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PYFDRVANGE|S|SDVISALPITNVFV|SSG
PDIDRVVNGESSDVISARPITGFLLISSG
PYIDRVVNGETISEVLSARPITGFLLISSG
PYIDRVVNGES|SDVISNRPITGFLLISSG
PYIDRVVNGE[S|SDVISTRPITGFLLSSG
SYIDRIANGE[SSDIICDRPITVLLV|SSG
SYIDRIANGEP|SDIIICDRPVTVLLV|SSG
PYIDRIANGE|S/SDLICDQPIIVLLV|SSG
PYIDRIANGES|SDLICDQLIIVLLVISSG
PYIDRIADGESISNLICDRPISLFLASTG
SYINRIADGE|SSNLICDRPISILFLASTG
PFIQRIADGE|SSDIVSVQPITELLTISSG
PFIQRISDGD|S/SDIILSAQPITELLT|SSG
PFIQFIADGﬂSSDIViSQPITELLTSSG
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LGDVD
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BnaC04.GH3-11l.a
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BnaAl0.GH3-12.
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BnaC03.GH3-12.
BnaC09.GH3-12.
BnaAl0.GH3-14
BnaC09.GH3-14.
BnaA03.GH3-15.
BnaC03.GH3-15.
BnaAX.GH3-16.a
BnaC02.GH3-16.a
BnaA07.GH3-17.a
BnaA08.GH3-17.b
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BnaC08.GH3-17.a - | 0
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BnaA09.GH3-19.b [F|..... ILEGSSDK. .EL.FKKNVPVVSYEDVKPYIDRVANGEPSDIISGEPITTFNRSSG
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AtGH3-1 T S|A/GE RKLMP|T[I[KEELDRRQLLYSLLMPVMNT]. . . . ... .. Y[V, LDK[GK
AtGH3-2 T S|A/GERKLMP|T|IEEDLDRRQLLY[SLLMPVMNL|. . . . ..... Y[V, LDK|GK
AtGH3-3 T S|A/GE RKLMP|T|I[DEDMDRRQLILY[S|LLMPVMNTL|. . . . ..... Y[V, LDK|GK
AtGH3-4 T S|A/GE RKLMP|T|I[EED|INRRQLLGNLLMPVMNL|. . . . ..... Y. LDK|GK
AtGH3-5 T S|G|GE RKLMP|T|IEEELDRRSLLY|SLLMPVMSQ. . . . ... .. FV. LENGK
AtGH3-6 T S|G|GERKLMP|T|IEEELDRRSLLY[/SLLMPVMDQ. . . . .. ... FV|. LDKGK
AtGH3-7 T S|G|GA QKMMPWNEK YLDNLTFMYDLRMHIISN. . . ...... NV . VEKGK
AtGH3-8 T S|G|GK QKMFPRNNK YLENIKF|IF[Y[YRSLVISK. ........ H|T|. LEHGK
AtGH3-9 T S|A/GE PKLMP|T|IPEDLDRRTFLYNLIIPIVNK. . ....... Y|T|. LDK|GK
AtGH3-10 TTE/GRQKYVP[F|ITRHSAQTTLQIFRLSAAYRSR. . ... .... Fly|. REG|GR|
AtGH3-11 TS|Q|GRPKFIP[F|TDELMENTLQLFRTAFAFRNR. . ... .... DIF|. DDN|GK
AtGH3-12 T S|G|GA QKMMPWNNK YLDNL TF|T¥DLRMQVITK. . . ...... HV|. VEE|GK|
AtGH3-13 TTAGIQNLIPLTTEDGEQRIMFGSLYRSLLYK. . . ...... YV, IREGK|
AtGH3-14 TS|G/GVPKLIPLTTEELEQRISFASLYRPLLYK. . ....... Y|T|. IRERK|
AtGH3-15 TS|G/GVPKLIPLTTEDLEQRTIS|FS[SILYAPLLYK. . . ...... H|T|. LSEGK
AtGH3-16 TS|G/GI PKLIPLTAEELEQRILFGFLYVPLVEK. . ... .... H|T|. LTQGK
AtGH3-17 TS|AGKPKLMP|S|TAEELERKTF/FY/SMLVP/IMNK. . ....... YV|. . D|GLDEGK|
AtGH3-18 T S|GIGKQKVFPVNDKY|IEKLGYVIALRSLAMSK. . ....... HIF|. D S|GIGE Q/GK|
AtGH3-19 TS|G/GIHKIFPVNDKYIENLGYLLAVISSLIITSN. . . ... ... DK[V|DEK|GK
BraX.GH3-1l.a T S|A/GERKLMP|T|I/QEELDRRQLLY[SLLMPVMNL|. . . . ..... Y| LDK|GK
BraX.GH3-2.a T S|A/GE RKLMP|T|IDEDLDRRQLILY[SLLMPVMNTL|. . . . ..... Y| LDK|GK
BraA09.GH3-3.a T S|A/GIE RKLMP|T|I|EEDMDRRQLILY[S[LOMPVMNL|. . . . ... .. Y| LGK|GK
BraAOl.GH3-5.a T S|G|GE RKLMP|T|IEEELDRRSFLY|S[FLMPVMSQ. . . . ..... F LDK|GK
BraA03.GH3-5.b T S|G|GE RKLMP|T|IEEELDRRSLLY|S[FLMPVMSQ. . . . ..... F LDKGK
BraA02.GH3-6.a T S|G|GERKLMP|T|IEEELDRRSLLY[SLLMPVMSQ. . . . ... .. F LDK|GK
BraA03.GH3-6.b T S|G|GE RKLMP|T|IEEELDRRSLLY[SLLMPVMSQ. . . . . .... F LDK|GK
BraA06.GH3-7.a TS|G/GANKILP|SNSKYLDGSAF|STDLIAHVIRK. . ....... H VERGK|
BraA08.GH3-7.b T S|G/GA QK IMPWNEKFLD|YLTFMYDLRMAVITN. . . ...... Y| LEK|GK
BraA02.GH3-8.a T S|G|GKRKMFPRNNKYLENLKF|IYF[YRSLVITK. ........ H LEHGK
BraA03.GH3-8.b T S|GIGKRKMFP|CNKKYLENLNF|IYC[YRSLVISK. ........ H LEHGK
BraA03.GH3-8.c TS|GGKQKLIPLNNKYLENARLLFDLRYLVLSK. . ....... H HNE|GK
BraA03.GH3-8.d TS|G/GKQKLIPLNNKYVENARFLSDIRYLVLSK. . ....... H HNK|GK
BraA06.GH3-8.e TS|SGNPKIFPANNIFFKNVQIIIYTLCSVVMSK. ........ H FKEGK
BraA06.GH3-8.f TS|S|GNQKIFPANNIFFKNIQIFYTLGSLVMSK. . ... .... c YKQGK
BraA09.GH3-8.g TS|GIGKQKIFPVNNKF|FEDMAF|IYALRSFLISK. . ....... H DEK|GK
BraA09.GH3-8.h TS|S|GEKKIFPAND .NFEDILLGLALSSLVMSK. . ....... H YKQIGK
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BraAl0.GH3-8. TTAGKQKIFPVNNKFFEDMSF|IIALRLFVISK. . ....... H[F|. . E[GGQKGK
BraA09.GH3-10.a TTEGRQOKYVP[F|TICHS|SQTTLQIFRLSAAYRSR. .. ...... Fly|. . P|I|KEG|GR|
BraA03.GH3-1l.a TS|QGRPKFIP[F|TDELMENTLQLFR[TAFAFRNR. .. ...... D[F|. . P|I]DDN|GR|
BraA04.GH3-11.b TS|QGRPKFVP[FTDELMENTIQLFR[TAFV[FRNR. . ... .... EF|. . P|I]DDN|GR|
BraA05.GH3-11.c TS|QGRPKFVP|FIDELMENTLQLFRTAFAFRNR. . ... .... E[F|. . P|I]DDN|GR)|
BraA02.GH3-12.a TS|GGAQKMMPWNNKYLDNLTFAYDLRMHVITK. ........ HV|. . K[GLEQGK|
BraA03.GH3-12.b  TS|G|GAQKMMPWNHKYLDNLTFAYDLRMAVITK. . ....... HV|. . K|GLEE/GK
BraA06.GH3-12.c TS|G|GANKILP|SNNKF|LDGYAF|SNDLLVHIISK. ........ HV|. . K|GVERGK
BraAl0.GH3-12.d TS|G/GAQKMMPWNNKY/LDNLTFAYDLRMAVITK. . ....... HV|. . K|GLEEGK
BraAl0.GH3-14.a TS|G/GVPKLIP|LTAEDMEQRNL|FV|SILYRPLPFK. .. ...... H|I|. . K|GLSEGK
BraA03.GH3-15.a TS|GGVPKLIPMTAEELEQRMLFSSLHRPLISK. . ....... Ql1|. . ElGlI SE[GK|
BraA07.GH3-15.b TS|GGVPKLIPFTAEELEQRMLFMSLYRPILFK. ........ HI|. . E[GRSEEK|
BraA02.GH3-16.a TS|G|GYPKLIP|LTAEDMEQRIL[FASLYAPLVFK. .. ...... H|I|. . GIGLTEGK
BraA07.GH3-17.a TS|AGKPKLMP|STAKELDRKTF|FYSMLVPVMNK. ........ YV|. . N|GLDEGK
BraA09.GH3-17.b TS|AGKPKLMP|STAEELERKTI|FYSMLVPVMNK. ........ YV|. . N|GLDEGK
BraAX.GH3-17.c T S|G/GK PKFMP|S|TAEELDRKTF|FYNMLVPVMNK. . . ...... F\V|. . N|GLDE/GK|
BraA04.GH3-19.a TS|GGKQKIYALNN. .|..[.... JE 0 S R PR (P HlI|. . K|GVED|GK|
BraA06.GH3-19.b TT/SGNQKIFPANNITFENILFAF|SLSSVVMSK......... HV|. . EV[YKQGK|
BraA09.GH3-19.c TS|S|GNQOKIYPTNNIYFENLLF/GYALSSVIVMSK. .. ...... HV|. . D|GYKQGK
BraA09.GH3-19.d TS|S|GNQKIYPANNIF|IENTLF|/GF|GLISSIVMSK. ........ HV|. . D|GYKQGK
BraAX.GH3-19.e TS|GGKQKIFPVNDEATIEQLGYVLALRSLVMSK. . ....... H[F|SDN|GVE QGK
BolC09.GH3-1.a T S|A/GE RKLMP|T|I/QEELDRRQOLLY[SLLMPVMNL|. . . . ..... YV|. . PlGLDKGK
BolCO1l.GH3-2.a T S|A|GERKLMP|T|IDEDLDRRQLLY|/SLLMPVMNIL|. . . ... ... YV|. . P[GLDKGK|
BolC08.GH3-3.a T S|A[GERKLMP|T|IEEDMDRRQLLY|/SLQMPVMNI|. . . . ..... YV|. . P[GLGKGK|
BolCO01.GH3-5.a T S|G|RERKLMP[T|IEEELDRRSFLY[SFLMPVMSQ. . . .. .... F\V|. . PGLDKGK|
BolC07.GH3-5.b T S|G|GERKLMP|T|IEEELDRRSLLY[S[FILMPVMSQ. . . . . .... F\V|. . P|GLDKGK|
BolC02.GH3-6.a T S|GGERKLMP|T|IEEELDRRSLILY/SLLMPVMSOQ. . . ...... FV|. . PGLDKGK
BolC03.GH3-6.b T S|G|GIE RKLMP|T|I|EEELDRRS LILY[SLLMPVMSQ. . . . ..... F\V|. . PIGLDKGK|
BolC06.GH3-7.a T S|G|GANKLLP|SNNKF|LDIGYAFVNDLLAHVISK. . ....... HV|. . E[GVEKGK|
BolCO1l.GH3-8.a TS|S|GKQKLIPMNDKYLENTKLLTDEFRSIVLSK. . ....... HV|. . DIGHNQGK|
BolC03.GH3-8.b T S|G|GKRKMFP|CNKKYLENLNF|TY[C[YRSLVISK. ........ H[F|. . DIGLEHGK
BolC07.GH3-8.c TS|G/GKQKLIPLNNKYLENARLLFDLRYLVLSK. . ....... HV|. . DIGHNE|GK
BolC08.GH3-8.d TS|SGNPKIFPATD.NFENIKSAGSLNSLIMSK. ........ HV]|. . DIGY NQIGK
BolC09.GH3-8.e TTAGKQKIFPVNNKFFEDMSF|IIALRLFVISK. . ....... H[F|. . E|GGOK/GK
BolC09.GH3-10.a TTEGRQKYVP|FTRHS|SQTTLQIFRLSAAYRSR. .. ...... Fly|. . P|IKEG|GR)|
BolC03.GH3-11l.a TSQGRPRKFIPFTDELMENTLOLFR[TAFAFRNR. ... ... .. DIF|. . PII|DDN|GR|
