cancers

Article

Precision Immunotherapy Utilizing Adapter CAR-T Cells
(AdCAR-T) in Metastatic Breast Cancer Leads to Target

Specific Lysis

Cansu E. Onder 100, Moustafa Moustafa-Oglou %>, Sarah M. Schroder 34, Andreas D. Hartkopf >0,

André Koch 1.5:#1

check for
updates

Citation: Onder, C.E.; Moustafa-
Oglou, M.; Schroder, S.M.; Hartkopf,
A.D.; Koch, A.; Seitz, C.M. Precision
Immunotherapy Utilizing Adapter
CAR-T Cells (AdCAR-T) in Metastatic
Breast Cancer Leads to Target Specific
Lysis. Cancers 2024, 16, 168. https://
doi.org/10.3390/ cancers16010168

Academic Editor: Simone Krebs

Received: 31 October 2023
Revised: 22 December 2023
Accepted: 27 December 2023
Published: 29 December 2023

Copyright: © 2023 by the authors.
Licensee MDPI, Basel, Switzerland.
This article is an open access article
distributed under the terms and
conditions of the Creative Commons
Attribution (CC BY) license (https://
creativecommons.org/licenses /by /
4.0/).

and Christian M. Seitz 2.6.7:*1

Research Institute for Women’s Health, University of Tiibingen, 72076 Tiibingen, Germany;
cansu.onder@live.de

Department of Pediatric Oncology and Hematology, University Hospital Tiibingen,

72076 Tiibingen, Germany; moustafa.moustafa-oglou@med.uni-tuebingen.de

Department of Otorhinolaryngology, Head and Neck Surgery, University of Ulm, 89081 Ulm, Germany
Department of Peptide-Based Immunotherapy, University and University Hospital Tiibingen,

72076 Tiibingen, Germany

Department of Women’s Health, University of Tiibingen, 72076 Tiibingen, Germany

Cluster of Excellence iFIT (EXC 2180) “Image-Guided and Functionally Instructed Tumor Therapies”,
University of Tiibingen, 72076 Tiibingen, Germany

German Cancer Consortium (DKTK), Partner Site Tiibingen, a Partnership between German Cancer Research
Center (DKFZ) and University Hospital Tiibingen, 81675 Munich, Germany

Correspondence: andre.koch@med.uni-tuebingen.de (A.K.); christian.seitz@med.uni-tuebingen.de (C.M.S.);
Tel.: +49-70701-29-85380 (A.K.); +49-7071-29-61803 (C.M.S.)

These authors contributed equally to this work.

¥ These authors contributed equally to this work.

Simple Summary: The development of pleural effusion is a common debilitating occurrence during
metastasized breast cancer. Malignant cells in pleural effusions originating from the primary tumor suggest
the spread of the disease and can serve as a model for metastatic breast cancer. Hence, we established
three-dimensional organoid lines from four patients with malignant pleural effusion. Patient-derived
organoids were characterized by flow cytometry for individual target antigen expression profiles. Adapter
CAR-T cells (AdCAR-T) and biotinylated monoclonal antibodies were evaluated to specifically target
patient-derived organoids and assess responses in a personalized fashion. This study demonstrates the fea-
sibility of precision immunotherapy utilizing AACAR-T to target patient-individualized antigen patterns.

Abstract: A frequent symptom of metastasized breast cancer (BC) includes the development of
malignant pleural effusion (MPE), which contains malignant cells derived from the primary tumor
site. The poor prognosis of MPE in metastasized BC indicates the necessity for dependable precision
oncology and the importance of models representing the heterogenous nature of metastatic BC. In this
study, we cultured MPE-derived metastatic tumor cells from four advanced BC patients using organoid
technology. We assessed the expression of tumor-associated antigens on MPE-derived organoid lines
by flow cytometry (FC). Based on an individual antigen expression pattern, patient-derived organoids
were treated with adapter CAR-T cells (AdCAR-T) and biotinylated monoclonal antibodies targeting
CD276, HER2, EGFR, TROP2, or EpCAM. Co-culture assays revealed specific organoid lysis by
AdCAR-T depending on individual antigen expression patterns. Our results demonstrate that MPE-
derived organoids can serve as a reliable tool for assessing the efficacy of AACAR-T on metastatic
BC in a patient-individualized manner. This approach could potentially be applied in a preclinical
setting to instruct therapy decisions. Further, our study demonstrates the feasibility of precision
immunotherapy utilizing AACAR-T to target patient-individualized antigen patterns.

Keywords: precision immunotherapy; adapter CAR-T cells; metastasis; breast cancer; organoid
culture; pleural effusion; cancer biology; patient-derived organoids
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1. Introduction

Globally, breast cancer (BC) stands out as the most diagnosed cancer and a leading
contributor to cancer-related fatalities in women [1]. BC presents itself with four molecular
subtypes (luminal A, luminal B, HER2-enriched, and basal-like) based on a 50-gene ex-
pression signature (PAMS50) [2]. Besides this molecular classification, a more traditional
classification based on the immunohistochemistry expression of key proteins such as
estrogen receptor (ER), progesterone receptor (PR), human epidermal growth factor re-
ceptor 2 (HER2), and the proliferation marker Ki67, are commonly employed (reviewed
in [3]). BC cells can acquire invasiveness, leading to the formation of metastases, as they
spread through the bloodstream or lymphatic system to various organs and sites in the
body. Primary BC has been extensively studied and generally has a positive prognosis.
In contrast, metastatic BC presents numerous challenges, including the presence of di-
verse cell types and resistance to treatment. These factors often contribute to the failure of
therapeutic interventions [4].

Therapy decisions usually depend on the features of primary tumors, as metastatic
biopsies are relatively rare. Yet, primary tumors may not fully represent the heterogeneous
characteristics of metastatic tumors. Frequently, these attributes demonstrate inconsis-
tency in phenotypic markers [5]. Consequently, therapy recommendations based on the
characteristics of primary tumors alone might lead to poorer outcomes [6,7].

Malignant pleural effusion (MPE), which describes the presence of malignant cells in
the pleural cavity, develops in 7% of BC patients [8,9]. The quality of life and prognosis of
patients suffering from MPE are relatively poor and defined by chest pain and breathing
difficulties [10]. However, as MPE contains metastatic BC cells and can be obtained through
a simple puncture, it offers more options for metastatic biopsies [11]. Moreover, malignant
cells in MPEs can serve as a source for the establishment of in vitro models that represent
the characteristics of metastasized BC to improve therapy outcomes and approach precision
oncology. The most common approaches include cell lines and patient-derived xenograft
(PDX) models. While cell lines are widely used in BC research but are not capable of
predicting drug response in patients, PDX models are invaluable for translational research
but are expensive and limited in efficiency [12].

Recently, patient-derived BC organoids have been shown to be valuable three-dimensional
models for research and personalized oncology, as they represent the characteristics of
their respective origin and can be used for long-term culturing [13,14]. Cultured in an
extracellular matrix, organoids of different sources have already been used in various
methods, such as high-throughput drug assays [13,15].

In the area of BC treatment, standard therapeutic approaches involve surgery,
chemotherapy, radiotherapy, endocrine therapy, and targeted therapy [16]. The latter ap-
proach includes immunotherapy, which has risen as a crucial element, presenting promising
effectiveness and minimal safety concerns [17]. The emergence of genetically modified T cell
therapies, incorporating a chimeric antigen receptor (CAR) has achieved remarkable success
in long-lasting clinical responses among individuals with hematologic malignancies [18].
This sparked immense enthusiasm in the potential to address various types of cancer
including BC. CAR-T cell therapy, a type of immunotherapy derived from adoptive T cell
transfer, has been established to harness the patient’s own immune cells to fight cancer by
triggering antigen-specific cytotoxic response [19].

Conventional CAR constructs are limited in their ability to provide adjustable cyto-
toxicity and flexible selectivity against heterogenous tumors. These limitations result in
potential risks such as uncontrolled CAR-T expansion, depletion of normal tissues express-
ing the target antigen, CAR-T exhaustion, and lack of activation toward antigen-negative
tumor cells [20-22].

