Table S6. Target gene candidates of miR-375-3p in human oral squamous cell carcinoma cells.

Gene symbol Gene name Fold change P-value
QKl quaking homolog, KH domain RNA binding -9.93 0.0114
MTDH metadherin -6.55 0.0202
YAP1 Yes-associated protein 1 -5.54 0.0114
CBX3 chromobox homolog 3 -4.91 0.0119
CHSY1 chondroitin sulfate synthase 1 -4.84 0.0105
MAPKAP1 mitogen-activated protein kinase-associated -4.51 0.0140

protein 1
LDHB lactate dehydrogenase B -4.24 0.0142
UBE2E2 ubiquitin-conjugating enzyme E2E2 -4.17 0.0105
USP1 ubiquitin-specific peptidase 1 -3.81 0.0226
C100rf26 chromosome 10 open reading frame 26 -3.72 0.0114
LSM12 LSM12 homolog -3.57 0.0119
PLEKHA3 pleckstrin homology domain containing, family -3.48 0.0105
A member 3
EBPL emopamil binding protein-like -3.42 0.0142
OGFOD1 2-oxoglutarate and iron-dependent oxygenase -3.18 0.0114
domain containing 1
CORO2A coronin, actin binding protein, 2A -3.08 0.0245
PTPMT1 protein tyrosine phosphatase, mitochondrial 1 -2.93 0.0181
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