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Figure S1: Length distribution of unigenes
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Figure S52: Principal component analysis among the 12 samples of Avena sativa
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Figure S3: Similarities of Avena sativa to other species
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Figure 54: Annotation of the assembled unigenes in Avena sativa transcriptome in GO database
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Figure S5: Annotation of the assembled unigenes in Avena sativa transcriptome in KEGG

database



ABI3VP1 . Gene Number

AP2-EREBP
ARF

ARR-B
Alfin-like
BBR/BPC
BES1

BSD
32C2-CO-like
C2C2-Dof
C2C2-GATA
C2C2-YABBY
C2H2

C3H
CAMTA
CPP

CSD

DBP
E2F-DP

EIL

FAR1

FHA

G2-like
GRAS

GRF

GeBP

HB

HRT

HSF

LIM

LOB

MADS

MYB

NAC

OFP
PBF-2-like
PLATZ
RWP-RK
SBP

SRS
Sigma70-like
TAZ

TCP
TIG
TUB
Tify
Trihelix
ULT
VARL
VOZ
WRKY
bHLH
bZIP
mTERF
zf-HD

I I I 1 1
0 50 100 150 200 250 300
Number of Genes

Figure S6: Annotation of the assembled unigenes in Avena sativa transcriptome in TF database
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Figure S7: The relative expression levels of 20 DEGs identified in the comparison between
RNA-Seq and qRT-PCR



