
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

Supplementary Table 1 | Forward and reverse primer sequences by gene for qPCR. 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

Supplementary Table 2 | Hydrocarbon chain profiles for PA, PC, PG, PI, PS, and PE. Red text 
represents an increased molecular abundance of the respective hydrocarbon chain profiles, while 
blue text represents a relative decrease molecular abundance the respective profiles between LPL 
KD vs control cells. Profiles that are listed more than one time represent fatty acyl groups that 
originate from a different position on the phospholipid backbone (e.g. sn1, sn2, sn3). 





 

  

Supplementary Figure 1 | AdipoREDTM staining of neutral lipid containing lipid droplets (LD)s in either 
Control or LPL KD primary microglia. (N=4 per group).  



 

 

 

 

 

 

 

 

 

  

  

Supplemental Figure 2 | (A-O) Gene expression in BV-2 microglial LPL KD vs control cells. (N=3 per 
group). (P-Q) Gene expression in primary microglial LPL KD vs control cells. (N=3 per group). *P < 
0.05. **P < 0.01. ***P < 0.001. 



   

Supplemental Figure 3. IDEP pathway analysis of relative gene expression differences in CD11b+ 
microglia isolated from 16 week old WT and MiLPLKD mice. 



 

 
 
Supplemental Figure 4. Western blot analysis showing reduced LPL in primary mouse LPL KD microglia (A), 
and WT, 202 (shRNA control) and 553 (LPL KD) BV-2 microglia (previously shown in Bruce et al., 2018). 
 


