters: the bubble-plot 
illustrates the pattern of EBV gene expression observed across the donor level cell clusters a) in experi-
ment 1 and b) experiment 2. EBV gene identities are identified on the left, and cluster identities along the 
lower edge of each plot. Mean gene expression is illustrated on a normalised scale across the cell cluster 
(blue 0.00 to red 1.25) and fraction of cells in the cluster with expression is illustrated by size as indicated in 
the legend.