One sophisticated approach to circumvent these limitations is to separate target anti-
gen recognition from CAR-T activation through the introduction of adapter molecules
(AMs) and adapter CARs (AdCARs) [23]. These AMs combine the functional components
of an antigen-binding moiety and a CAR-binding moiety. Being able to conjugate clinically
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approved therapeutical antibodies, effectively turning them into AMs, enables flexible redi-
rection of CAR-T cells toward different tumor-associated antigens (TAAs) and furthermore
introduces a controllable on/ off-switch.

In previous studies, we have demonstrated the remarkable effectiveness of AACAR-T
cells in vitro and in vivo by specifically targeting tumors associated with a broad spec-
trum of tumor-associated antigens (TAAs) across different cancer types [23,24]. This CAR
technology provides the advantage of universal targeting of various cancer types and
furthermore allows for the finely adjustable modulation of effector function and ultimately
addresses the challenge of immune evasion due to antigen loss.

While CAR-T cell therapy has proven great achievements in hematologic malignancies,
its effectiveness in battling solid tumors, including BC, still has room for improvement.
In a previous study, we cultured tumor cells derived from MPE of advanced BC patients
employing organoid technology and generated metastatic BC patient-derived organoids
(MBC-PDOs). MBC-PDOs were then used as a platform to perform drug screenings
applying various inhibitors [14].

In this study, we cultured MBC-PDOs and analyzed their antigen expression patterns
utilizing flow cytometry (FC). Our goal was to utilize MBC-PDOs as a screening platform
to demonstrate feasibility of an AACAR-T-based precision immunotherapy approach for
flexible targeting of various tumor-associated target antigens. In the future, research on
patient-derived models could have enormous potential for clinical applications, such as
extending patients’ survival time and improving their quality of life.

2. Materials and Methods
2.1. Patient Cohort

All MBC-PDOs were previously established and characterized [14]. The study was
approved by the Ethics Committee of the Eberhard Karl University of Tiibingen (ethical
approval 288/2022B0O2) and is compliant with all relevant ethical regulations regarding
research involving human participants. For full patient characteristics see Table S1.

2.2. Culturing 2D Cell Lines

BC cell lines MDA-MB-468 and MCF-7 were acquired from American Type Culture
Collection (Manassas, VA, USA, HTB-22 and HTB-132). Cells were handled in DMEM-
FBS (Dulbecco’s Modified Eagle Medium (41965-062), containing 10% FBS (10270-106),
1% Pen/Strep (15140-122) from Thermo Fisher Scientific, Waltham, MA, USA). Cells were
recurrently checked for mycoplasma using a PCR Detection Kit (abm, Richmond, BC,
Canada, G238).

2.3. Freezing and Thawing of CAR-T Cells

Cultured cells were centrifuged at 350x ¢ for 5 min and resuspended in human
serum albumin (HSA, CSL Behring GmbH, Marburg, Germany, 4356500002) containing
10% dimethyl sulfoxide (DMSO, PanReac Applichem, Darmstadt, Germany, A3672) at
a cell density of 1-10 x 107 cells/mL; 1 mL aliquots were frozen overnight at —80 °C
and subsequently transferred to liquid nitrogen storage. To thaw cells, frozen aliquots
were rapidly thawed in a 37 °C water bath, diluted in pre-warmed TexMACS™ medium
(Miltenyi Biotec, Bergisch Gladbach, Germany, 31870) without interleukins or antibiotics
and centrifuged at 350x g for 5 min. Then, T cells were resuspended in TexMACS™
medium without supplementation at a density of 4 x 10° cells/mL and incubated for 4 h
before adding IL-7/IL-15-supplemented (Miltenyi Biotec, Bergisch Gladbach, Germany, 130-
095-367 and 130-093-955) TexMACS™ media to achieve a cell density of 1 x 106 cells/mL.

2.4. Isolation and Transduction of T Cells

Peripheral blood mononuclear cells (PBMCs) were isolated from freshly collected
peripheral blood samples via Ficoll centrifugation (Biocoll®, BIO&SELL GmbH, Niirnberg,
Germany, L 6115) from healthy voluntary donors at the University Children’s Hospital
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Tubingen. T cell isolation was performed using anti-CD4 and anti-CD8 microbeads (Mil-
tenyi Biotec, Bergisch Gladbach, Germany, 130-045-101 and 130-045-201), subsequently
activated with TransAct™ (Miltenyi Biotec, Bergisch Gladbach, Germany, 130-128-758) and
cultivated in TexMACS™ media supplemented with 10 ng/mL IL-7 and 5 ng/mL IL-15.
After 36 h, activated T cells were transduced with AACAR (LLE-CAR) lentivirus (provided
by Miltenyi Biotec, Bergisch Gladbach, Germany) at a multiplicity of infection (MOI) of 3.
Transduced T cells were maintained at 0.5-2 x 10° cells/mL in IL-7/IL-15-supplemented
TexMACS™ media and furthermore monitored for lactate. CAR transduction efficiency
was determined by flow cytometry at day 7 using AACAR detection reagent (provided by
Miltenyi Biotec, Bergisch Gladbach, Germany).

2.5. Adapter Molecule Conjugation

Biotin adapter conjugation was achieved at 30 °C for 1 h in DPBS buffer (Thermo
Fisher Scientific, Waltham, MA, USA, 14190-094) using 5-fold molar excess of biotin-LC-
LC-NHS (Thermo Fisher Scientific, Waltham, MA, USA, CAS-No. 89889-52-1). This was
followed by separation of the antibody/label mix on a Sephadex G25 column (Cytiva
Europe GmbH, Freiburg, Germany, 17085101). Protein holding fractions were collected,
analyzed by absorption at 280 nm, and subsequently united. Successful conjugation was
confirmed via flow cytometry on cell lines expressing the target.

2.6. Organoid Culture Setup

Cryopreserved MBC-PDOs from our previous study were used for the study [14]. For
the setup of organoid cultures, the required amount of cell suspension was mixed with
basement membrane extract (BME; Cultrex Reduced Growth Factor Basement Membrane
Extract, Type 2 Select, Bio-techne, Minneapolis, MN, USA, 3533-005-02) at a ratio of 30% cell
suspension to 70% BME; 20 uL droplets were seeded on 48-well plates and placed upside
down in an incubator (37 °C, 5% CO,) to solidify for 30 min. BC culture medium (BCM;
Table S2, composition previously described [13,25]) was added to each well and renewed
every 3—4 days. Cells were incubated at 37 °C and 5% CO, and pictures were taken
frequently with EVOS M7000 microscope (Thermo Fisher Scientific, Waltham, MA, USA).

2.7. Passaging of MBC-PDOs

MBC-PDOs were passaged every 7 to 21 days, depend on organoid size and density.
Organoids were recovered from the wells by resuspending the BME droplets in ice-cold
DPBS containing 5 pM Y-27632 (DPBS/Y-27632). The organoid suspension was centrifuged
at 500x g for 10 min and the supernatant was discarded. The BME-organoid pellet was
dispersed with 1 mL of TrypLE™ Express Enzyme (1X; Thermo Fisher Scientific, Waltham,
MA, USA, 12604013) at 37 °C in a water bath for 5 min. The suspension was then centrifuged
(500x g for 10 min) and the supernatant was discarded. For further culture, the desired
amount of cell pellet was resuspended in AdvVDMEM+++ and mixed with BME at a ratio
of 30% cell suspension to 70% BME and cultured as described above. To stock organoids,
passaged cells were cryopreserved in Recovery™ Cell Culture Freezing Medium (Thermo
Fisher Scientific, Waltham, MA, USA, 12648010) and stored in cryovials in liquid nitrogen.