BolC04.GH3-11.b TS|QGRPKFIP[F|TDELMENTLQLFR[TAFAFRNR. . ....... E[F|. . P|IIDDN|GR|
BolCX.GH3-11l.c TS|QGRPKFVP[F|TDELMENTLQLFR[TAFAFRNR. . ... .... E[F|. . P|IDDN|GR|
BolC03.GH3-12.a TS|G/GAQKMMPWNHKYLDNLTFAYDLRMAVITK. . ....... HV|. . K|GLEEGK
BolC09.GH3-12.b  TS|G/GAQKMMPWNNKY/LDNLTFAYDLRMAVITK. . ....... HV|. . K|GLEV|GK
BolC09.GH3-14.a TS[GGVPKLIP|LTAEDMEQRNL[FV|SLYRPLPFK......... HII|. . K|GIL SE[GK|
BolC03.GH3-15.a TS|GGVPKLIPMTAEELEQRMLFSSLHRPLISK. ... ..... QlI|. . E[GI SE[GK|
BolCX.GH3-16.a TS|G/GYPKLIPLTAEDMEQRILFASLYAPLVFK. . ....... H|I|. . GIGLTEGK
BolC07.GH3-17.a TS|AGKPKLMP|STAKELDRKTF|FYSMLVPVMNK. ........ YV|. . N|GLDEGK
BolC08.GH3-17.b  TS|G|GKPKLMP|STAEELDRKTF|FYNMLVPVMNK. . ....... F\V|. . NGLDEGK|
BolC08.GH3-19.a TS|S|GNQKIYPANNIYFENMRS|GYALSSVIVMSK. . ... .... HV|. . D|GYKQ|GK
BnaAO9R.GH3-1.a TS/|AGERKLMP|T|I|QEELDRRQLILY[SLLMPVMNL|. . ... .... YV|. . P[GLDKGK|
BnaCX.GH3-1.a T S|A[GERKLMP|T|IQEELDRRQLLY[/SLLMPVMNIL|. . . . ..... YV|. . P[GLDKGK|
BnaA0l.GH3-2.a T S|A/GERKLMP[T|IDEDLDRROLLY[SLLMPVMNL|. . . . . .... YV|. . PlGLDKGK
BnaC01.GH3-2.a T S|A/GERKLMP|T|IDEDLDRRQLLY[SLLMPVMNL|. . . . ..... YV|. . PlGLDKGK
BnaA09.GH3-3.a T S|A/GIE RKLMP|T|I|EEDMDRRQLILY[S[LOMPVMNTL|. . . . ..... YV|. . PlGLGKGK
BnaC08.GH3-3.a T S|A/GIE RKLMP|T|I|EEDMDRRQLILY[S[LOMPVMNL|. . . . ... .. YV|. . PlGLGK/GK
BnaAOl.GH3-5.a T S|G|GE RKLMP|T|IEEELDRRSFLY|S[FLMPVMSQ. . . . ..... FV|. . P|GLDKGK|
BnaA03.GH3-5.b T S|G|GQRKLMP|T|IEEELDRRSLLY|S[FLMPVMSQ. . . . ..... FV|. . P|GLDKGK|
BnaC01l.GH3-5.a T S|G|GERKLMP|T|IEEELDRRSFLY[SFLMPVMSQ. . . . . .... F\V|. . PGLDKGK|
BnaC07.GH3-5.b T S|G|GERKLMP|T|I[EEELDRRS LLY[S[FILMP[VMSQ. . . . . .... F\V|. . P|GLDKGK|
BnaA03.GH3-6.a T S|G|GIE RKLMP|T|I[EEELDRRS LLY[SLLMPVMSQ. . . . . .... F\V|. . PIGLDKGK|
BnaAX.GH3-6.b T S|G|GIE RKLMP|T|I|EEELDRRS LILY[SLLMPVMSQ. . . . .. ... F\V|. . PIGLDKGK|
BnaC03.GH3-6.a T S|G|GE RKLMP|T|IEEELDRRS LLY[/SLLMPVMSQ. . . . .. ... FV|. . P|GLDKGK|
BnaCX.GH3-6.b T S|G|GERKLMP|T|IEEELDRRSLLY|/SLLMPVMSQ. . . . ..... FV|. . P|GLDKGK|
BnaA06.GH3-7.a TS|G/GANKILP|SNSKYLDGSAF|STDLIAHVIRK. . ....... HV|. . K|GVERGK
BnaA08.GH3-7.b T S|G|GA QK IMPWNEKFLDYLTFMYDLRMAVITN. . . .. .... YV|. . K|GLEKGK
BnaC06.GH3-7.a TS|GGANKLLP|SNNKFLDGYAFVN|YLLAHVISK......... HV|. . EGVEKIGK
BnaA03.GH3-8.a T S|G/GK RKMFP|CNKKYLENLNF|TY[C[YRSLVISK. . ....... H[F|. . DIGLEHGK
BnaA03.GH3-8.b TS|GIGKQKLIPLNNKYLENARLLFDLRYLVLSK. ........ HV|. . D|GHNE|GK|
BnaA03.GH3-8.c TS|GIGKQKLIPLNNKYVENARFLSDIRYLVLSK. . ....... H|I|. . E[GHNKGK|
BnaA06.GH3-8.d TS|S|IGNQKIFPANNIFFKNIHIISTLSSLVISK. .. ...... HV|. . DIGFKE/GK

o I S I I I B s s I s I I s I T I I I I I B I B B

<OOQOAPrOOOOAAAAAPFOANNAERAQNNLNAAPPFPHPIOONOOAAAPAAH<IE<S<OOONNNLNOMAQAPPIHPI<I<I<OOAOAPOAOAOAAAPQAAXRPTPOALNLLLAFHIOAPOOOP OO

o o s e I s B e I e T s I I I I I T T L I T T e I B T T s I T T T s B I s I s B I B T s I I s T T I I B B I B B B D




BnaA06.GH3-8.e TS|s NQKIFPAN}NIF‘FKNIQIFY GSLVMSK. ........ C|E|. . DlglY K Q|G K/ V|I|RF|T[F|T H
BnaA09.GH3-8.f TS|S|IGEKKIFPAND . NFEDILLGLALSSLIMSK. . ....... H YKQGKVMIFKF|IQ
BnaA09.GH3-8.g TS|SIGNQKMFPRNN . NFENIKFAAALSSLVISK. ........ H YKQGKVMTI|F|SF|TQ
BnaAX.GH3-8.h P I 5 P P . YLENLKFIYF|YRSLVITK. ........ H LEHGKGMV[FNE|CT
BnaAX.GH3-8.i TS|S|GNPKIFPATD . NFENIKSAGALNSLIIMSK. . ....... H YNQGKVMIFRE|T H
BnaC0l.GH3-8.a TS|S|GKQKLIPMNDKYLENTKLLTDEFRSIVLSK. . ....... H HNQGK SILK[L|LF|T G
BnaC02.GH3-8.b T S|G/GKRKMFPRNNKYLENLKF/IYF[YRSLVITK. ........ H LEHGKGMV[FNF|CT
BnaC02.GH3-8.c T S|G/GKRKMFPRNNKYLENLKF|IYF|[YRSLVITK. ........ H LEHGKGMV|FNF|CT
BnaC02.GH3-8.d TS|GGKRKMFPRNNKYLENLKF|IYFYRSLVITK......... H LEHGKGMV|F|NF|CT
BnaC07.GH3-8.e TS|G/GKQKLIPLNNKYLENARLLFDLRYLVLSK. . ....... H HNE|GKGLH|LIF|LK
BnaC09.GH3-8.f TS|G/GKQKIFPVNNKFFEDMAF|IFALRSSLISK. . ....... H D E KGK[VVIM|L|F|F|[A R
BnaCX.GH3-8.g TS|SIGNQKIFPANNIFFKNIQIFYTLGYLVMSK. . ....... H YKQGKV[I|RF|TF|IH
BnaA05.GH3-9.a T S|G|GE PKLMP|T|I|SEDLDRRTFVYNLINPIANK. . . ...... Y| LDK/GKTMY|LNF|VK
BnaC04.GH3-9.a T S|G|G[E PKLMP|T|I|SEDLDRRTFVYNLINP|IANK. . . .. .... Y| LDKGKTMY|LNF|VK
BnaA03.GH3-10.a TTEGRQOKYVP[F|TICQI|TQALLQOMSRLISAAYTSR. .. ...... c REGGMILEF|I[YAA
BnaA09.GH3-10.b TTEGRQKYVP[F|TICHS|SQTTLQIFRLSAAYRSR. .. ...... F KEGGR|ILEF|I[YAG
BnaC09.GH3-10.a TTEGRQKYVP|FTRHS|SQTTLQIFRLSAAYRSR. ... ..... F KEG|GR|I|LEF|I[Y[AG
BnaA03.GH3-1l.a TS|QGRPKFIPFIDELMENTLQLFRTAFAFRNR. ... ..... D DD N|GRALQF|I[F|S S
BnaAO4R.GH3-11.b TS|QGRPKFVP[F|TDELMENTIQLFR[TAFAFRNR. .. ...... E DDNGRJALOF|I[F|S S
BnaA05.GH3-1l.c TS|QGRPKFVP[FTDELMENTLQLFR[TAFAFRNR. . ....... E DD N|GRJALOF|IF|S S
BnaC04.GH3-11.a TS|QGRPKFIP[F|TDELMENTLQLFR[TAFAFRNR. .. ...... E DD N|GRJALOF|T|F|S S
BnaCX.GH3-11.b TS|QGRPKF IP[F|TDELMENTLQLFR[TAFAFRNR. . ... .... D DD N|GRJALIOF|I|[F|S S
BnaA02.GH3-12. T S|G|G|A QKMMPWNNK YLDNL TFAYDLRMHAVITK. . . ...... H MF|LEF|TK
BnaA03.GH3-12. T S|G|GA QKMMPWNHK YLDNL TFAYDLRMHVITK. . . ...... H LEEGKGMMF|LF|TK
BnaA06.GH3-12. TS|G/GANKILP|/SNNKFLDGYAF|SNDLLVHIISK. ........ H IFF|SL|TG
BnaAl0.GH3-12. T S|G|G/A QKMMPWNNK YLDNLTFAYDLRMAVITK. . . ...... H LEE|GKGMMF|LF|T K
BnaC02.GH3-12 T S|GGAQKMMPWNNKYLDNLTFAYDLRMHVITK. ........ H LEQGKGMMEF|

BnaC03.GH3-12. T S|G|G/A QKMMPWNHK YLD[NL TFAYDLRMHAVITK. . . ...... H LEEGK TK
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BnaC09.GH3-12. T S|G|GA QKMMP[WNNK YLDNL TFAYDLRMHVITK. . .. ... .. H LEV|GKGMMF|LF|T K
BnaAl0.GH3-14 TS|G|GVPKLIPLTAEDMEQRNLFV|SLYRPLPFK. . ... .... H LSEGKSLILF[YF|LT
BnaC09.GH3-14. TS|G|GVPKLIPLTAEDMEQRNLFV|SLYRPLPFK. . . ...... H LSEGKSLILF[YF|LT
BnaA03.GH3-15. TS|GIGVPKLIPMTAEELEQRMLIF S|SLHRPLISK. . ... .... 0 I SD|GK|S|L{S|F|F[F[V T
BnaC03.GH3-15. TSGGVPKLIPMTAEELEQRMLIFSSLHRPLISK. ........ Q I SEGK|S|LISFFFVT
BnaAX.GH3-16.a TS|G|GYPKLIP|LTAEDMEQRILIFASLYAPLVEK. . ....... H LTEGKSLMF|YFVT
BnaC02.GH3-16.a TS|GGYPKLIP|LTAEDMEQRILFASLYAPLVFK......... H LTEGKSLMF|YFVT
BnaA07.GH3-17.a TSAGKPKLMP|STAKELDRKTF[FY, LVPVMNK. ........ Y| LDEIGK YL IK
BnaA08.GH3-17.b  TS|G|GKPKFMP|STAEELDRKTFFYNMLVPVMNK. . ....... F LDE/GKGMY|LLIF|IK
BnaA09.GH3-17.c TS|AGKPKLMP|STAEELERKTIFYSMLVPVMNK. ........ Y| LDEGKGMY|[L|LF|IK
BnaC08.GH3-17.a .|.|.]. .|. .MP|S|TAEELDRKTF|F ¥NMLVPVMNKSSYKNHKHCS LN.|. VGMY[L|LF|IK
BnaCX.GH3-17.b T S|A|GKPKLMP|S|TAKELDRKTF|FYSMLVPVMNK. . . ...... Y| LGEGKGMY|[L|LF|IK
BnaCX.GH3-17.c . .|AGKPKLMP|STAEELERKTFFYSMLVPVMNK|. . ....... YV|. . N|GLDEGKGMY[LLF|TIK
BnaA05GH3-18.a TS|GGKQKIFPVNDEATIEQLGYVLALRSLVMSK. . . ...... H|F|SDN|GV E Q|GK TME[F|H|Y|T K
BnaCX.GH3-18.a TS|S|GNQKIYPANNIYFENQLFGYALSSAVMSK. . ....... H YKQGKAMV[F|SF|T H
BnaA06.GH3-19.a TT|/SGNQKIFPANNITFENILFAF|SLSSVVMSK......... H YKRIGKVMSF|TF|TQ
BnaA09.GH3-19.b TS|SIGNQKIYPTNNIYFENLLFGYALSSVVMSK. ........ H] YKQGKMMIFRETH
consensus>70 ts.g. . k..p..... le..... y. Ve g.d.gk.m.f.
