
 



 

Figure S1. Gene Ontology-based func�onal enrichment and categoriza�on of the most 

representa�ve differen�ally expressed genes (DEGs) of the MF-CT and QST 713+MF-CT 

comparison groups. 



 

 
Figure S2. Correla�on of RNA-seq and RT-qPCR data a1er M. fruc�cola inocula�on on peach 

fruits at 24 HAI. 


