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Supplementary Figure S1. Proteomic profiling of brain sections by LC-MS/MS data. (A) Box plot 
illustrating protein abundance distributions of all samples after loess normalization and imputation. 
(B) Principal component (PC) analysis and (C) pearson correlation clustermap with proteins filtered 
by q <0.01 indicate clear clustering of the samples of both conditions with no outlier samples. 

 
Supplementary Figure S2. Pvalb interneurons in the striatum. Immunofluorescent staining of Pvalb 
protein (in green) and enumeration of Pvalb-expressing cells demonstrating reduced values in DKO 
mice at P21. Hoechst33258-counterstained cell nuclei appear blue. Scale bar: 500 µm. n = 7–8. ***, p 
< 0.001. 

 