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AtGH3-1 SE|. [TKTPGGLPARP|V|LIT|SY|YKSEHF|.RSRPYDPYNVYTSPNEAILCPDSFQSMYTQOMLCG
AtGH3-2 SIE|.[SK|ITS|GIGLPARP|V|LIT|S[Y¥|YKSDHF|. KRRPYDPYNVYTSPNEAILC|SDSSQSMYAQMLCG
AtGH3-3 TIE|. |S|K|TP|GIGLPARPV|L|T|S|[Y|YK S|E QF|. KRRPNDP YNV Y/TSP|NEAI|LICPDS|SQSMYT|OMLCG
AtGH3-4 SIE|. |s|T|T S|GIGLPARPRALIT|S|Y|YKS[D YF|.|.|. RTSDSDSVY/TSP|KEAI|LIC/CDS|SQSMYT|OMLCG
AtGH3-5 S|E|.|SKITP|GGLPARPV|L/T|S|Y|YKS|SHF|. KERPYDPYTNYTSPNETILCSDS|YQSMYSQOMLCG
AtGH3-6 SE|.[SKTPGGLPARP|V|LIT|SY|YKSSHF|.KNRPYDPYTNYTSPNQTILCSDSYQSMYSQOMLCG
AtGH3-7 LE|.[SIITP|SGLPARVAS|S|SY|LKSNYF|.KNRPSNWYYSYTSPDEVTLCPDNKQNLYCHLLCG
AtGH3-8 S|E|. NITTP|S|IGLP S|SAAIS|T|SF|IFKSDY|F|. KNRPSYWHWSYTSPDEVILCSDTKQTLYCHLLCG
AtGH3-9 A[E|.|T|S|TP|C/IGLP I|RAV|LIT|S¥|YKSKHF|.QCRPYDPFNDLITSP|I|QT I|LICEDSNQSMYCOLLAG
AtGH3-10 KE|. [F|K|T L|G|GL T V|G T|AIT|T|H[Y|Y/ASEE[F|. KTKQETTKSF T|CSP|QEVI|S|GIGDF|GIRQCTYCHLLLG
AtGH3-11 K[Q|. |Y|I|ST|GIGVP V|G TAT|TNV|YRNPNF|. KAGMKSITSPS|CSPDEVIF|SPDVHQALYCHLLSG
AtGH3-12 QE|. SMTP|SGLPARVATISSYFKSDYF| .KNRPSNWYYSYTSPDEVILCPNNTESLYCHLLCG
AtGH3-13 PE|. RETASGILIRTMITIC|ILKS|VN|.| .KITNSSLWDRLQISPHEISTICEDTTQSMYCQLLCG
AtGH3-14 REE|.|SETASGILVRTMITIC|VLKS|VT|.|.PANSFIWDQSQISPHAIT|TICSDTTQSMYCQLLCG
AtGH3-15 RE|.[S[K|TAN|GLMV|R TMV|T|S|F|LKS|TK|.|.|Q TNSFLWDSLQVSP/HAIT|TICADT|TQSMYCQLLCG
AtGH3-16 RE|.|S[E|TV|S|GLMVRFMI|T|C[V|LKS|VN|.|.[P|TNSFLWDRVQ|I SPHAIAI|CEDTNQGMYC|QLLCG
AtGH3-17 PE|.|IK|TP|SIGLMARPV|LIT|S[Y|YKSQHF|.RNRPFNKYNVY|TSPDQTI|LICIQDSKQSMYCQLLCG
AtGH3-18 PP|.|SATP|SIGLP .|. .|.|o|e|e|efe]|e ofe ofefe]efe oo v v SRS . (SRS . (9 . (PSS . (PSSR
AtGH3-19 LE.[SKTPSGLALS S|S|F|T|S[¥|FMSDY|F|. KNRSSKCNSEYTSPDQVILCPDNNQSVYCHLLCG
BraX.GH3-1.a SE|. [T KTPGGLPARP|V|LIT|SY¥|YKSDK[F|.RSRPYDPYNVYTSPNEAILCPDSFQSMYSQOMLCG
BraX.GH3-2.a S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YKS[DHF|. KRRPYDP YNV Y/TSP|NEAI|LIC/SDS|SQSMYAQMLCG
BraA09.GH3-3.a S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YK S|E H[F|. KKRPYDP YNV Y/TSP|NEAI|LICPDS|SQSMYT|OMLCG
BraAOl.GH3-5.a SE|.|SKITP|GGLPARPV|L/T|S|Y|YKS|SHF|. KERPFDPYTNYTSPNETILCPDS|YQSMYSQOMLCG
BraA03.GH3-5.b SE|.[SKTPGGLPARP|V|LIT|SY|YKSSHF|.KERPFDPYTDYTSPNETILCPDSYQSMYSQOMLCG
BraAO2.GH3-6.a SE|.[SKITPGGLPARP|V|LT|SY|YKS|SHF|. KNRPYDPYTNYTSPNQTILCPDS|YQSMYSQOMLCG
BraA03.GH3-6.b SIE|.[SKITP/GGLPARP|V|L|T|S[Y¥|YKS|SHF|.KNRPYDPYTNYTSPNQTIILCPDS|YQSMYSQOMLCG
BraA06.GH3-7.a HD|. |T|K|TP|G|GF P LIE D|G|I|S|W|¥|LK SD Y|F|. KINRPSTWF Y S Y/TSP|DEVML|GSDLKENLYCHLLCG
BraA08.GH3-7.b LIE|.|S|T|TA|SGLPARTAS|S|S|Y|LK S|S Y|F|. KINRPCNWY YT Y/TSP|DEVI|LICPDNKQSLYCHLLCG
BraA02.GH3-8.a PE|. QNTPSGLPA[SSATTSFFKSDYF|.KNRPSYWHWSF|TSPDEVI|LC/SDNKQSLYCHLLCG
BraA03.GH3-8.b PE|. QTTP|SGLPV|SAATTLFFKSDYF| .KNRPSYWHWSFTSPDEVILICLDNKQSLYCHLLCG
BraA03.GH3-8.c PAl.|SKITP|SGLPASYATTYFMKSDYYVKNLPSYWDTSSTSPTEIKF|ICPDNKQSLYCHLLCG
BraA03.GH3-8.d PA|.|SK|TP|SGLPAISYATTHLMKSDYFVKNPPSYWDTSSITSP|SEIK[FICHDTKQSLYCHLLCG
BraA06.GH3-8.e PA|.|S|T|TP|C/GLP I|APV|LIT/SF|TKSEY[Y|.RSLAKK. . ..STSPDQIIMCPDTKQSMYCQLLCG
BraA06.GH3-8.f P|I|.|S|T|TP|G|GLP LA P|T|V|T|S|F|TKS|E Y|F|. RSLPKN . . . . SPSP|Y|QI I|MC|TDAKQSMYCQLLCG
BraA09.GH3-8.g E(Q|.|S|I|SP|CIGLP I|ST|S|VIT|GY|LILSDSF|.KNRPSN. . .CFTSPDEVMLCPDLKQTMYCHLLCG
BraA09.GH3-8.h P|I|.|S|TTP|ICGLPLAPIS|ITI|IMKSKC[Y|.RSPGKR....STTPDEIIMCTDPKQSMYCQLLCG
BraAl0.GH3-8.i P[Q[.|S|TMP|SIGLP I|S T|S|FT|G¥|LILSDSF|. KINRPSN. . .CFTSPDEVT|LICPDNKQTMYCHLLCG
BraA09.GH3-10.a KE|. FKTP|GGLTV|GTATTHY|Y|SSKEF|.KITKQETTKSFTICSPREVI|S|GGDFIGQRCTYCHLLLG
BraA03.GH3-1l.a K[Q[. |Y|I|SK|GIGVP V|G TAITITN|V|YRNPNF|. KAGMKSIQSLC|ICSPDEVI|F|SPDVHQALYCHLLSG
BraAO4.GH3-11l.b K[Q|. [Y|T|S T|G|G VP V|G T|A|T|T|N|V|Y[RN[P N[F|. KAGMRSIQSLC|CSPDEVI[F|SPDVHQALYCHLLSG
BraA05.GH3-11l.c K[Q|. |Y|I|ST|GIGVP I|G TAT|TNV|YRNP NF|. KAGMRSIMSLC|CSPDEVI|F|SPDVHQALYCHLLSG
BraA02.GH3-12.a QE|. AITP|SGLPARVATISSYFKSEYF .KNRPSNWYYSYTSPDEVILCSNNTQSLYCHLLCG
BraA03.GH3-12.b QE|. AIITP|SGLPARVATISSYFKSDYF| .KNRPSNWYYSYTSPDEVILICSNNTQSLYCHLLCG
BraA06.GH3-12.c HE|. [TKTPGGLP IE S|S|T|S|WY|LKSDY|F|.KNRPSNWFYSFTSPDEVML|GSDIKQNLYCHLLCG
BraAl0.GH3-12.d QE|. | TKITP|SGLLARVATISSYFKSDYF| . INRPSNWYYSYTSPDEVILICISNNTQSLYCHLLCG
BraAl0.GH3-14.a RE|.|SETASRIPVRTMITIC|VLKS|VT|.|.PANKFIWERIQISPIEIATICPDTTQSMYCQLLCG
BraA03.GH3-15.a REE|. |GK|TASIGLMVR TMV|T|CV|IKMAG|.|.|SANKDVWDQVQ|ISPHGLY|TICDDTITQSMYCIQLLCG
BraAO7.GH3-15.b KE|.|SETASGLMVRTMITICVLKS|VT|.|.PANKFIWDQGHISPLEISTICEDTTQSMYCQLLCG
BraA02.GH3-16.a RE|.|SETASGLIVRFMLITIC|VLKS|VN|.|.P[SNIFLWDRVQVSPHEIS|TICVDTSQAMYCQLLCG
BraAO7.GH3-17.a PE|.|IK[TP|SGLMARPV|LIT|SY[YKS|QHF|. RNRPFNKYNVYTSPDQTI|LICQDSKQSMYCQLLCG
BraA09.GH3-17.b PE|. |I|K|TP|S|GLMA[RP[V|L|IT|S|¥|YKS|QH[F|. RNRPFNKYNVY/TSPDIQT I|LIC/QD SK|QSMYC|QLLCG
BraAX.GH3-17.c PEE|.|IKTP|SGLQARPV|LIT|SY[YKS[EQF|. KNRPFNKYNVIITSPINDAIILICEDSQQSMYCQLLCG
BraAO4.GH3-19.a AL|.[S|RITP|S|GLTV|APV|I|T|SFLMSNYF|.KNWSSK...RYTSPD|QVLLIC/CDNKQSTYCHFLCS
BraA06.GH3-19.b T|I|.[STTPICGLPLAP|GLIT|SF|IKSEYY.RRLAKN. .. .STSPYQIILCPDTKQSMYCQLLCG
BraA09.GH3-19.c K|I|.|S|PTP|ICGLPIAPALTSFTKSKY[Y.|STMAKN. .. .NTSPYEVALCPDPKQSMYCQLLCG
BraA09.GH3-19.d R|I|.|S|TITP|CGLPVAPALTNFIKSKY[Y.PSMAKN....CTSPYEIT|LICPDPKQSKYCQLLCG
BraAX.GH3-19.e PE|.[S|T|TP|S|GLP VA AAF|T|S|FIFKS|D Y[F|. KNRPSK. . SQY/TSPDQVIILCPDNKQSLYCHLLCG