2.8. Generation of Lentiviral Vector

Luciferase and GFP containing lentivirus were produced as previously described [23].
After lipofection (Lipofectamine 3000, Thermo Fisher) of Lenti-XTM 293 T (Clontech/
TaKaRa Bio Company, San Jose, CA, USA, 631231) with second-generation packaging
plasmid, VSV-G envelope plasmid and transfer plasmid, lentivirus containing supernatants
were concentrated (Lenti-X concentrator, TaKaRa Bio Company, San Jose, CA, USA, 631231)
and cryopreserved at —80 °C.
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2.9. Viral Transduction and Sorting of MBC-PDOs

Third-generation-based lentiviral vector transfer plasmids containing luciferase and
GFP were kindly provided by Irmela Jeremias, Helmholtz Center Munich, Munich, Ger-
many (Irmela Jeremias, Helmholtz Center Munich, Germany, 12260). Lentiviral particles
were produced as described above. All MBC-PDO lines were transduced at an MOI of 3.
Subsequent transgene expression was analyzed by flow cytometry using the co-expressed
fluorescent protein. Transduced cells were enriched by bulk fluorescence-activated cell
sorting (FACS).

2.10. Flow Cytometry

Flow cytometry analysis was performed by staining 0.2 x 10° cells in fluorescence-
activated cell sorting (FACS) tubes. The following antibodies by Miltenyi Biotec (Bergisch
Gladbach, Germany) were used to determine antigen expression. Anti-CD47 (anti-human,
Biotin, 130-101-342), anti-CD66 (anti-human, Biotin, 130-093-156), anti-CD112 (anti-human,
Biotin, 130-109-000), anti-CD133 (anti-human, Biotin, 130-112-193), anti-CD146 (anti-human,
Biotin, 130-092-850), anti-CD171 (anti-human, Biotin, 130-100-702), anti-CD276 (anti-human,
Biotin, 130-118-579), anti-ROR1 (anti-human, Biotin, 130-118-018), anti-TROP2 (anti-human,
Biotin, 130-115-096), anti-CD326 (EpCAM) (anti-human, Biotin, 130-111-114), HER?2 (biotin-
conjugated Trastuzumab, Kanjinti, 1144554A), and EGFR (biotin conjugated Cetuximab,
Erbitux, G0157D) (Table S3). CliniMACS® buffer (Miltenyi Biotec, Bergisch Gladbach,
Germany, 700-25) containing antibodies at an equimolar concentration of 20 ug/mL was
added to each sample. The cells were furthermore stained with anti-Biotin (APC; Miltenyi
Biotec, Bergisch Gladbach, Germany, 130-111-069) and analyzed via BD FACSCanto II (BD
Biosciences, Franklin Lakes, NJ, USA).

2.11. Two-Dimensional Luciferase-Based Cytotoxicity Assay (LCA)

Tumor cells were plated in complete RPMI media (Thermo Fisher Scientific, Waltham,
MA, USA, 31870) in white 96-well flat-bottomed plates (Greiner Holding, Kremsmdinster,
Austria, 655083) with 15,000 cells per well and were co-cultured with AACAR-T cells at
a 2:1 ratio. At timepoint 0 h, adapter molecules and synthetic D-luciferin (Sigma Aldrich,
St. Louis, MO, USA, L9504) were added to each well at a final concentration of 10 ng/mL
and 4 pg/mlL, respectively. Bioluminescence was assessed after 24 h, 48 h, and 72 h
using the Tecan SPARK microplate reader (Perkin Elmer, Waltham, MA, USA, 30086376)
at 37 °C. Lysis was evaluated by the relative luminescence to tumor control wells without
AdCAR-T cells.

2.12. Real-Time Impedance-Based Cytotoxicity Assay (ICA)

The impedance-based Real-Time Cytotoxicity Analyzer (RTCA) xCELLigence device
(ACEA Biosciences Inc., Santa Clara, CA, USA, 106-0534) was used to assess label-free
real-time cytotoxicity [23]. MCF-7 and MD-MBA-468 cell lines were plated at 30,000 cells
per well in RPMI 1640-based complete media in 96-well electronic microtiter plates E-Plate®
96 (ACEA Biosciences Inc., Santa Clara, CA, USA, 2801035). After 24 h, effector cells were
added according to indicated effector to target ratio. Therapeutic antibodies (AMs) were
used at 10 ng/mL. Plates were incubated under 37 °C, 95% humidity, and 5% CO,, and
impedance was assessed every 15 min for 24 h.

2.13. Three-Dimensional Luciferase-Based Cytotoxicity Assay (LCA)

For the AACAR-T cell treatment of MBC-PDOs and MCEF-7, cells were cultured 7 to
21 days as described in Section 2.7. The day before treatment, MBC-PDOs were recovered
from the BME droplets by incubating the droplets in 1 mg/mL Dispase (Sigma-Aldrich,
St. Louis, MO, USA, D4693) at 37 °C for 20 min. Droplet suspensions were diluted in 1% BSA
and centrifuged at 250 x g for 10 min. The supernatant was removed, and organoid pellets
were resuspended in the required amount of assay medium (BCM without Nicotinamide
and Y-27632). Per well, 125 uL of organoid suspensions was seeded in 96-well plates (clear
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plates, 353072; white plates, 136102; both from Thermo Fisher Scientific, Waltham, MA,
USA) coated with 40 uL. BME-advDMEM (in a ratio of 50% BME and 50% AdvDMEM+++).

CAR-T cells were thawed the day before treatment and cultured in TexMacs™
medium lacking cytokines and including 10% FBS at 37 °C for 4 h. Cells were then
diluted to a concentration of 1 x 10° cells/mL with TexMacs™ supplemented with IL-7
(10 ng/mL), IL-15 (5 ng/mL), penicillin (100 units/mL)/streptomycin (100 ng/mL), and
cultured at 37 °C until the following day.

The following day, MBC-PDO cells were counted by the addition of TrypLE to one well
per line. Organoids dispersed into single cells at 37 °C for 10 min and were pelleted and
resuspended in 100 uL of AdvDMEM+++. MBC-PDO and CAR-T cells were counted using
the Bio-Rad TC20™ Automated Cell Counter (Bio-Rad Laboratories, Inc., Hercules, CA,
USA) according to manufacturer’s protocol.

Diluted in assay medium, 25 uL of CAR-T cells (various E:T ratios), 25 pL of biotiny-
lated antibodies (80 ng/mL), and 25 uL D-Luciferin (2 ng/pL) were added to the wells,
reaching a total volume of 200 pL. Wells of clear plates received assay medium instead of
D-Luciferin; also, control wells received assay medium as a replacement for CAR-T cells
and/or biotinylated antibodies. Readouts were performed after 24 h, 48 h, and 72 h by
measuring the luminescence (white plates) with a Varioskan LUX (Thermo Fisher Scientific,
Waltham, MA, USA) and capturing brightfield and fluorescence images (clear plates) of
MCEF-7 organoids and MBC-PDOs. Assays were carried out in multiple technical replicates,
and results were normalized to untreated controls.

3. Results
3.1. Design of AdCAR-T Cell System and Functional Targeting of BC Cell Lines

The AACAR-T system was designed by conjugating the murine clone mBio3-derived
scFvs on a third-generation CAR backbone consisting of extracellular spacer domains, CD28
and 4-1BB co-stimulatory, as well as the CD3-( signaling domain (Figure 1A) [23]. Unlike
conventional CAR-T cells, the AACAR-T cell system is designed to separate target antigen
recognition from T cell activation. This can be achieved by a two-component approach,
where AACAR-T cells identify the linker-labeled—epitope (LLE) of biotin-conjugated
adapter molecules (AMs), effectively utilizing their specific antigen-binding capacity
(Figure 1B). This two-component system enables targeting a multitude of antigens ex-
pressed on target cells, utilizing biotin-conjugated monoclonal antibodies (mAbs) that are
in clinical use (Table S3).

