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Fab Fragment of VuH-based Antibody Netakimab:
Crystal Structure and Modeling Interaction with
Cytokine IL-17A.
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Figure S1. Elution profiles of size-exclusion chromatography and SDS-PAGE gel of purified Fab (A) and VuH
domain (B). Lane M — molecular-weight marker.
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Figure S2. Circular dichroism spectrum of VHH domain.



Figure S3. (A) Netakimab Fab fragment /IL-17A complex. Surface of the IL-17A dimer is shown (monomer A is dark
blue, monomer B is yellow). Crystal structure of Fab fragment (light chain is colored green, heavy chain - gray). (B)
Fab fragment CAT 2200/ IL-17A complex (PDB ID 2VXS). Monomer A of IL-17A is dark blue, monomer B is yellow.
Light chain Fab fragment CAT 2200 of is colored green, heavy chain — gray.