BolC09.GH3-1.a S|E|. [T|K|TP|GIGLPARPV|L|T|S|Y|YKSDK[F|.[RISRPYDP YNV Y/TSPNEAI|LICADS[FQSMYS|QMLCG
BolC01l.GH3-2.a S|E|.|SKITP|GGLPARPV|L/T|S|Y|[YKSDHF|.KRRPYDPYNVYTSPNEAILCSDSSQSMYAQOMLCG
BolC08.GH3-3.a SE|.[SKTPGGLPARP|V|LIT|SY|YKSEHF|.KRRPYDPYNVYTSPNEAILCPDSSQSMYTQOMLCG
BolCO0l1.GH3-5.a SE|.[SKITPGGLPARP|V|LIT|SY|YKS|SHF|.KERPFDPYTNYTSPNETILCSDSYQSMYSQOMLCG
BolC07.GH3-5.b SIE|.[SKITPGGLPARP|V|LIT|S[Y|YKS|SHF|.KERPFDPYTDYTSPNETILCPDS|YQSMYSQOMLCG
BolC02.GH3-6.a S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YK S|S HF|. KINRPYDP YTNY/TSP|NIQT I|LICPDS|YQSMY S|OMLCG
BolC03.GH3-6.b S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YK S|S H[F|. KINRPYDP YTNY/TSP|NQT I|LICPDS|YQSMY S|QMLCG
BolC06.GH3-7.a HEE|.|TRTPGGLP IEP|GTSWYLKSDYF| .KNRPFNWEFYSYTSPDEIMLGSDLKQNLYCHLLCG
BolCO0l1.GH3-8.a PIS|.|SMTL|SGLPASYASTFFFKSDYF| .KNPPSFWDTSFTTPIGEVIYICPDTKQSLYCQLLCG
BolC03.GH3-8.b PEHTTITP|SGLPV|SAATTLFFKSDYF| .KNRPQYWHWSET . .|.|. « of.|o]|c]c ofe]c o - - I
BolC07.GH3-8.c PA|.|SKITP|SGLPASYATTHFMKSDYYVKNLPSYWDTSSTSPITEIK[FICPDNKQSLYCHLLCG
BolC08.GH3-8.d P|I|.|S|T|TP|C/GLP LA P[V|V|T|I|LMKS/KHF|.|L|]SMEKR . . . . STIPNEIIRCPDKKQSMYCQLLCG
BolC09.GH3-8.e P[Q|.[s|T|TP|C|GLP I|S T|S|F|T|G[¥|LILS|D S|F|. KNRPSN. . .CF|/TSPDEVT|LCPDNKQTMYCHLLCG
BolC09.GH3-10.a KE|. FKTPGGLTV|GTATTHY|Y|SSKEF|.KTKQETTKSFT|ICSPREVI|F|GGDF|GQCTYCHLLLG
BolC03.GH3-1l.a K[Q[.|Y|I|SK|GIGVP V|G TATTN|VYRNP NF|. KAGMKAIQSLC|ICSPDEVIF|SPDVHQALYCHLLSG
BolC04.GH3-11l.b K[Q[.|Y|T|ST|GIGVP V|G TAITTN|V[YRNP NF|. KISGMKSIQSPCICSPDEVIF|SPDVHQALYCHLLSG
BolCX.GH3-1l.c K[Q[.|Y|I|ST|GIGVP I|G TATITN|V|]YRNPNF|. KAGMRSIQSLC|ICSPDEVI|F|SPDVHQALYCHLLSG
BolC03.GH3-12.a QE|.[S|I|TP|S|GLP AR VIAT|S|S|Y|FKS|D Y[F|. KNRPSNWYYSYTSPDEVILCSNNTQSLYCHLLCG
BolC09.GH3-12.b QE|. AK|TP|S|GL LA V|A|T|S|S|Y|FKS|D Y|F|. KNRPSNWYYS Y/TSPDEVI|LIC/SNNTQSLYCHLLCG
BolC09.GH3-14.a REE|.|SE[TASRIPVRTMITCV|LKSVT|.|.PANKFIWERIQISPIEIATCPDTTQSMYCQLLCG
BolC03.GH3-15.a RE|.|GKTASGLMVRTMVT|IC|VIIKMAS|.|.|[SANKDIWDQVQISPHGIYTICDDTTQSMYCQLLCG
BolCX.GH3-16.a RE[.SETASGLIVR .|.|.|c|e|efe]e ofe ofefe]efe oot DRVQ|VSPHEISTICVDTSQAMYCQLLCG
BolC07.GH3-17.a PE|.|IK[TP|SGLMARPV|LIT|SY[YKS|QHF|. RNRPFNKYNIYTSPDQTI|LICQDSKQSMYCQLLCG
BolC08.GH3-17.b PE|.|I|K|TP|S|GLQARP[V|L|IT|S|Y|YKS|EQF|. KNRPFNKYNVIITSPNDAI|LICEDS/QQSMYCQLLCG
BolC08.GH3-19.a K|I|.[F|P|TP|C/GLP I|APALIT/SIFITKSKY[Y|.|S|SMAKN . . . . SITSP|YEVA[LICPDPKQSMYCQLLCG
BnaAO9R.GH3-1.a S|E|. |T|K|T P|G|GLP AR P|V|L|T|S|¥|YKS[DKF|. RSRPYDP YNV YT SPNEAI|LICPDSFQSMYSOMLCG
BnaCX.GH3-1.a SE|. [TKTPGGLPARPV|LIT|SY[YKSDKF|.RSRPYDPYNVYTSPNEAILCADSFQSMYSQOMLCG
BnaAOl.GH3-2.a SE|.[SKITPGGLPARP|V|LIT|SY|YKSDHF|. KRRPYDPYNVYTSPNEAILCSDSSQSMYAQOMLCG
BnaC0l.GH3-2.a S[E|.[SKITPGGLPARP|V|L|T|S[Y¥|YKSDHF|.KRRPYDPYNVYTSPNEAIILC|SDSSQSMYAQMLCG
BnaA09.GH3-3.a S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YK S|E H[F|. KKRPYDP YNV Y/TSP|NEAI|LICPDS|SQSMYT|OMLCG
BnaC08.GH3-3.a S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YK S|E HF|. KRRPYDP YNV Y/TSP|NEAI|LICPDS|SQSMYT|OMLCG
BnaAOl.GH3-5.a SE|.|SKITP|GGLPARPV|L/T|S|Y|YKS|SHF|. KERPFDPYTNYTSPNETILCPDS|YQSMYSQOMLCG
BnaA03.GH3-5.b SE|.[SKTPGGLPARP|V|LIT|SY|YKSSHF|.KERPFDPYTDYTSPNETILCPDSYQSMYSQOMLCG
BnaC0l.GH3-5.a SE|.[SKITPGGLPARP|V|LIT|SY|YKS|SHF|.KERPFDPYTNYTSPNETILCSDSYQSMYSQOMLCG
BnaC07.GH3-5.b S[E|.[SKITPGGLPARP|V|LIT|SY|YKSPHF|.KERPFDPYTDYTSPNETIILCPDS|YQSMYSQOMLCG
BnaA03.GH3-6.a S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YK S|S HF|. KINRPYDP YTNY/TSP|NIQT I|LICPDS|YQSMY S|OMLCG
BnaAX.GH3-6.b S|E|. |S|K|TP|GIGLPARPV|L|T|S|Y|YK S|S H[F|. KINRPYDP YTNY/TSP|NQT I|LICPDS|YQSMY S|QMLCG
BnaC03.GH3-6.a S|E|.|SKITP|GGLPARPV|L/T|S|Y|YKS|SHF|. KNRPYDPYTNYTSPNQTILCPDS|YQSMYSQOMLCG
BnaCX.GH3-6.b SE|.[SKTPGGLPARP|V|LIT|SY|YKSSHF|.KNRPYDPYTNYTSPNQTILCPDSYQSMYSQOMLCG
BnaA06.GH3-7.a HD|.|TKTP|GGFPIEDGISWYLKSDYF .KNRPSTWFYSYTSPDEVMLGSDLKENLYCHLLCG
BnaA08.GH3-7.b LE|.[STTASGLPARTIAS|S|S[Y|LKS|SYF|.KNRPCNWYYTYTSPDEVILCPDNKQSLYCHLLCG
BnaC06.GH3-7.a HE|. T|RITP|GIGLP I|E PG T|S|W|Y|LKSD Y|F|. KINRPSNWF Y S Y/TSPDEIMLGSDLKQNLYCHLLCG
BnaA03.GH3-8.a PE|.[QT|TP|S|GLP V|S AAT|T|LFFKSD Y[F|. KNRPSYWHWSFE[T . .||« « ||| o[ .o . .]. 500 0
BnaA03.GH3-8.b PAl.|SKTPSGLPAS YATTHFMKSDYY[VKNLPSYWDTSS|TSPTEIK[FICPDNKQSLYCHLLCG
BnaA03.GH3-8.c PA|.|SKITP|SGLPASYATTHLMKSDYFVKNPPSYWDTSSTSP|[SEIKF|ICHDTKQSLYCHLLCG
BnaA06.GH3-8.d P|I|.|S|TITP|SGLPLAPMVIT|SFTKSEY[Y|.RISPAKK. .. .STSPDQIIMCPDTKQSMYCQLLCG
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AtGH3-1 LLD’ELSVLRVGAVFASGLLRAIRFLQLHWS’ﬁAHD ﬁ’SEITDPSI 0CMSG[TL. K
AtGH3-2 LLMRHEVLRLGAVFAS|GLLRAISFLQONNWKELARD LS|SRIIFDPAIKNRMSKILTK
AtGH3-3 LLMRHEVLRLGAVFASGLLRAIGFLQTNWKELADD LS|SRISDPAIKESMSKILTK
AtGH3-4 LLMRHEVNRLGAVFP S|GLLRAISFLONNWKELSQD LS|SKIFDHATIKTRMSNILNK
AtGH3-5 LC|QHQEVLRVGAVFASGF|IIRAIKFLEKHWIELVRD LS[SLITDP SVREAVAKIL. K
AtGH3-6 LCIQHKEVLRVGAVFASGF|IRAIKFLEKHWPELARD LS[SE[ITD|SSVREAVGE|IL. K
AtGH3-7 LV|QRNEVTRMGS|IFASVMVRAIKFLEDSWEELCSN| LS|[EW/ITD|IGCRDSV|SLVLGG
AtGH3-8 LV|QRDDVVKVGAAF VT/I LVRAIN|LLENSWKEI|CTN| LS[EWITD|ISCRDSV|SKILGE
AtGH3-9 LIHRHKVMRLGAVFASAFLRAISYLEKKWSQLCED LNPMITD|PGC|QMAMSCILLMS
AtGH3-10 LH|Y|S|SQVEFVASAFSYTIVQAF|/SFFEEIWREICAD LS|SRIITLPKMRKAVILALIR .
AtGH3-11 ILFRDQOVQYVFAVFAHGLVHAFR|TFEQVWEEIVTD LSNRITV[PSVRTAMSKLLT .