To validate the effectiveness of AACAR-T cells against a range of target antigens,
we conducted a cytotoxicity assay using luciferase-expressing MCF-7 (Figure 1C) and
MD-MBA-468 (Figure 1D) cell lines. Expression levels of potential BC target antigens
such as HER2, EGFR, and TROP2, among others, were assessed via flow cytometry (FC).
Immunophenotyping (FC) was performed using the very same biotinylated mAbs, that
were subsequently used in cytotoxicity assays. Target cell lysis (of MCF-7 and MDA-
MB-468) was compared to the target antigen expression, which reveals a clear correlation
between high antigen expression and target cell lysis (Figure 1E,F). When plotting target
cell lysis against antigen expression using linear and exponential regression models, the
Spearman correlation coefficient value indicates 0.66 and 0.77, respectively. To further
validate our observation, we replicated these findings in an impedance-based cytotoxicity
assay (ICA), as Supplementary Figure S1 shows.
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Figure 1. AACAR-T cell design and functional targeting of BC cell lines using adapter molecules
(AMs). (A) Schematic illustration of an adapter molecule and AdCAR-T cell receptor. (B) AACAR-T
cells are directed towards the target antigen via LLE-conjugated biotinylated antibodies referred to
as AMs. (C,D) Comparison of target cell lysis of MCF-7 and MB-MDA-468 (green bars) to either
overtone positive antigen expression (upper blue bars) or mean fluorescence intensity ratio (MFIR)
log 10 of antigen expression (lower blue bars). Target cell lysis was determined via luciferin-based
cytotoxicity assay after 48 h with an E:T ratio of 2:1. Antigen screening with respective antibodies was
performed via flow cytometry (FC) and is represented by mean values (n = 6) £ SD. (E) Correlation
between target cell lysis and antigen expression of both cell lines analyzed via linear regression
resulted in a Spearman correlation coefficient of 0.66. (F) Analyzing exponential regression for the
correlation of target cell lysis and MFIR log 10 of both cell lines showed a Spearman coefficient of
0.77. All data used in (E,F) are depicted by mean values (1 = 6).
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BF

FL

3.2. Cultivation and Characterization of MBC-PDQOs Expressing Luciferase and GFP

In order to test the efficacy of AACAR-T cell lysis on BC patient-derived cells, we
used our previously established in vitro models for metastasized BC derived from pleural
effusions [14]. Figure 2A shows a schematic overview of the isolation of MBC cells from
pleural effusions and the establishment of MBC-PDO cultures. For better visualization and
analysis of cell lysis, MBC-PDO lines were virally transduced to express luciferase and GFP
(Figure 2A,B). The transduction efficiency of each generated MBC-PDO line was visualized
via brightfield and fluorescence microscopy (Figure 2B).

Isolation of metastasized Cultivation of MBC-PDOs in Transduction of MBC-PDOs for
BC cells from patients conditioned medium with the expression of luciferase
growth factors and GFP
# o : 0 # € : P
°9,0.0 %, 0.0
Q@ -0 00 0

A

MBC-PDO #04 MBC-PDO #06 MBC-PDO #07

[ Unstained [l 1sotype [l HER2 TROP2 EGFR cD276 [l EpCAM

Figure 2. Cultivation and characterization of metastatic breast cancer (BC) patient-derived organoids
(MBC-PDO), originated from malignant pleural effusion (MPE). (A) Schematic overview of isolation
of metastatic BC cells from MPEs, as well as cultivation in BME droplets and viral transduction of
MBC-PDOs. (B) Brightfield (BF) and fluorescence (FL) images as well as FC analysis of luciferase-
and GFP-expressing MCF-7 and MBC-PDO #03, #04, #06, and #07. Scale bar: 200 um.

To assess the antigen patterns of MBC-PDOs, we immune-profiled all transduced and
sorted MBC-PDOs. Immunophenotyping (FC) was performed using biotinylated mAbs
that were subsequently used in cytotoxicity assays (Figure 2B). The target antigen panel
was chosen based on the expression levels found in BC and their suitability for CAR-T cell
therapy. We focused on the following tumor-related antigens found in BC: HER2, TROP2,
EGFR, CD276, and EpCAM. Figure 2B shows the expression of the surface antigens in
normalized histograms, in which MCF-7 organoids served as a control.
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Based on histological characteristics and receptor status (ER«, PR, and HER?2), BC is
categorized into different subtypes [3]. The receptor status of BC determines the therapy the
patients receive and indicates the prognosis. While receptor-positive tumors can be treated
with endocrine therapy, or targeted with antibodies and inhibitors, receptor-negative
(triple-negative) BC has a poorer prognosis as it is treated with chemotherapy only.

Here, all MBC-PDO lines presented low to medium levels of HER2, with MBC-PDO
#03 having the highest level of HER2. The signal for EpCAM was the highest in all
five samples (lower panel, red curves), while the other antigens were represented in differ-
ent quantities. Consequently, the MBC-PDO lines may serve as well-suited in vitro models
for the application of personalized AACAR treatment of metastatic BC cells.

3.3. Implementation of AdCAR Treatment of Organoids

We explored the potential of MBC-PDOs as in vitro models of BC metastasis and
their suitability to evaluate AACAR-T-mediated cytotoxicity. To demonstrate the universal
antigen-specific effector function of AACAR-T cells in vitro, we used adapter molecules
in the LLE-mAb format targeted to various tumor-associated antigens expressed by the
malignant cells. To implement the application of AACAR treatment, we first tested various
E:T ratios on GFP- and luciferase-expressing MCF-7 organoids. As previously shown,
MCEF-7 cells strongly express the target antigen CD276 (Figure 2B). Hence, organoids were
grown, harvested, and seeded on BME beds to be treated with AACAR-T cells and LLE-
CD276 mAD (Figure 3A). AACAR-T cells were incubated at different E:T ratios (ranging
from 5:1 to 0.2:1). The LLE-mAb concentration was used at 10 ng/mL in all experiments.

Figure 3B presents brightfield and fluorescence images of MCF-7 organoids treated
with AACAR with and without LLE-CD276 mAb. GFP signal and luciferase activity of
viable cells were captured after 24 h, 48 h, and 72 h (Figure 3B,C). In the absence of
LLE-CD276 mAb, organoids stayed intact even at the highest E:T ratio of 5:1 (Figure 3B),
hence, there was no unspecific lysis detected. Yet, the GFP signal decreased slightly, as
the organoids were covered by proliferated AACAR-T cells. In the presence of LLE-CD276
mAb however, MCF-7 organoids were specifically targeted and lysed by AACAR-T cells, as
Figure 3B illustrates. The GFP signal started to diffuse before it disappeared completely.

Furthermore, the efficiency of target cell lysis was determined by luciferase-based cyto-
toxicity assay. Luciferase activity of remaining viable cells was measured, and values were
normalized to untreated control organoids (lacking AACAR-T cells and mAbs; Figure 3C).
With increasing E:T ratios (0.2:1 to 5:1), the antigen-specific AACAR-mediated cytolysis of
MCEF-7 organoids reached from 7% to 62% after 24 h of treatment. Thus, antigen-specific
cell lysis correlated positively with the E:T ratio. The unspecific cytolysis by AACAR-T
cells (without mAbs) was relatively low (3-8%) and correlated with the E:T ratio as well.
After 72 h of treatment, organoids were completely lysed, even at a low E:T of 0.6:1. No
significant difference in target cell lysis was observed when comparing direct CD276 CAR
T-cells on MCF-7 organoids (Figure 52).

To further assess the suitability of MBC-PDOs for evaluating the efficacy of AACAR-T,
CD276-positive MBC-PDO #07 was treated with AACAR-T cells in combination with LLE-
CD276 mAb (Figure 4A,B) at different E:T ratios. Fluorescence images of GFP-expressing
organoids illustrate that the GFP signal decreased and diffused with higher E:T ratios and
over time (Figure 4A). Quantification of target cell lysis of MBC-PDO #07 confirmed the
visual results (Figure 4B). While the addition of LLE-CD276 mAb to AACAR-T cells led to
very high target-specific lysis (up to 99%) (normalized to untreated organoids), unspecific
cell lysis by AACAR-T cells (without LLE-CD276 mAb) was relatively low (0-17%).

