
Figure S1: Knockdown of KMT9α blocks proliferation, migration, and invasion of MIBC cell lines
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Figure S1. Knockdown of KMT9α blocks proliferation, migration and invasion of MIBC cell lines. (A-I) Real-time proliferation assays for (A) UM-UC-6, (B) UM-UC-10, (C) J82, 

(D) JON, (E) TCCSUP, (F) UM-UC-3, (G) RT-112, (H) T24 and (I) VM-CUB-1 cells after transfection with siCtrl, siKMT9α#1, or siKMT9α#2. (J-P) Real-time migration assays 

for (J) UM-UC-6, (K) UM-UC-10, (L) J82, (M) JON, (N) TCCSUP (O) UM-UC-3 and (P) RT-112 cells after transfection with the above-mentioned siRNAs and overnight 

starvation in serum-free medium. (Q-S) Real-time invasion assays for (Q) UM-UC-3, (R) J82 and (S) RT-112 cells after transfection with the above-mentioned siRNAs and 

overnight starvation in serum-free medium.(A-S) A representative experiment for each cell line is shown, displaying the mean ± standard deviation derived from four technical 

replicates. Each experiment was independently conducted at least three times. Statistical significance was calculated by two-tailed Student t test (**, p < 0.01; ***, p < 0.001). 

(A-I,Q,R) Western blot analyses using the indicated antibodies were done to confirm knockdown of KMT9α. The intensity of each protein band was quantified by densitometry 

and normalized to the intensity of the house keeping gene. The siCtrl value was set to 1. (A-G) Western blots represent the knockdown for proliferation (A-G) and migration 

assays (J-P) as well as the invasion assay of RT-112 cells (S) since the same batch of cells was used. (A-I,Q,R) The original Western blots with molecular weight markers and 

original data of densitometry scans are presented in Figures S3 and S4.



Figure S2: Knockdown of KMT9α induces gene expression changes in MIBC cell lines  
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Figure S2. Knockdown of KMT9α induces gene expression changes in MIBC cell lines. (A) Heat map displaying relative mRNA levels of genes involved in "regulation of cell 

cycle" (GO:0051726) in CAL-29 cells treated with siCtrl or siKMT9α. (B) Heat map displaying relative mRNA levels of genes involved in "regulation of cell migration" 

(GO:0030334) in CAL-29 cells treated with siCtrl or siKMT9α. (C) Quantitative real-time PCR analysis of mRNA expression for selected genes presented in (A) and (B) after 

knockdown of KMT9α. Data represent means + standard deviation. Statistical significance was calculated by two-tailed Student t test (* p < 0.05, **, p < 0.01; ***, p < 0.001), 

n = 3.
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Figure S3: Original Western blots  
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Figure S4: Original densitometry data  
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