AtGH3-12 LVIQRDEVVRTGS|IFASVMVRAIEVLKNSWEELCSN L S|NW|[V'TD|LGC|Q[N SV|S LIVLIGG
AtGH3-13 LLQRDNVARLGAPFASVFIRVIKYLEGHWQELCSN| LS|DW/ITDPQCV|SGI|SKFLTA
AtGH3-14 LLQRDNVGRLGAPFAS|SFILKIIK[FLEDHWPEF/CSN| LS|DW/ITDPP QCV|SGIGKFLTA
AtGH3-15 LLERDNVARLGAPFAS/SFLKVIKFLEDHWPELCSN LSDWITD|ATC|T|SGIGKFLTA
AtGH3-16 LLQREHVARLGAP[YAS|SFLKVIKFLEDHWPELCSN L S|DW|ITD|AQC|V|SGI|GNFLTA
AtGH3-17 LVIQRSHVLRVGA[VFASAFLRAVKFLED HYKELCAD VT|SWITD|SSCRDSVILSILNG
AtGH3-18 . .|.RDEVVRVGAAFAFVLVRAIDFLEKHWKELCSN| VS|[EWITD|LEGRNANV|STILRG
AtGH3-19 LS|QREKVVGVSATFAHALIKAINALQI YWKELSSN| VSEWITD|LDCKNAV|SAILGG
BraX.GH3-1l.a LLDRLSVLRVGAVFASGLLRAIRFLQLHWSRLAYD LD|SE|ITDPSIRQCMSD[IL. K
BraX.GH3-2.a LLMRHDVLRLGAVFASGLLRAISFLQNNWKELARD LS|SRISDHAIKNRMSK|IILTK
BraA09.GH3-3.a LLMRHEVLRLGAVFASGLLRAIRFLQTNWHELVND LS|SRIISDPPGIRESMSKILTK
BraAOl.GH3-5.a LC|QHHEVLRVGAVFAS|GF|IRAIKFLEKRWTELVRD LS|SS|TTDP SVREAVAKIL. K
BraA03.GH3-5.b LC|QHQEVLRVGAVFAS|GF|IRAIKFLEKHWTELVRD LS[SLIITDP SVREAVAKIL.K
BraA02.GH3-6.a LC|QHKEVLRVGAVFASGFIRAIKFLEKHWPELTRD LS|SE[ITDLSVREAV|GEIL. K
BraA03.GH3-6.b LC|QHSEVLRVGAVFAS|GFIRAIKFLEKHWPQLVHD LNSE|ITDLSVREAVEEIIL. K
BraA06.GH3-7.a LVQRDEVTRIGS|/TFASGMVRVIKVLEDSWKELICSN LSEWITD|SGCRNSV|SLVLGG
BraA08.GH3-7.b LV|QRNEVTRMGS|IFASVMVRAIKFLEDSWEELCSN L S|EW/ITDP GCRD SV|ISMVLGG
BraA02.GH3-8.a IVIQRDEVVKVGAAFVS|ILVRAIITFLEKFWKEICTN| LS[EWITD|ISCRDSVISKILGE
BraA03.GH3-8.b IVILRDEVVKVGTAFVS|TLLRVIITFLEKHWKEICTN| LSEWITD|ISCRDSV|SKILGE
BraA03.GH3-8.c LV|LRDEVTRVSANFAS|ILVQGITFLENFWKEMCSN| LSDWITD|.SCKGSV|SMILGG
BraA03.GH3-8.d LVMRDEVTRVSS|GFAS|VLVQG ITFLEKFWKEMCSN| LS|DW/ITN|LSCRDSV|ISKVLGG
BraA06.GH3-8.e LVQRDDVVSVGAVFASVLVGVIHFLENYWKELASN LSEWITD|LGCRDYV|SILLGD
BraA06.GH3-8.f LV|QRDEVASVGAVFAAVLVQVIHFLENYWKELASN VS|EWITD|LSCRDSWVSTVLVE
BraA09.GH3-8.g LRIQRDEVVAVAASFAS|SLVGAITFLE|S YWKEI|CNN VS|[EWITD|LSCRDAV|TNILGG
BraA09.GH3-8.h LVIQRDEVVSVGA[LFASVLVQIIRFLEKYWKELCSN VSDWITDHCCRDSV|STILGE
BraAl0.GH3-8.1i LRLRDEVVNVTATFAS|SLVGAITFLES YWKEMCSN| VS[EWITD|LSCRDAVNNILGG
BraA09.GH3-10.a LHF|SKQVEFVASAFSY|TIVQAF|SLFEDTWRDI|ICAD LS|SRIITLPRMRKAVILALIR.
BraA03.GH3-11l.a ILFRDQVQYVFASFAHGLVHAFRTFEQLWEEIVTD LS/SRITVIPAVRTAMTKLLRG
BraA04.GH3-11.b ILFRDQVQYVFASFAHGLVHAFRTFEQVWEEIVAD LTSRITVIPSVRSAMSKLLR .
BraA05.GH3-11.c ILFRDQVQYVFAPFAHGLVHAFRTFEHVWEEIVTD LS[SRITV[PSVRISAMSKP I[TA
BraA02.GH3-12.a LV|QRDEVVRMGS|IFASVMVRAIKFLETYWEELCSN| L S[EW|ITD|LGCRIS SV|SLVLGG
BraA03.GH3-12.b LL|QRDEVVRMGS|IFASVMVRAIKFLETYWEELCSN| LS|[EWITDRGCRSSV|SLVLEG
BraA06.GH3-12.c LV|QRDEVMRIGS|TFAS/GMVRVIKVLQD SWKELCSN| LS|EW/ITD|SGCRNAV|ISMVT|GG
BraAl0.GH3-12.d LLQRDEVVRMGS/IFASVMVRAIKFLETYWEELCSN LSEWITD|LGCRSSV|SLVLGG
BraAl0.GH3-14.a LI|QR/GNVSRLGAPFAS|SFLKVINFLGDHWSELCSN IV S|P WIKD|AQC|LISGII[SK[FLISA
BraA03.GH3-15.a LLQRENVSRLGAPFAS|SFLKVIKFLEDHWKELCSN| IVS|DW|ITDPQC[LISGV|IGK[FLGA
BraA07.GH3-15.b LLERGNVSRLGAPFAS/TFLKVIRFLENHWSELCSN| VSDWITDANCV|SGIGKFLEA
BraA02.GH3-16.a LV|QRENVARLGAPFAS|SFLKVINFLEDHWTALCSN| VS[DWITDAQC|V|SGV|SKFLTA
BraA07.GH3-17.a LV|QR|SHVLRVGAVFASAFLRAVKFLEDHYKELCAD IT|SWITD|SACRDSVILS[ILDG
BraA09.GH3-17.b LV|QRSHVLRVGAVFASAFLRAVKFLEDHYKELCAD VT/SWITEPACRDSVILSVLQG
BraAX.GH3-17.c LV|QR/SDVLRLGAIFASAFLRAVKFLENHF|TELCAD IVA|SW|ITD|SGCRDSWV|LS|ILNG
BraA04.GH3-19.a LV|QREEVVSIFVPFAC|SLIDAIKFLETHWKELCND VS|EW|ITD|LGCRDSV|SNILGV
BraA06.GH3-19.b LV|QRDEVVSVGS|VFASVLVQVIHFLENYWKELASN, LSEWITDLSCRESVSTIILVE
BraA09.GH3-19.c LVHRDEVVSVGT|TFPSVLVQIVHFLENYWKELSSN| VSDWITD|LSCRDSWVSIILGE
BraA09.GH3-19.d LV|QRDEVVGVGATFP SVLVRVINFLEKYWKELASN| VSDWITDRSCRDS[VISTILGE
BraAX.GH3-19.e LS|QRDEVVRFGATFAHALVRAIDFLE|SNWKELCGN VSEWITDLGCRSSVISAIIGG
BolC09.GH3-1.a LLDRLSVLRVGAVFASGLLRAIRFLQLHWSRLAND LD|SEITDPPSIRQCMSD[IL. K
BolCO1l.GH3-2.a LVMRHDVLRLGA[VFAS|GLLRAISFLQNNWKELARD LS|SRIISDHAIKTRMSKILTK
BolC08.GH3-3.a LLMRHEILRLGAVFASGLLRAIRFLQTNWQELVSD LS|SRISDPGIRESMSKILTE
BolCO01.GH3-5.a LC|QHHEVLRVGAVFAS|GFIRAIKFLEKHWTELVRD LS|SS|ITDPSVREAVAKIL. K
BolC07.GH3-5.b LC|QHQEVLRVGAVFAS|GFIRAIKFLEKHWTELVRD LS|SLIITDP SVREAVAKIL. K
BolC02.GH3-6.a LC/QHKEVLRVGAVFASGFIRAIKFLEKHWPELTRD LS/SEITD|LSVREAVGEIIL.K
BolC03.GH3-6.b LC|QHNEVLRVGAVFAS|GFIRAIKFLEKHWPELVHD LNSEITD|LSVREAVEEIL. K
BolC06.GH3-7.a LVIQRDEVVRISS|TFAS/GMVRVIKVLEDSWKELCLN L S|[EW|ITD|SGCRNAV|SMVLGG
BolCO1l.GH3-8.a LVMRDEVTGIGAVFASIFVQGMIFLEKTWKDMCSN L S[DW|ITD|LGCRE SV|SKILGG
BolC03.GH3-8.b . I|ORDEVVKVGT|SFVS|TLVRVI|TFLEKHWKEICTN LSEWITD.SCRDSV|SKILGE
BolC07.GH3-8.c LV|LRDEVTRVSANFAS|ILVQGITFLENFWKEMCSN| LS|YWITD|.NCKDSV|SMILGG
BolC08.GH3-8.d LVQRDEVVSVGASFPSVLVQVINFLEKYWKELARN LSEWITD|LSCRDSVISIIILGE
BolC09.GH3-8.e LRLRDEVVNVTATFAS|SLVGAITFLESYWKEMCSN VS|EWITD|LSCRDAVTNILGG
BolC09.GH3-10.a LHF|SKQVEFVASAFSY|TIVQAF|SLFEDTWRDI|CAD LS[SRITLPKMRKAVLALIR.
BolC03.GH3-1l.a ILFRDQVQYVFASSFAHGLVHAFRTFEQLWEEVVTD LS|SRITV[PSVRTAMAKLLSG
BolC04.GH3-11.b ILFRDQVQYVFASFAHGLVHAFRTFEQVWEEIVTD LTSRITVPSVRSAMSKLLR .