In summary, both MCF-7 and MBC-PDO #07 displayed high levels of CD276 antigen
expression and revealed strong responses to the specific targeting by AdCAR-T cells
combined with LLE-CD276 mAb. These findings suggest that our organoid lines are
suitable for AACAR treatments with various mAbs. Furthermore, the E:T ratio of 1.3:1 led
to a target cell lysis of 99% after 72 h of treatment. Subsequent experiments were performed
with an E:T ratio of 1:1.
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Figure 3. AdCAR treatment of MCF-7 organoids expressing luciferase and GFP. (A) Schematic
overview of the experimental setup. MCF-7 and MBC-PDOs (green) expressing luciferase and GFP
were seeded on BME beds and treated with AACAR-T cells (red) and corresponding LLE-CD276 mAb.
Readouts were performed on luminescence and GFP after 24 h, 48 h, and 72 h using a plate reader
and a fluorescence microscope. (B) Brightfield (BF) and fluorescence (FL) images of GFP-expressing
MCE-7 organoids treated with AACAR-T cells without (—) and with (+) LLE-CD276 mAb. Scale
bar: 500 um. (C) Target cell lysis of MCF-7 organoids treated with AACAR-T cells with (black bars)
and without (gray bars) LLE-CD276 mAb over 72 h. Target cell lysis efficiency was determined by
luciferase activity of remaining cells. Data shown represent the mean + SD of biological triplicates
(n = 3). Negative values were set to 0. Statistical analysis was performed using paired ¢-test. ns, not
significant. * = p < 0.05; ** = p < 0.01.
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Figure 4. AACAR treatment of luciferase- and GFP-expressing MBC-PDO #07 at various E:T ratios.
(A) Fluorescence images of GFP-expressing MBC-PDO #07 treated with AACAR-T cells of different
E:T ratios with the addition of LLE-CD276 mAb over 72 h. Scale bar: 500 um. (B) Target cell lysis of
MBC-PDO #07 treated with AACAR-T cells with (black bars) and without (gray bars) LLE-CD276
mAb over 72 h. Target cell lysis efficiency was determined by luciferase activity of viable organoids.
Data shown represent the mean & SD of biological triplicates (n = 3). Negative values were set to 0.

Statistical analysis was performed using paired f-test. ns, not significant. * = p < 0.05; ** =p < 0.01;
*** =p <0.001.

3.4. AdCAR Treatment of MBC-PDOs Using Multiple LLE-mAbs

To investigate the potential of targeting alternative antigens beyond CD276, we tested
if further LLE-mAbs have similar effects on MBC-PDO #07. Hence, this line was treated
with AACAR-T cells in combination with LLE-CD276, LLE-HER2, LLE-EGFR, and LLE-
TROP2 at an E:T ratio of 1:1 (Figure 5A). Compared to the control conditions (without
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LLE-mAbs, +/— AdCAR), in which organoids were fully intact, treated organoids lost GFP
intensity and dissolved over time. These results are in accord with the antigen expression
pattern analyzed by FC, and the quantification of target cell lysis determined by luciferase
activity (Figure 5B). After 24 h of treatment, LLE-CD276 and LLE-EGFR resulted in the
highest lysis rates, which correlated with the antigen expression according to the FC data.
At 48 h, the antigen-specific AACAR-mediated cytolysis of MBC-PDO #07 reached from
90% to 99%, and further increased up to 100% (LLE-HER?2) after 72 h of treatment.

A MBC-PDO #07

AdCAR LLE-mAb

+ -
+ CD276
+ HER2
+ EGFR
+ TROP2
B  mBc-PDO #07 R
. Unstained i % % %
. Isotype %‘ 100 " B w/o LLE-mAb
B HER? % CD276
X o = s B HER2
AN TROP2 3 50 EGFR
EGFR 3 TROP2
S 25
/\ cD276 = ; .
= ol=
I 24h 48h 72h

,103 o 103 104

Figure 5. AACAR treatment of MBC-PDO #07 with various LLE-mAbs. (A) Fluorescence images of
GFP-expressing MBC-PDO #07 treated with AACAR-T cells (E:T ratio was set to 1:1) with the addition
of LLE-mAbs against CD276, HER2, EGFR, and TROP2. Images were taken after 0 h, 24 h, 48 h, and
72 h of treatment. Scale bar: 500 um. (B) FC analysis and target cell lysis of MBC-PDO #07 treated
with AACAR-T cells (E:T ratio was set to 1:1) with (colored bars) and without (gray bars) LLE-mAbs
over 72 h. Target cell lysis efficiency was determined by luciferase activity of viable organoids. Data
shown represent the mean + SD of biological triplicates (1 = 3). Statistical analysis was performed
using paired f-test. ns, not significant. * = p < 0.05; ** = p < 0.01; *** = p < 0.001; **** = p < 0.0001.
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Next, we tested the influence of AACAR treatment and various LLE-mAbs on addi-
tional MBC-PDO lines. MBC-PDO #03 was treated with the mAbs LLE-CD276, LLE-HER?2,
LLE-EGFR, LLE-TROP2, and LLE-EpCAM for 72 h (Figure 6A). According to the FC data,
levels of EGFR in MBC-PDO #03 were lower compared to the other antigens. Consequently,
the LLE-EGFR-mediated target cell lysis was lower compared to the rest of the mAbs which
achieved a lysis of up to 95%. The AACAR treatment of MBC-PDO #06, which expressed
CD276, EGFR, and TROP2, was combined with LLE-CD276, LLE-EGFR, and LLE-TROP2,
respectively (Figure 6B). As expected, all three conditions led to complete cytolysis. Finally,
CD276- and EGFR-expressing MBC-PDO #04 were treated with AACAR-T cells together
with LLE-CD276 and LLE-EGEFR, respectively (Figure 6C). After 48 h and 72 h of treatment,
the antigen-specific cytolysis achieved approx. 90%.
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Figure 6. FC analysis and AACAR treatment of MBC-PDOs with various LLE-mAbs. Treatments
were performed on (A) MBC-PDO #03, (B) MBC-PDO #06, and (C) MBC-PDO #04. AdCAR treatment
of MBC-PDOs with (colored bars) and without (gray bars) LLE-mAbs was carried out in an E:T ratio
of 1:1 for 72 h. Target cell lysis efficiency was determined by luciferase activity of viable organoids.
Data shown represent the mean + SD of multiple biological replicates (1 > 3). Statistical analysis
was performed using paired t-test. ns, not significant. * = p < 0.05; ** = p < 0.01.

In conclusion, our findings illustrate that MBC-PDOs are suitable models for the
in vitro screening of metastatic BC treatment by the AACAR system and that antigen
expression of MBC-PDOs correlates with their specific cytolysis mediated by AACAR-
T cells and compatible LLE-mAbs. Furthermore, the capability of targeting various
antigens varied, depending on antigen expression levels and the characteristics of the
target antigens that had an influence on their effectiveness in recruiting AACAR-T cells
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to malignant cells. Hence, even though there is potential for universal targeting using
a single CAR construct for all antigens, not all antigens were capable of recruiting
AdCAR-T cells to cancer cells equally. Nevertheless, our data clearly demonstrate the
potential of AACAR-T for personalized therapies based on individual target antigen
expression patterns.

4. Discussion

Metastatic BC is associated with various challenges including cancer heterogeneity
and treatment-resistant cells [4]. As metastatic biopsies are relatively rare, most therapy
decisions depend on the characteristics of primary tumors. However, primary tumors may
not represent the heterogeneous features of metastatic tumors. Therefore, therapy decisions
based solely on the characteristics of primary tumors can lead to a poor outcome [6,7].

BC exhibits significant heterogeneity and can be clinically categorized into various
subtypes based on the presence or absence of hormone receptors (HRs) and the status of
HER? [3]. Triple-negative BC, for one, which is defined by the absence of both HRs and
HER?2, is associated with a poorer prognosis, as endocrine therapy and HER2-targeted
therapy are off the table [3]. In this case, alternative target antigens, expressed on the
tumor cell surface, need to be explored and clinically evaluated. For instance, CD276 has
shown to be expressed in numerous solid tumors including BC [26,27]. In the present
study, we provide a comprehensive analysis of target antigen expression patterns in BC cell
lines and MBC-PDOs, demonstrating inter-individual heterogeneity. These results clearly
demonstrate the need for patient-individualized treatment approaches.