BolCX.GH3-11l.c ILFRDQVQYVFAPFAHGLVHAFR[TFEHVWEEIVTD LS|SRIITV[PSVRTAMSKLLTA
BolC03.GH3-12.a LV|QRDEVVRMGS/IFASVMVRAIKFLETYWEELCSN LSEWITD|HGCRSSV|SLVLGG
BolC09.GH3-12.b LL|QRDEVVRMGS|IFASVMVRAIKFLETYWEELCSN LS|EW/ITD|LGCRS SV|SLVLGG
BolC09.GH3-14.a LI|QRGNVSRLGAPFAS|SFLKVINFLGDHWSELCSN| VS|P WIKDAQCILISGISTFLSA
BolC03.GH3-15.a LLQRESVSRLGAPFAS|SFLKVIKFLEDHWKELCSN| IVS|DW|ITD|P QC[L|S GV|IGK|F L{T A
BolCX.GH3-16.a LV|QRENVARLGAPFAS|SFLKVINF LEDHWTELCSN| VS[DWITDAQC|V|SGV|SKFLTA
BolC07.GH3-17.a LV|QR|SHVLRVGAVFASAFLRAVKFLEDHYKELCAD IT|SWITD|SACRDSVILS[ILEG
BolC08.GH3-17.b LV|QRSHVLRLGAIFASAFLRAVKFLENHFTELCAD VAISWITD|SGCRDSVILSILNG
BolC08.GH3-19.a LV|QRDEVVSVGT|TFPSVLVQIVHFLENYWKELSSN IV S|DWITD|LSCRDSWVSVILGE
BnaAO9R.GH3-1.a LLDRLSVLRVGAVFAS|GLLRAIRFLQLHWSRLAND LD[SE[ITDPSIRQCMSD|IL. K
BnaCX.GH3-1.a LLDRLSVLRVGAVFASGLLRAIRFLOQLHWSRLAND LD[SE[ITDPSIRQCMSV|IL. K
BnaA0l.GH3-2.a LLMRHDVLRLGAVFAS|GLLRAISFLQONNWKELARD LS|SRIISDHAIKNRMSKILTK
BnaC01.GH3-2.a LVMRHDVLRLGAVFAS|GLLRAISFLQONNWKELARD LNSRIISDHATIKTRMSKILTK
BnaA09.GH3-3.a LLMRHEVLRLGAVFASGLLRAIRFLQTNWHELVND LS|SRISD|PGIRESMSKILTK
BnaC08.GH3-3.a LLMRHEVLRLGAVFASGLLRAIRFLQTNWQELYVSD LS|SRIISDPGIRESMSKILTE
BnaAOl.GH3-5.a LC|QHHEVLRVGAVFASGF|IRAIKFLEKRWTELVRD LS|SS|TTDP SVREAVAKIL. K
BnaA03.GH3-5.b LC|QHQEVLRVGAVFASGF|IRAIKFLEKHWIELVRD LS[SLITDP SVREAVAKIL.K
BnaC01l.GH3-5.a LC|QHHEVLRVGAVFASGFIRAIKFLEKHWTELVRD LS|SS|ITDPSVREAVAKIL. K
BnaC07.GH3-5.b LC|QY|[QEVLRVGAVFAS|GFIRAIK[FLEKHWTELVRD LS|SLIITDP SVREAVAKIL. K
BnaA03.GH3-6.a LC/QHNEVLRVGAVFASGFIRAIKFLEKHWPQLVHD LNSEITD|LSVREAVEEIIL.K
BnaAX.GH3-6.b LC|QHKEVLRVGAVFAS|GFIRAIKFLEKHWPELTRD LS|SEITD|LSVREAV|GEIL. K
BnaC03.GH3-6.a LC|QHNEVLRVGA[VFAS|GF|IRAIKFLEKHWPELVHD LN[SE[ITDLSVREAVEE|IL. K
BnaCX.GH3-6.b LC|QHKEVLRVGAVFASGF|IRAIKFLEKHWPELTRD LS[SEITDLSVREAVGE|IL. K
BnaA06.GH3-7.a LV|QRDEVTRIGS|TFAS/GMVRVIK[VLEDSWKDLCED LS|EW/ITD|SGCRNSV|SLVLGG
BnaA08.GH3-7.b LV|QRNEVTRMGS|IFASVMVRAIKFLED SWEELCSN| L S|EW|ITDPP GCRD SV|SMVLGG
BnaC06.GH3-7.a LVQRDEVVRISS|/TFASGMVRVIKVLEDSWKELCLN LSEWITD|SGCRNAV|SMVLGG
BnaA03.GH3-8.a . ILRDEVVKVGTAFVS|TLILRVI|TFLEKHWKEI|CTN LS|[EWITD|ISCRDSVISKILGE
BnaA03.GH3-8.b LVILRDEVTRVSANFAS|ILVQGI|TFLENFWKEMCSN LS[DWITD|. SCKGSVISMILGG
BnaA03.GH3-8.c LVMRDEVTRVSS|GFAS[VLVQGITFLEKFWKEMCSN L S[DW|ITN|LSCRDSVISKVLGG
BnaA06.GH3-8.d LV|QRDDVVSVGAVFASVLVGVIHFLENYWKELASN| LS[EWITD|LGCRDYV|SILLGD




BnaA06.GH3-8.e LV
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BnaA09.GH3-8.g LV
BnaAX.GH3-8.h 1V
BnaAX.GH3-8.i LV|
BnaC0l.GH3-8.a LV
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BnaC02.GH3-8.c IV
BnaC02.GH3-8.d IV
BnaC07.GH3-8.e LV
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BnaCX.GH3-8.g LV

BnaA05.GH3-9.a LI
BnaC04.GH3-9.a LI
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BnaC09.GH3-10.a LH
BnaA03.GH3-1l.a IL
BnaAO4R.GH3-11.b IL|
BnaA05.GH3-1l.c IL
BnaC04.GH3-11l.a IL
BnaCX.GH3-11l.b IL
BnaA02.GH3-12.a LV|
BnaA03.GH3-12.b LI
BnaA06.GH3-12.c LV|
BnaAl0.GH3-12.d LI
BnaC02.GH3-12.a LV
BnaC03.GH3-12.b LV
BnaC09.GH3-12.c LL
BnaAl0.GH3-14.a LI
BnaC09.GH3-14.a LI
BnaA03.GH3-15.a LI
BnaC03.GH3-15.a LL|

BnaAX.GH3-16.a LV
BnaC02.GH3-16.a LV
BnaA07.GH3-17.a LV
BnaA08.GH3-17.b LV|
BnaA09.GH3-17.c LV|
BnaC08.GH3-17.a LV
BnaCX.GH3-17.b LV
BnaCX.GH3-17.c LV
BnaAO5GH3-18.a

BnaCX.GH3-18.a oo
BnaA06.GH3-19.a LV|
BnaA09.GH3-19.b LV|
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AtGH3-1 PDPVLAEFIRRE[C|. KSDMN. . .WEKIITRIWPNTKYLDVIVTGAmAQYIPTLEYY
AtGH3-2 PDQELAEFLV/GV|C|. SQEN|. . .WEGIITKIWPNTKYLDVIVIGAMAQYIPTLEYY|
AtGH3-3 PDIQELAD[F|IT|SV|C|. GODN|S . .WE/GIITKIWPNTKYLDVIVIGAMAQYIPMLEYY|
AtGH3-4 PDQELAEFLIGVIC|. SQEN|. . .WEGIITKIWPNTKYLDVIIVTGAMAEYIPMLEYY|
AtGH3-5 P|SPKLAD[FVEFE|C|. KKS|S|. . .WQGIITRLWP|NTKYVDVIVTGTMSQYIP|TLDYY|
AtGH3-6 PDPKLAD[FVE[SE|C|. RKT|S|. . .WQGIITRLWPNTKYVDV|IVTGTMSQYIPTLDYY|
AtGH3-7 PHPEAAD|T[IEQIC|. NQK|C|. . .WKGIITRLWPKAKYIETIVTGSMVQYVPTLNYY|
AtGH3-8 PNPELAD|LIENE|C|. NNK|S|. . . WEGIVPRLWPKAKF IECIATGQMAQHIPTLEFY|
AtGH3-9 PINPELASIE[IEE I|C|. GRS|S|. . . WKGILCQLWPKAKFIEAVVTGSMAQYIPALEFF
AtGH3-10 PNPSLAS|HIEEIICLELE[TNLGWF/GLISKLWPNAKFIS|SIMTGSMLPYLNKLRHY]|
AtGH3-11 PNPELAE[T|IRTKCMSLSN. . .WYGLIPALFPNAKYVYGIMTGSMEPYVPKLRHY|
AtGH3-12 PRPELAD[T|IEE I|C/. NQN|S|. . . WKGIVKRLWPNTKYIETVVTGSMGQYVPMLNYY|
AtGH3-13 PNPDLAS|LIEQE[C|. SKT|S|. . .WEAIVKRLWPKAKCVEAVVTGSMAQYIPLLEFY|
AtGH3-14 PNPELAS|LIEQE[C|. SQT|S|. . .WEAIVKRLWPKAKCIEAIVTGTMAQYNPLLEFY|
AtGH3-15 PNPELAS|LIEQE[C|. SKT|S|. . .WEAILKRLWPKAKCIESIITGTMAQYIPLLEFY|
AtGH3-16 PDPDLAN|LIEQEI|. SKT|S|. . .WEAILSRIWPKAKCIEAVITGTMAQYIPLLEFY|
AtGH3-17 P[NQELADE|[IE[SE|C|. AEK|S|. . .WEGILRRIWPKAKYVEVIVTGSMAQYIPTLEFY|
AtGH3-18 PD|S ILAD|V|IEQE|C|. SHK|S|. . .WEGIITRLWPKAKYIDICIITGQMSQYIPMLEFY|
AtGH3-19 PDPELADV[IEQE[C. SHK|S|. . .WEGIITRLWPKAKFIECIVTGQMAQYIPTLDFY|
BraX.GH3-1l.a PDOHLAEF[IRQE|C. OTEN|. . .WEGIITRIWPNTKYLDVIVIGAMAQYIPTLEYY|
BraX.GH3-2.a PDQELAEFLVEV|C|. SQDN|. . .WEGIVTKIWPNTKYLDVIVIGAMAQYIPTLEYY|
BraA09.GH3-3.a PDIQELAD|Y[IASV|C|. CHD|S|N. . WEGVITKIWPNTKYLDVIIVTGAMAQYIPMLEYY|
BraAOl.GH3-5.a 0SPKLAEFVESEC|. KKK|S|. . .[WQGI I|TRLWP|NTKYVDVIVIGTMSQYIP|TLDYY|
BraA03.GH3-5.b P|SPKLAD[FVEFE|C|. KKK|S|. . .WHGIITRLWPNTKYVDV|IVTGTMSQYIPTLDYY|
BraA02.GH3-6.a PDPKLADF[IESEC. MKN|S|. . .WQGIITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BraA03.GH3-6.b .PDPRLADF[IETEC. RKT|S|. . .WQGIITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BraA06.GH3-7.a OP|RHKLSD|E|TE[S I|C|. SQK|S|. . . WK|GIMKKLWP|QT|LCIEAIATGSMAQYVP|TLKHY|
BraA08.GH3-7.b .[P[HPEVAN|TVEK I|C|. NEK|C|. . . WKIGILKRLWPRTKYIETIVTGSMAQYVPTLNYY|
BraA02.GH3-8.a P[NPELAD|LIENE|C|. NQK|S|. . .WEGIIPRLWPKTKFIESIATGQMAQHIP|TLKFY|
BraA03.GH3-8.b PNPELAD[LIENE|C|. NQK|S|. . .WEGII/QRLWPKTKFIESIATGQMAQHIPTLEFY|
BraA03.GH3-8.c PNPQLAD|I[IED IC|. NQOK|S|. . .WKGIIPQLWPKTKYIECIVTGQMAQHVPLLEFY|
BraA03.GH3-8.d PINPQLAV|T[IED IC|. NQK|S|. . .WK/CIIPQLWPRTKFIECIFTGQMAQHIPLLEFY|
BraA06.GH3-8.e PNPELAD|LIENVIC|.GQKS|. . .WQGIVISRLWPKAKCIDAIITGSMAQYIPALEFY|
BraA06.GH3-8.f PNPELAD|LIENV[C|. GKK[S|. . .WQGIVSLLWPKAKCIEAIFTGSMAQYIPTLEFY|
BraA09.GH3-8.g GN|[SELAD[K|IEEE|C|. KKK|S|. . .WKICII[PRLWP|NVKFIQSIVTGQN|SQYIPMLEFY|
BraA09.GH3-8.h PNPELAD[LIENE|C|. GQE|S|. . .WQGIV/SRLWPKTKCVETIVTGIMAQYIPALEFY|
BraAl0.GH3-8.1i GN|SELADR[IEEE|C. NTK|S|. . .WEGIITRLWPKVKFIQSTVTGQNSQCIPMLEFY|
BraA09.GH3-10.a PINP SLASRR[IEEV|CITE LE|SNVGWLGLIPKLWPNAKYVS|SIMTGSMLP YLTKLRHY|
BraA03.GH3-11.a PINPELAETIRTKCMSLSN|. . .WYGLIPALFPNAKYVYGIMTGSMEPYVKKLRHY|
BraA04.GH3-11.b PNPELADMIRTKICLSLSN|. . .WYGLIPALFPNAKYVYGIMTGSMEPYVKKLRHY|
BraA05.GH3-11.c PNPELED|T|ISDK/CLSLSN. . .WYGLIPALFPNAKYVYGIMTGSMEP YVKKLRHY|
BraA02.GH3-12.a PRPDLAD|T|IETIC/. NQS|S|. . .WKGIVITRLWPNTKYIETVVTGSMGQYVPTMNYY|
BraA03.GH3-12.b  .PRPDLAD|T|IETI|C|. NKN[S|. . .WEGIVKRLWPNTKYIETVVTGSMGQYVPTLNYY|
BraA06.GH3-12.c QPRPKLSDEIENI(C|. SLK[S|. . .WKGIMKKLWPQTMYIEAIVTGSMAQYVP|TLNHY|
BraAl0.GH3-12.d .[PRPDLAD|T|IET I|C|.NQS|S|. . .WK/GIVITRIWPNTKYIETVVTGSMGQYVPTLNYY|
BraAl0.GH3-14.a PNPELAS|IIEKEIC|. SKT[S|. . .WEAIVRRLWPNAKCIEAVVTGSMSQYIPMLEFY|
BraA03.GH3-15.a PNPELAS|LIEKE|C|. GKT|S|. . . WEAIVRRLWP|NAKCIEAVVTGSMAQYIPMMDFY|
BraA07.GH3-15.b PNPELAS|LIIEQE|C|. SKT|S|. . . WEAIVRRLWPNAKCIEAVVTGSMAQYIPMMEFY|
BraA02.GH3-16.a PNPDLAS|LIEKE[C|. SKT|S|. . .WEGIVKRLWPKAKCIEAVVTGSMVQYIPLLEFY|
BraA07.GH3-17.a PINQELADE[IE[SEC|. AEK|S|. . . WE/GILRRLWPKAKYVEVIVIGSMAQYIPTLEFY|
BraA09.GH3-17.b  .[P[NQELAD[EIESSEC|.AEK]S|. . .WEGILRRLWPKAKYVEVIIVTGSMAQYIPTLEFY|
BraAX.GH3-17.c .P[NQELADEIEALF|. NAK|S|. . .REGILKRIWPKTIKYIEVIVTGSMAQYIPTLEFY|
BraA04.GH3-19.a P[NAELADK|IERE|C|. CQT|S|. . .WEGIIARLWP|NIKFIQSVVTGQMSQCIP|/ILEFY|
BraA06.GH3-19.b PNPELADLIENEC.GQT|S|. . .WQGIVITRLWPKAKCMEAIITGSMAQHISALEFY|
BraA09.GH3-19.c PNAELAD|LIEKE[C|. GOE|S|. . .WQGIIKRLWPKTKCIETIVTGTMSQHIPALDYY|
BraA09.GH3-19.d PNAELAD|LIEHEIC/SEQK|S|. . .WQGIITRLWPKTKYIETIVTGTMSQHIPALDYY|
BraAX.GH3-19.e PINPELAD|LIIEQE[C|. SHK|S|. . .WEGIVITRLWPKAKRIECVLTGQMAQYIP/ILDFY|
BolC09.GH3-1.a PDIQHLAE|FIRQEIC|. QTEN|. . .WEGIITRIWPNTKYLDVIIVTGAMAQYIPTLEYY|
BolCO1l.GH3-2.a PDQELAE[F|LV[EV|C|. SQDN|. . .WEGIV|ITKIWPNTKYLDVIVTGAMAQYIPTLEYY|
BolC08.GH3-3.a PD|QELAD|Y|IT|SV|C|. CHDNN . . WEGVI/TKIWPNTKYLDVIVTGAMAQYIPMLEYY|
BolCO01.GH3-5.a P|SPKLAEFVE|[SEC|. KKK|S|. . .WQGIITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BolC07.GH3-5.b P|SPKLADFVE|[SE|C|. KKK|S|. . . WQGIITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BolC02.GH3-6.a PDPKLAD[F|IESE|C. KKN|S|. . .WQGIITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BolC03.GH3-6.b .[PIDPKLADFVE|TEC|. RKT|S|. . .WQGIITRLWPNTKYVDVIVTGTMSQYIPTLDYY|
BolC06.GH3-7.a QPRPNLSD[EIE[S I|C/. SQK|S|. . . WKIGIMKKLWP/QTKYIEAIVTGSMV/QYIPMLEHY|
BolC01.GH3-8.a .PNPQLAD|QIIQD I/C|. SOK|S|. . .WK|GIIPQLWPNTKFVEGVITGQMAQYVPALEFY|
BolC03.GH3-8.b PNPELAD|LIENE(C|. DOK|S|. . .WEGIIQRLWPKTKFM.|.|. . TGQMAQHIPTLEFY|
BolC07.GH3-8.c PINPQLAD|I[IED IC|. NQK|S|. . .WKGIIPQLWPKTKYIECIVTGQMAQHVPLLEFY|
BolC08.GH3-8.d PNPELAD|LIEKEICTGQES|. . .WQGIITRLWPKTKCIETIVTGTLAQYIPVLEFY|
BolC09.GH3-8.e GN|SELAD|RIEKEIC|. NTK[S|. . .WEGIFTRLWPKVKFIQSITVTGQONSQCIPMLEFY|
BolC09.GH3-10.a P[NP SLAS[RIEDV|CAELEISNVGWFGLIPKLWPNAKYVS|SIMTGSMLTYLTKLRHY|
BolC03.GH3-11.a PNPELAETIRTKCMSLSN. . .WYGLIPALFPNAKYVYGIMTGSMEP YVKKLRHY|
BolC04.GH3-11.b PNPELAETIRAKCLSLSN. . .WYGLIPALFPNAKYVYGIMTGSMEPYVKKLRHY|
BolCX.GH3-11l.c PNPELAETIRDKCLSLSN|. . .WYGLIPALFPNAKYVYGIMTGSMEPYVKKLRHY|
BolC03.GH3-12.a PRILDLAD|T[IE|T I|C|. NKN|S|. . . WE/GIVKRLWPNTKYIETVVTGSMGQYVPTLNYY|
BolC09.GH3-12.b PRPDLAD|TIETIIC/.NQSIS|.. .WKGIVTRIWPNTKYIETVVTGSMGQYVPTLNYY|
BolC09.GH3-14.a PNPELAS|I|TEQE|C|. SKK|S|. . . WEAIVRRLWP|NAKCIEAVVTGSMSQYIPMLEFY|
BolC03.GH3-15.a PNPELAS|LIEQE|C|. GKK|S|. . . WEAIVRRLWPNAKCIEAVVTGSMAQYIPMMDFY|
BolCX.GH3-16.a PNPDLAS|LIEKE[C|. SKI|S|. . .WEGIVKRLWPKAKCIEAVVTGSMVQYIPLLEFY)|
BolC07.GH3-17.a PINQELADE[IE[SEC|. AEK|S|. . . WEGILRRLWPKAKYVEVIVIGSMAQYIPTLEFY|
BolC08.GH3-17.b PINOQELADFE[IEALF|. NAK|S|. . .REGILKRVWPKTKYIEVIVIGSMAQYIPTLEFY|
BolC08.GH3-19.a PNAELAD|LIEKEIC|.GQE[S|. . .WQGIITRLWPKTKCIETIVTGTMSQHIPALDYY|
BnaAO9R.GH3-1.a PDQHLAE[F|IRQE|C|. QMEN|. . . WDGIITRIWPNTKYLDVIVTGAMAQYIPTLEYY|
BnaCX.GH3-1.a PDQHLAEF|IRQG|C|. QTEN|. . .WEGIITRIWPNTKYLDVIVTGAMAQYIPTLEYY|
BnaA0l.GH3-2.a PDQELAEFLVEV|C|. SQDN|. . . WEGIVITKIWPNTKYLDVIVIGAMAQYIPTLEYY|
BnaC01.GH3-2.a PDQELAEFLVEV|C|. SQDN|. . .WEGIVTKIWPNTKYLDVIVIGAMAQYIPTLEYY|
BnaA09.GH3-3.a PDIQELAD|Y[IA[SV|C|. CHDN|N . . WE/GVITKIWPNTKYLDVIVIGAMAQYIPMLEYY|
BnaC08.GH3-3.a PDIQELAD|Y[IT|SV|C|. CHDN|N . . WEGVITKIWPNTKYLDVIIVTGAMAQYISMLEYY|
BnaAOl.GH3-5.a OSPKLAEFVESEC|. KKK|S|. . .[WQGI I|TRLWP|N TKYVDVIVIGTMSQYIP|TLDYY|
BnaA03.GH3-5.b P|SPKLAD[FVEFE|C|. KKK|S|. . .WQGIITRLWPNTKYVDVIVTGTMSQYIPTLDYY|
BnaC01l.GH3-5.a P|SPKLAEFVE|[SEC|. KKK|S|. . .WQGIITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BnaC07.GH3-5.b P|SPKLAD[FVE|[SE|C|. OKK|S|. . . WQGVITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BnaA03.GH3-6.a PDPKLADF|IETE|C. RKT|S|. . .WQGIITRLWPNTKYVDVIVIGTMSQYIPTLDYY|
BnaAX.GH3-6.b PDPKLAD|FIESEIC. KKN[S|. . .WQGIITRLWPNTKYVDVIIVTGTMSQYIPTLDYY|
BnaC03.GH3-6.a PDPKLAD[FVE[TE|C|. RKT|S|. . . WQGIITRLWP|NTKYVDVIVTGTMSQYIP|TLDYY|
BnaCX.GH3-6.b .[PDPKLAD|F|IE[SEC|. KKN|S|. . . WQGIITRLWPNTKYVDVIIVTGTMSQYIPTLDYY|
BnaA06.GH3-7.a OP|RHKLSD|E|IE[S I|C|. SQK|S|. . . WK/GIMKKLWP/QT|LCIEAIATGSMAQYVPTLKHY|
BnaA08.GH3-7.b .PHPEVAN|TVEKIC|. NEK|C|. . .WKGILKRLWPRTKYIETIVTGSMAQYVPTLNYY|
BnaC06.GH3-7.a OP|RPNLSD|E|TE[S I|C|. SQKS|. . . WK|GIMKKLWP/QTKYIEAIVTGSMVQYIPMLEHY|
BnaA03.GH3-8.a .[PINPELADLIENE|C|. NQK|S|. . .WEGIIQRLWPKTKFIESIATGOMAQHIPTLEFY|
BnaA03.GH3-8.b S|NPQLAD|I|IED I|C/. NOK|S|. . .WK|GIIPQLWPKTKYIE/CIIVTGQMAQHVP|LLEFY|
BnaA03.GH3-8.c PNPQLAV|T|IED I|C|. NQK|S|. . .WKICIIPQLWPRTKFIEICIFTGQMAQHIPLLEFY|
BnaA06.GH3-8.d PINPELAD|LIENV|C|. GEK|S|. . .[WQGIVISRLWPKAKCIDAIITGSMAQYIPALEFY|
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BnaA06.GH3-8.e .D. IVDMVNVKLERY|. .|.|. . ... S A
BnaA09.GH3-8.f .D. . IVDMVDVKL[EA YYEPLVTNY|S|GSLYRCR
BnaA09.GH3-8.g .D. . IVDMVNVKL[EGYYEPLVTNY|SG . LHRCR
BnaAX.GH3-8.h .D. .|TVDMVDVKL[e]S HYEPLVTNHSG . LHRHK
BnaAX.GH3-8.1i .G. . IVDMVDVKL[EHYYEPLVTNY|YG . LHRICR
BnaC0l.GH3-8.a .D. . IVDVDVKL[ESYYELVVTTY|SG . LHRCK
BnaC02.GH3-8.b .D. . IVDMVDVKL{ESHYEPLVTNH|S|G . LHRHK
BnaC02.GH3-8.c .D. IVDVDVKL[ESHYEPLVTNHS|G . LHRHK
BnaC02.GH3-8.d .D. IVDVDVKL[E|S HYEPLVTNH|S|G. LERHK
BnaC07.GH3-8.e .G. .|IVDMVNVKL[ER YYELVVTNYAG . |LHRYR
BnaC09.GH3-8.f .D. L IVDMVHVEI[ESYYEPLITNYYG . LHR[YR
BnaCX.GH3-8.g .D. . IVDVNVKLEHHYEPLVTNF|SG . LHRCR
BnaA05.GH3-9.a PC .VVDMVDVKLERYYELVVTTFAG . LYRYR
BnaC04.GH3-9.a PC .VVDMVDVKLERYYELVVTTFAG . LYRYR
BnaA03.GH3-10.a .HRQQON.QQODMTSDGDFVEEK. ... .. . PVPMSQVKLEOEYEVVLTTF TG . LYRYR
BnaA09.GH3-10.b .YROQQTHQQDLCSEGDFVEEK. .. ... . PVPMSQVKL[EOEYELVLTTFTG . LYRYR
BnaC09.GH3-10.a .YRQQT.QQDLCSEGDFVEEK. ... .. .PVPHMSQVKL[EOEYELVLTTF|TG . LYR[YR
BnaA03.GH3-1l.a .SETGE TEERP . PVGHTEVKV[EQOEYEVVITNYAG . LYRYR
BnaAO4R.GH3-11.b .S...E.... ..TEKE...... .PVGHMTDVKIEEEYEVVITNYAG.LYRYK
BnaA05.GH3-11l.c .SETGE. ... ..GEQE...... .PVGHTEVKV[EQEYEVVLTNYAG . LYRYR
BnaC04.GH3-11l.a .SETEE. ... .TEEE...... [ PVCHMTEVKI[OEYEVVITNYAG.LYRYK
BnaCX.GH3-11l.b .SETGD.... TEQEP . PVGHMTEVKI[OEYEVVITNYAG.LYRYR