The application of genetically engineered T cell treatments, which integrate a chimeric
antigen receptor (CAR), has demonstrated impressive clinical responses in patients
with hematological malignancies [18]. Thus far, multiple obstacles have restricted suc-
cessful translation of CAR-T therapies in solid tumors. Guiding CAR-T cells to reach
and infiltrate the tumor poses a significant challenge, which is furthermore magni-
fied by the immunosuppressive conditions found in the tumor microenvironment [18].
Additionally, tumor cells have the capability to reduce antigen expression under the
selective pressure exerted by CAR-T cells. Promiscuous antigen expression between
tumor and physiological tissues can result in on-target off-tumor effects and associated
life-threatening toxicities [18]. This is particularly highlighted in the case study con-
ducted by Morgan et al., where the application of HER2-targeted CAR-T cells triggered
a cascading systemic inflammation, ultimately resulting in multi-organ failure that was
attributed to CAR-T activation by a low-level expression of HER2 on lung epithelial
cells [28]. This emphasizes the necessity for advancements in the emerging field of
CAR-T cell-based therapy in BC, where progress depends on discovering suitable TAAs
and mechanisms for stringent control of CAR-T activity. This is especially pronounced
in the context of triple-negative BC.

To date, numerous novel CAR-based target antigens have been evaluated against
BC. The majority of these studies have been conducted in preclinical trials. Ongoing
clinical trials with BC patients include the targeting of HER2, GD2, and EpCAM amongst
others [19]. In addition to targeting tumor cells, efforts have been directed toward the
elimination of cells residing within the extracellular matrix [29]. Combinatorial strategies
with CAR-T cells and conventional BC therapy may lead to better efficacy, especially in
terms of overcoming the suppressive tumor microenvironment. These approaches have yet
to be assessed in clinical trials.

One elegant way to improve safety and flexibility of CAR-T cells in comparison to con-
ventional CAR-T cell designs is to split antigen recognition from CAR-T cell activation. By
introducing “adapter” molecules that bridge between TAA and CAR, this approach allows
maximal control of CAR-T cell activity. Pioneered by the expression of an Fcy receptor
(CD16) [30] or CD16-derived CAR construct [31] in T cells to enable antibody-dependent
cellular cytotoxicity (ADCC), multiple groups have re-invented the concept of “adapter”-
mediated CAR-T activation [32-35]. We have recently reported on the development of the
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AdCAR platform [23]. The AACAR is directed against biotin in the context of a specific
linker structure, referred to as linker—label-epitope (LLE). We did not see any interference
with serum or protein-bound biotin. The LLE-tag can be chemically conjugated on any kind
of binding molecule (e.g., mAbs, mAb fragments, natural or synthetic ligands), allowing
highly flexible and convenient AM generation. This flexibility in AM generation provides
an advantage over AMs that incorporate recombinant tags [32,33,35], facilitating to build
on clinically available mAbs. Moreover, we use the physiologically available vitamin
biotin as a label. In contrast to other approaches using, for example, FITC, we expect less
immunogenicity. Inherent to the design of all “adapter”-CAR systems is the beneficial
safety profile, rendering these approaches a perfect fit for promiscuously expressed TAA.
Moreover, AACAR-T allows highly flexible and multiple targeting to prevent antigen es-
cape and enable individualized targeting the regiment’s platform [23]. First “adapter”-CAR
systems have already entered the clinic (NCT04230265), targeting CD123 in adult AML,
demonstrating complete remission in 2 out of 3 patients and underscoring the feasibility of
“adapter”-CAR approaches [36]. To explore this concept, we tested AACAR-T cells with
a variety of adapter molecules that target different antigens on MCF-7 and triple-negative
MDA-MB-468 in 2D cultures (Figure 1C-F). Most of the targets used in this study harbor
clinical relevance [19]. We observed a positive correlation between antigen expression and
target cell lysis.

To demonstrate the feasibility of patient-individualized targeting and co-clinical func-
tional validation, we utilized our MBC-PDOs’ platform [14]. As shown before, MBC-
PDOs preserve both receptor statuses and hotspot mutations across numerous passages.
Therefore, MBC-PDOs provide a reliable in vitro platform for pre-clinical assessment of
therapeutic effectiveness [14]. For the first time, we applied this platform for systematic
testing in the context of immunotherapy, particularly CAR-T cells. In accordance with
individual antigen expression profiles assessed by flow cytometry (Figure 2B), AACAR-
T in combination with specific adapter molecules delivered potent lysis of MBC-PDOs.
Specific lyses strongly correlated with antigen expression. For instance, MBC-PDO #03
demonstrated minor levels of EGFR and high levels of CD276, HER2, TROP2, and EpCAM
expression (Figure 6A). As a result, AACAR-mediated cytolysis applying LLE-EGFR mAbs
was low (38-58%), while the treatments with LLE-CD276, LLE-HER2, LLE-TROP2, and
LLE-EpCAM led to complete target cell lysis. Future studies can include combinatorial
approaches with multiple targets, as this was demonstrated to be superior compared to
monotargeting [24]. Whether targeting specific TAAs results in enhanced target cell lysis
can be investigated in further studies While our approach is clearly functional and shows
a correlation between antigen expression and target cell lysis in 2D culture (Figure 1E,F),
further investigation is needed within the 3D setting. Here, antigen staining alone does not
seem to provide a clear prediction of AACAR activity.

We, however, clearly demonstrate the feasibility of individually analyzing target anti-
gen expression profiles and functionally validating patient-derived organoids’ efficacy
of specific targeting. We further underscore the potential of AACAR-T as an ideal tool
for precision immunotherapy allowing individual selection target antigens, streamlining
complex manufacturing and safety assessment of engineered cellular therapeutics. By
building clinically tested and approved antibodies, this approach will facilitate clini-
cal translation and accessibility of targeted cellular therapies to a very heterogeneous
patient cohort.

Our MBC-PDO-based in vitro platform in combination with AACAR-T cells pave the
way for precision immunotherapy in solid tumor malignancies and can further be utilized
in the assessment of existing and novel therapeutic approaches.

5. Conclusions

In conclusion, MBC-PDO lines serve as a reliable in vitro platform that can be utilized
in the assessment of AACAR-T cell effectiveness in treating metastatic BC. Further research
is required to demonstrate the soundness of these promising models for clinical relevance.



Cancers 2024, 16, 168 16 of 18

As a minuscule number of BC patients develop MA or MPE, further sources for metastatic
biopsies should be introduced as a novel standard in pathological and experimental applica-
tions. Consequently, the biobank of patient-derived BC organoid models can be extended to
increase access to this pre-clinical evaluation platform. This study clearly demonstrates the
feasibility of precision immunotherapy utilizing AACAR-T to target patient-individualized
antigen patterns.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/cancers16010168/s1, Table S1: List of BC patient data from whom
the organoid lines were established. Table S2: Composition of breast cancer medium (BCM). Table S3:
Antibody information chart. Figure S1: Correlation between LCA and real-time ICA. Figure S2: Direct
CD276 CAR-T cell treatment of MCF-7 organoids expressing GFP.

Author Contributions: Conceptualization, A.K. and C.M.S.; methodology, A K., CM.S,, CEO.,
M.M.-O. and S.M.S,; formal analysis, C.E.O. and M.M.-O.; resources, A.K., CM.S. and A.D.H.; data
curation, C.E.O. and M.M.-O.; writing—original draft preparation, C.EO., MM.-0., AK.and CM.S.;
writing—review and editing, CEO., MM.-O.,, AK. and CM.S.; supervision, A.K. and C.M.S. All
authors have read and agreed to the published version of the manuscript.

Funding: Part of this research was supported by the German Cancer Aid (Priority program ‘Transla-
tional Oncology’; Project: DETECT-CTC-HIGH—70114705). We acknowledge support from the Open
Access Publication Fund of the University of Tiibingen.

Institutional Review Board Statement: The study was approved by the Ethics Committee of the
Eberhard Karl University of Ttibingen (Ethical approval 150/2018B0O2, 288 /2022 and 761/2015BO2)
and is compliant with all relevant ethical regulations regarding research studies involving humans.

Informed Consent Statement: Written informed consent was obtained from all subjects involved in
the study.

Data Availability Statement: The data demonstrated in this study are available upon request from
the corresponding author.

Acknowledgments: We thank Alica Fehrenbach for her contribution to this project.

Conflicts of Interest: The authors declare no conflict of interest. The funders had no role in the design
of the study; in the collection, analyses, or interpretation of data; in the writing of the manuscript; or
in the decision to publish the results.

References

1.

Sung, H.; Ferlay, ].; Siegel, R.L.; Laversanne, M.; Soerjomataram, I.; Jemal, A.; Bray, F. Global Cancer Statistics 2020: GLOBO-
CAN Estimates of Incidence and Mortality Worldwide for 36 Cancers in 185 Countries. CA Cancer |. Clin. 2021, 71, 209-249.
[CrossRef] [PubMed]

Sorlie, T.; Perou, C.M.; Tibshirani, R.; Aas, T.; Geisler, S.; Johnsen, H.; Hastie, T.; Eisen, M.B.; van de Rijn, M.; Jeffrey, S.S.; et al.
Gene expression patterns of breast carcinomas distinguish tumor subclasses with clinical implications. Proc. Natl. Acad. Sci. USA
2001, 98, 10869-10874. [CrossRef] [PubMed]

Harbeck, N.; Penault-Llorca, F; Cortes, J.; Gnant, M.; Houssami, N.; Poortmans, P.; Ruddy, K.; Tsang, J.; Cardoso, F. Breast cancer.
Nat. Rev. Dis. Primers 2019, 5, 66. [CrossRef]

Pasha, N.; Turner, N.C. Understanding and overcoming tumor heterogeneity in metastatic breast cancer treatment. Nat. Cancer
2021, 2, 680-692. [CrossRef] [PubMed]

Aurilio, G.; Disalvatore, D.; Pruneri, G.; Bagnardi, V.; Viale, G.; Curigliano, G.; Adamoli, L.; Munzone, E.; Sciandivasci, A.;
De Vita, F; et al. A meta-analysis of oestrogen receptor, progesterone receptor and human epidermal growth factor receptor
2 discordance between primary breast cancer and metastases. Eur. J. Cancer 2014, 50, 277-289. [CrossRef] [PubMed]
Curigliano, G.; Bagnardi, V.; Viale, G.; Fumagalli, L.; Rotmensz, N.; Aurilio, G.; Locatelli, M.; Pruneri, G.; Giudici, S;
Bellomi, M.; et al. Should liver metastases of breast cancer be biopsied to improve treatment choice? Ann. Oncol. 2011, 22,
2227-2233. [CrossRef]

Walter, V.; Fischer, C.; Deutsch, T.M.; Ersing, C.; Nees, J.; Schutz, F.; Fremd, C.; Grischke, EM.; Sinn, P.; Brucker, S.Y,; et al.
Estrogen, progesterone, and human epidermal growth factor receptor 2 discordance between primary and metastatic breast
cancer. Breast Cancer Res. Treat. 2020, 183, 137-144. [CrossRef]

Dipper, A.; Jones, H.E.; Bhatnagar, R.; Preston, N.J.; Maskell, N.; Clive, A.O. Interventions for the management of malignant
pleural effusions: A network meta-analysis. Cochrane Database Syst. Rev. 2020, 4, CD010529. [CrossRef]


https://www.mdpi.com/article/10.3390/cancers16010168/s1
https://www.mdpi.com/article/10.3390/cancers16010168/s1
https://doi.org/10.3322/caac.21660
https://www.ncbi.nlm.nih.gov/pubmed/33538338
https://doi.org/10.1073/pnas.191367098
https://www.ncbi.nlm.nih.gov/pubmed/11553815
https://doi.org/10.1038/s41572-019-0111-2
https://doi.org/10.1038/s43018-021-00229-1
https://www.ncbi.nlm.nih.gov/pubmed/35121946
https://doi.org/10.1016/j.ejca.2013.10.004
https://www.ncbi.nlm.nih.gov/pubmed/24269135
https://doi.org/10.1093/annonc/mdq751
https://doi.org/10.1007/s10549-020-05746-8
https://doi.org/10.1002/14651858.CD010529.pub3

Cancers 2024, 16, 168 17 of 18

10.

11.
12.
13.
14.
15.
16.
17.

18.
19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

Weichselbaum, R.; Marck, A.; Hellman, S. Pathogenesis of pleural effusion in carcinoma of the breast. Int. J. Radiat. Oncol.
Biol. Phys. 1977, 2, 963-965. [CrossRef]

Roberts, M.E.; Neville, E.; Berrisford, R.G.; Antunes, G.; Ali, N.J.; on behalf of the BTS Pleural Disease Guideline Group.
Management of a malignant pleural effusion: British Thoracic Society Pleural Disease Guideline 2010. Thorax 2010, 65 (Suppl. 2),
1i32-ii40. [CrossRef]

Sorolla, M.A.; Sorolla, A.; Parisi, E.; Salud, A.; Porcel, ]. M. Diving into the Pleural Fluid: Liquid Biopsy for Metastatic Malignant
Pleural Effusions. Cancers 2021, 13, 2798. [CrossRef] [PubMed]

Vargo-Gogola, T.; Rosen, ].M. Modelling breast cancer: One size does not fit all. Nat. Rev. Cancer 2007, 7, 659-672.
[CrossRef] [PubMed]

Sachs, N.; de Ligt, J.; Kopper, O.; Gogola, E.; Bounova, G.; Weeber, E,; Balgobind, A.V.; Wind, K.; Gracanin, A.; Begthel, H.; et al. A
Living Biobank of Breast Cancer Organoids Captures Disease Heterogeneity. Cell 2018, 172, 373-386. [CrossRef] [PubMed]
Onder, C.E,; Ziegler, T].; Becker, R.; Brucker, S.Y.; Hartkopf, A.D.; Engler, T.; Koch, A. Advancing Cancer Therapy Predictions
with Patient-Derived Organoid Models of Metastatic Breast Cancer. Cancers 2023, 15, 3602. [CrossRef]

Drost, J.; Clevers, H. Organoids in cancer research. Nat. Rev. Cancer 2018, 18, 407-418. [CrossRef]

Trayes, K.P; Cokenakes, S.E.H. Breast Cancer Treatment. Am. Fam. Physician 2021, 104, 171-178.

Wang, J.; Zhou, P. New Approaches in CAR-T Cell Immunotherapy for Breast Cancer. Adv. Exp. Med. Biol. 2017, 1026,
371-381. [CrossRef]

Sterner, R.C.; Sterner, RM. CAR-T cell therapy: Current limitations and potential strategies. Blood Cancer J. 2021, 11, 69. [CrossRef]
Yang, Y.H.; Liu, JW.; Lu, C.; Wei, ].F. CAR-T Cell Therapy for Breast Cancer: From Basic Research to Clinical Application. Int. J.
Biol. Sci. 2022, 18, 2609-2626. [CrossRef]

Mackall, C.L.; Miklos, D.B. CNS Endothelial Cell Activation Emerges as a Driver of CAR T Cell-Associated Neurotoxicity.
Cancer Discov. 2017, 7, 1371-1373. [CrossRef]

Gardner, R.; Wu, D.; Cherian, S.; Fang, M.; Hanafi, L.A.; Finney, O.; Smithers, H.; Jensen, M.C.; Riddell, S.R.; Maloney, D.G.; et al.
Acquisition of a CD19-negative myeloid phenotype allows immune escape of MLL-rearranged B-ALL from CD19 CAR-T-cell
therapy. Blood 2016, 127, 2406-2410. [CrossRef] [PubMed]

Shalabi, H.; Kraft, I.L.; Wang, HW.; Yuan, C.M.; Yates, B.; Delbrook, C.; Zimbelman, ].D.; Giller, R.; Stetler-Stevenson, M.;
Jaffe, E.S.; et al. Sequential loss of tumor surface antigens following chimeric antigen receptor T-cell therapies in diffuse large
B-cell lymphoma. Haematologica 2018, 103, e215—€218. [CrossRef] [PubMed]

Seitz, C.M.; Mittelstaet, J.; Atar, D.; Hau, J.; Reiter, S.; Illi, C.; Kieble, V.; Engert, F; Drees, B.; Bender, G.; et al. Novel adapter CAR-T
cell technology for precisely controllable multiplex cancer targeting. Oncoimmunology 2021, 10, 2003532. [CrossRef] [PubMed]
Atar, D.; Mast, A.S.; Scheuermann, S.; Ruoff, L.; Seitz, C.M.; Schlegel, P. Adapter CAR T Cell Therapy for the Treatment of
B-Lineage Lymphomas. Biomedicines 2022, 10, 2420. [CrossRef]

Carter, M.E.; Hartkopf, A.D.; Wagner, A.; Volmer, L.L.; Brucker, S.Y.; Berchtold, S.; Lauer, U.M.; Koch, A. A Three-Dimensional
Organoid Model of Primary Breast Cancer to Investigate the Effects of Oncolytic Virotherapy. Front. Mol. Biosci. 2022,
9, 826302. [CrossRef]

Arigami, T.; Narita, N.; Mizuno, R.; Nguyen, L.; Ye, X.; Chung, A.; Giuliano, A.E.; Hoon, D.S. B7-h3 ligand expression by primary
breast cancer and associated with regional nodal metastasis. Ann. Surg. 2010, 252, 1044-1051. [CrossRef]

Liu, S.; Liang, J.; Liu, Z.; Zhang, C.; Wang, Y.; Watson, A.H.; Zhou, C.; Zhang, F.; Wu, K.; Zhang, E; et al. The Role of CD276 in
Cancers. Front. Oncol. 2021, 11, 654684. [CrossRef]

Morgan, R.A.; Yang, J.C.; Kitano, M.; Dudley, M.E.; Laurencot, C.M.; Rosenberg, S.A. Case report of a serious adverse event
following the administration of T cells transduced with a chimeric antigen receptor recognizing ERBB2. Mol. Ther. 2010, 18,
843-851. [CrossRef]

Schepisi, G.; Gianni, C.; Palleschi, M.; Bleve, S.; Casadei, C.; Lolli, C.; Ridolfi, L.; Martinelli, G.; De Giorgi, U. The New Frontier of
Immunotherapy: Chimeric Antigen Receptor T (CAR-T) Cell and Macrophage (CAR-M) Therapy against Breast Cancer. Cancers
2023, 15, 1597. [CrossRef]

Clemenceau, B.; Congy-Jolivet, N.; Gallot, G.; Vivien, R.; Gaschet, J.; Thibault, G.; Vie, H. Antibody-dependent cellular cytotoxicity
(ADCC) is mediated by genetically modified antigen-specific human T lymphocytes. Blood 2006, 107, 4669-4677. [CrossRef]
Kudo, K.; Imai, C.; Lorenzini, P.; Kamiya, T.; Kono, K.; Davidoff, A.M.; Chng, W].; Campana, D. T lymphocytes expressing
a CD16 signaling receptor exert antibody-dependent cancer cell killing. Cancer Res. 2014, 74, 93-103. [CrossRef] [PubMed]
Tamada, K.; Geng, D.; Sakoda, Y.; Bansal, N.; Srivastava, R.; Li, Z.; Davila, E. Redirecting gene-modified T cells toward various
cancer types using tagged antibodies. Clin. Cancer Res. 2012, 18, 6436—6445. [CrossRef] [PubMed]

Rodgers, D.T.; Mazagova, M.; Hampton, E.N.; Cao, Y.; Ramadoss, N.S.; Hardy, LR.; Schulman, A.; Du, J.; Wang, F.; Singer, O.; et al.
Switch-mediated activation and retargeting of CAR-T cells for B-cell malignancies. Proc. Natl. Acad. Sci. USA 2016, 113, E459-E468.
[CrossRef] [PubMed]

Cartellieri, M.; Feldmann, A.; Koristka, S.; Arndt, C.; Loff, S.; Ehninger, A.; von Bonin, M.; Bejestani, E.P.; Ehninger, G;
Bachmann, M.P. Switching CAR T cells on and off: A novel modular platform for retargeting of T cells to AML blasts. Blood Cancer
J. 2016, 6, €458. [CrossRef]


https://doi.org/10.1016/0360-3016(77)90195-X
https://doi.org/10.1136/thx.2010.136994
https://doi.org/10.3390/cancers13112798
https://www.ncbi.nlm.nih.gov/pubmed/34199799
https://doi.org/10.1038/nrc2193
https://www.ncbi.nlm.nih.gov/pubmed/17721431
https://doi.org/10.1016/j.cell.2017.11.010
https://www.ncbi.nlm.nih.gov/pubmed/29224780
https://doi.org/10.3390/cancers15143602
https://doi.org/10.1038/s41568-018-0007-6
https://doi.org/10.1007/978-981-10-6020-5_17
https://doi.org/10.1038/s41408-021-00459-7
https://doi.org/10.7150/ijbs.70120
https://doi.org/10.1158/2159-8290.CD-17-1084
https://doi.org/10.1182/blood-2015-08-665547
https://www.ncbi.nlm.nih.gov/pubmed/26907630
https://doi.org/10.3324/haematol.2017.183459
https://www.ncbi.nlm.nih.gov/pubmed/29419431
https://doi.org/10.1080/2162402X.2021.2003532
https://www.ncbi.nlm.nih.gov/pubmed/35686214
https://doi.org/10.3390/biomedicines10102420
https://doi.org/10.3389/fmolb.2022.826302
https://doi.org/10.1097/SLA.0b013e3181f1939d
https://doi.org/10.3389/fonc.2021.654684
https://doi.org/10.1038/mt.2010.24
https://doi.org/10.3390/cancers15051597
https://doi.org/10.1182/blood-2005-09-3775
https://doi.org/10.1158/0008-5472.CAN-13-1365
https://www.ncbi.nlm.nih.gov/pubmed/24197131
https://doi.org/10.1158/1078-0432.CCR-12-1449
https://www.ncbi.nlm.nih.gov/pubmed/23032741
https://doi.org/10.1073/pnas.1524155113
https://www.ncbi.nlm.nih.gov/pubmed/26759369
https://doi.org/10.1038/bcj.2016.61

Cancers 2024, 16, 168 18 of 18

35. Cho, J.H,; Collins, ].J.; Wong, W.W. Universal Chimeric Antigen Receptors for Multiplexed and Logical Control of T Cell Responses.
Cell 2018, 173, 1426-1438. [CrossRef]

36. Wermke, M.; Kraus, S.; Ehninger, A.; Bargou, R.C.; Goebeler, M.E.; Middeke, ].M.; Kreissig, C.; von Bonin, M.; Koedam, J;
Pehl, M.; et al. Proof of concept for a rapidly switchable universal CAR-T platform with UniCAR-T-CD123 in relapsed/refractory
AML. Blood 2021, 137, 3145-3148. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1016/j.cell.2018.03.038
https://doi.org/10.1182/blood.2020009759

	Introduction 
	Materials and Methods 
	Patient Cohort 
	Culturing 2D Cell Lines 
	Freezing and Thawing of CAR-T Cells 
	Isolation and Transduction of T Cells 
	Adapter Molecule Conjugation 
	Organoid Culture Setup 
	Passaging of MBC-PDOs 
	Generation of Lentiviral Vector 
	Viral Transduction and Sorting of MBC-PDOs 
	Flow Cytometry 
	Two-Dimensional Luciferase-Based Cytotoxicity Assay (LCA) 
	Real-Time Impedance-Based Cytotoxicity Assay (ICA) 
	Three-Dimensional Luciferase-Based Cytotoxicity Assay (LCA) 

	Results 
	Design of AdCAR-T Cell System and Functional Targeting of BC Cell Lines 
	Cultivation and Characterization of MBC-PDOs Expressing Luciferase and GFP 
	Implementation of AdCAR Treatment of Organoids 
	AdCAR Treatment of MBC-PDOs Using Multiple LLE-mAbs 

	Discussion 
	Conclusions 
	References