BnaA02.GH3-12.a Dt e e e e GDKRD VVDAODVKL[ECTYEPVVTNF|S|G . LYRMR
BnaA03.GH3-12.b Y GDKRD [VVDRODVKL[ECTYEPVVTNF|SG . LYRMR
BnaA06.GH3-12.c E........ EGSDD .VVDMADVKL{ECSYQLLITNLWG . LYRMR
BnaAl0.GH3-12.d D........ GEKRD .VVDHDVKV[ECTYEPVVTNF|AG . LYRMR
BnaC02.GH3-12.a D........ GDKRD .VVDHODVKL[EC TYEPVVTNFAG . |LYRMR
BnaC03.GH3-12.b Dol ....GDKRD .VVDMODVKL[EC TYEPVVTNF|SG . |L)YRMR
BnaC09.GH3-12.c Do ....GDKRD VVDAHDVKV[ECTYEPVVTNFAG . LYRMR
BnaAl0O.GH3-14.a ..... K. ..KD.QEAGHDPLVNPVVIDMMVDVKV[EHDYEPVVTTF|SG . LYRYR
BnaC09.GH3-14.a ..... K. ..KD.QEAGHDPLVNPVVVDVDVKV[HDYEPVVTTF|SG|.LYRYR
BnaA03.GH3-15.a ..... E. . .KDHQETSHDPTKN. . IVDMVDVKV[HDYEPVITTF|SG.LYRYR
BnaC03.GH3-15.a ..... E. .KDHQETSHDPTKN. .[IVD#VDVKV[€HDYEPVITTF|SG. LYR[YR
BnaAX.GH3-16.a  ..... E KDHQETGHNP TKNP VVVDMADVKI[EHDYELIITTF|SG.LYR[YR
BnaC02.GH3-16.a ..... E KDHQETGHNPTKNPVVVDMADVKI[EHDYELIITTF|SG. LYR[YR
BnaA07.GH3-17.a [ ....LKEDL IVDAVNVEV[ERYYEIVITTFTG.LYRYR
BnaA08.GH3-17.b . .................... R .IVDMVSVEIERYYELIITTFAG.LYRYR
BnaA09.GH3-17.c LKEDL IVDMVNVEVERYYEIVITTETG.LYRYR
BnaC08.GH3-17.a . .................... R IVDMVNVEI[ERYYELIITTFAG.|. . QYR
BnaCX.GH3-17.b LKEDL .|IVDMVNVEV[ERYYEIVITTFTG.LYRYR
BnaCX.GH3-17.c LKEDL . IVDMVNVEV[ERYYEIVITTFTG. LYRYR
BnaAO5GH3-18.a GDMTS . IVDVNVKL[ECYYEPVVTTCFG . LNR[Y|L
BnaCX.GH3-18.a GTTGE . IVDMVNVKL[ESYYELLVTNF|S|G . LHRCR
BnaA06.GH3-19.a TTSGE .VLDMVDVKLERYYELLVTNF|S|G . LHRCR
BnaA09.GH3-19.b C. ....EDTSE .IVvDHVDVTL[]Y YYEPLVTNY|SGSLHRCR
consensus>70 .. e e e e e e vdL.dvk.G..ye.vvt.y.g.1l.r.r
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AtGH3-1 VGDILRVTGFHNSAPQFHFVR’EKNVLLSIDSDKTDESFQKAVENE. SSI[.HEECG[SR]
AtGH3-2 VGDILRVTGF/HNSAPQFKF IRRKNVLLSVESDKTDERAELQKAVENAl. SRLEF|. . AEQG|T|R|
AtGH3-3 VGDILQVTGF YNSAPQFKFVRRKNVLLSIESDKTDEAELQSAVEENA.SLLL . . GEQG|TR
AtGH3-4 VGDILRVTGFHNSAPQFKFIRRENVLLSIESDKTDEADLQKAVENA.SRLL. .AEQG|TR
AtGH3-5 VGDLLRVTGF/KNKAPQFSFIICRKNVVLSIDSDKTDEVELQNAVKNAl. VTHL..VPFDAS
AtGH3-6 VGDVL|SVAGFKNNAPQFSFIICRKNVVLSIDSDKTDEVELQNAVKNA . VTHL..VPFDAS
AtGH3-7 VGDILVVTGFHNKAPQFRF IRRDNVVLSIDLDKTNEDDLFKAVNNA.KLTL..DSSHLM
AtGH3-8 MGDILLVTGFYNNAPQFRFVRRGNLTLSIHLEITTPDEDLLNAVTDAl. KMVL. .ESSNLM
AtGH3-9 IGDVLQVAGF/YNGAPQFRFICRRNVVLSIDLDKTNEEDLHRISITLA.KKKL...GSNAF
AtGH3-10 LGDVVEVTSFHKGTPKLSFIYRRKLILTINIDKNTEKDLORVVDKA. SQLL.SRSTRAE
AtGH3-11 LGDVVKVIGF|YNNTPQLKFICRRNLILSINIDKNTERDLOQL|SVEESAl.AKRL..SEEK|IE
AtGH3-12 VGDIV|LVTGF/YNNAPQFKFVRRENVVLSIDSDKTNEEDLFKAVSQA.KLVL. .ESSGLD
AtGH3-13 VGDLLRVTGF|YNN|SPHFRFVGRQKVVLSLHMANTYEEDLLKAVTNA/. KLLL|. . EP HD|LM
AtGH3-14 LGDVLRVTGF|YNNAPQFHFV|GRQKVVLS IDMDKT|/YDEDLLKAV|ITNA. SLLL. . EPHDLM
AtGH3-15 VGDVLRATGF YNNAPHFCFVGRQKVVLSIDMDKT|YEDDLLKAVITNA.KLLL . . EPHD[LM
AtGH3-16 LGDVLRVTGFHNNAPQF YFVGRONVVLSIDLISKTYEEDLLKAVKNAl. SLLL. . EPHD|LM
AtGH3-17 VGDILKVTGF/HNKAPQFRFVQRRNVVLSID TDKT|SEEDLLNAVTQA. KLNHLQHPSS[LL
AtGH3-18 IGDILQVTGF/YNNTPQFRFVHRKNVVLSVRSETTTEEDILKALNHV.GLVL. .ESSDLM
AtGH3-19 IGDILQVTGF|YNNTPQFRFVRRKNIVLSVINSEATTEQDILKGLASA.TLVL. .ESSN|SM
BraX.GH3-1l.a VGDILRVTGF/HNSAPQFHFVRRKNVLLSIDSDKTDESELQKAVENA/. SKLL|. LKECG|T|R|
BraX.GH3-2.a VGDVLRVTGFHNSAPQFKFIRRKNVLLSIESDKTDEAELQKAVIENA.SKLFF . . AAQG|TR
BraA09.GH3-3.a VGDILQVTGF YNSAPQFKFVRRKNVLLSIESDKTDEAELQKAVENA.SVLL. . EEQG|TR
BraAOl.GH3-5.a VGDLLKVTGFKNKAPQFSFIICRKNVVLSIDSDKTDEVELQNAVKNAl. VTHL..VPFDAS
BraA03.GH3-5.b VGDLLRVTGFKNKAPQFSFIICRKNVVLSIDSDKTDEVELQNAVKNA.MTHL . .VPFDAS
BraA02.GH3-6.a VGDVLRVAGFKNNAPQF SFICRKNVVLSIDSDKTDEVELQNAVKNAl. VTHL. . VPFDA[S
BraA03.GH3-6.b VGDVLRVAGFKNNAPQF SFICRKNVVLSIDSDKTDEVELQNAVKNAl. VTHL|. . VPFDA/S
BraA06.GH3-7.a IGDIVKVTGFHNKAPKFRVIGRENTLLSIDTDRTTEEYLLKAVINRA.RLVL. .ESSDLR
BraA08.GH3-7.b VGDILLVTGFYNKAPQLRF IRRDNVVLSIDMDKTNEEDLFNAVNRA.KLII..NSSGLM
BraA02.GH3-8.a MGDVL|QVTGF|YNSAPQFRFVRRGNLVLSVHLE I TTDEDLLNAVTHA . KMV[L. . ESSNLM
BraA03.GH3-8.b MGDIV|QVTGF/YNNAPQFRFARRGNLVLSVHME I TTDQALLNAV/THA. KMVL . . ESSNLM
BraA03.GH3-8.c VGDVLQVTGF|YNSAPQFKF IRRQONTVLSV|)Y LEATTEEDLLKGV|TRAl. SQVIL|. . KSSD|IM
BraA03.GH3-8.d VGDVLQVTGF|YNSAPQFKF IRRQNVVLSV|Y LEATTEEDLLNAV/TNA/. AQLL|. . KSSD|IM
BraA06.GH3-8.e VGDVL|QVTGF/YNMAPQFRFVRRKNTVLSV|YAEP T|TEEDLLKALARA.TVIL. .ESSDLM
BraA06.GH3-8.f VGDVLEVTGF/YNMAPQLRFVRRKNAALSVHLESTTEEELLKALARA/. TLVL. . ESSDLV|
BraA09.GH3-8.g MGDILQVTGF/YNNAPQFRFV|GRKKLVLSVNLEVTTEEDILKALNNA.TLVL..QRSDLL
BraA09.GH3-8.h VGDVLHVTGF/YNNAPQFRFVRRKNTVLSIFVESTTEEDVLKALDRA.TVVL. .ESSDLM
BraAl0.GH3-8.1i MGDILQVSGF|YNDAPQFRFVRRKNVVLSV|SLEVTTEEDILKALNNAl. TLV[L..KSSDJL[V|
BraA09.GH3-10.a LGDVVEVTGFHNGTPKLSFI|YRRKLILTINIDKNTEKDLOQRVVDKA.SQLL.SRTTHAE
BraA03.GH3-11l.a LGDVVKIVGFYNKTPQLKFICRRNLILSINIDKNTERDLQOMSVESA.AKRL..AEEKIE
BraA04.GH3-11.b LGDVVR[IIGF|YNKTPQLKFI/CRRNLILSINIDKNTERDLQL|SVESAl.AKRL..SEEKIE
BraA05.GH3-1l.c¢ LGDVVKIMSF/YNKTPQLKFVICRRNLILSINIDKNTERDLQLISVESAl.AKRL..SEEKIE
BraA02.GH3-12.a VGDVL|LVTGF/YNNAPQFKFVRRENVVLSIDSDKTNEEDLFKALSQA.KLV[L..DSSDLT
BraA03.GH3-12.b VGDVLVVTGF|YNNAPQFKFVRRENVVLSIDSDKTNEEDLFKALSQA/.KLVL. .ELSDLT
BraA06.GH3-12.c IGDMLKVTGF|HNKAPQFRFMGRENTLLSIDTDRTNEK[YLFKALNRA.TLVL. .ESSDLR|
BraAl0.GH3-12.d VGDVLLVTGFYNNAPQFRFVRRENVVLSIDSDKTINEEDLFKAVSQA.KLV|L..DSSDLF
BraAl0.GH3-14.a LGDVLRVTGF|YNNAPQFHFV/GRNKVVLSIDMDKTYEEDLLNAVTNA.KLLL..EPHDFEV|
BraA03.GH3-15.a LGDVLRVTGF/YNNAPEFQVAGRKKVVLSIDMDKTYEEDLLKAVTNA.KLLL. .EPHDLM
BraA07.GH3-15.b LGDVLRVTGF/YNNAPQFRFVGRQKVVLSIDMDKTYEEDLLKAVANA.KLLL. .EPHELM
BraA02.GH3-16.a MGDVLRVTGF|YNNAPQF YFVGRQKVVLSMD IDKTYEEDLHKAV|TSA.THLL|. . EP HDLM
BraA07.GH3-17.a VGDILKVTGF|YNKAPQFRFVERRNVVLSIDTDKTSEEDLLNAVTQA.KLNHLQQPSSL|L
BraA09.GH3-17.b VGDILKVTGFHNKAPQFRFVQRRNVVLSIDTDKTSEGDLLNAVTQA.KLNHLQKPSCP|L
BraAX.GH3-17.c VGDILKVTGFHNKAPQFSFVERRNVVLSIDTDKTSEEDLMKAVTQA. KLNH. .LQGLF|L
BraA04.GH3-19.a ..... .VTGF|YNKTPQFRFVRRKDTVISVHIEKTTEEDIVNAVNRV|. TTVL..ESAGLM
BraA06.GH3-19.b VGDVLEATGY/YNKTPQFRFVRRKTTVLSVHLEP TTEEDLLKALARA. TVIL. .ESLELM
BraA09.GH3-19.c VGDVLQVTGF|YNNTPQFRFVRRNNTVLCVDVEP TTEEDILKALARA. TVVL. .ESSDF|T
BraA09.GH3-19.d VGDVLQVTGF|YNNTPQFRFVRRKDSVLCVDVEPTTEEDILKALARA.AVVL..ESSDLI
BraAX.GH3-19.e IGDILEVTGF YNNTPQFRFVRRKNMVLSVETETTTEDDILKALARA.TFVL. .ESSNLM
BolC09.GH3-1.a VGDILRVTGF/HNSAPQFHFVRRKNVLLSIDSDKTDESELQKAVENA/. SKLL|. LKECG|T|R|
BolCO1l.GH3-2.a VGDVLRVTGYHNSAPQFKFIRRKNVLLSIESDKTDEAELQKAVENA . SKL[F|. . AAQG[TR
BolC08.GH3-3.a VGDILQVTGF/YNSAPQFKFVRRKNVLLSIESDKTDEAELQKAVENASSMLL . . EERG[TR
BolCO01.GH3-5.a VGDLLKVTGFKNKAPQF SFICRKNVVLSIDSDKTDEVELQNAVKNAl. VTHL/. . VPFDA[S
BolC07.GH3-5.b VGDLLRVTGFKNKAPQF SFICRKNVVLSIDSDKTDEVELQNAVKNA/. MTHL|. . VPFDA/S
BolC02.GH3-6.a VGDVLRVAGFKNNAPQFSFICRKNVVLSIDSDKTDEVELQNAVKNA.VTHL..VPFDAS
BolC03.GH3-6.b VGDVLRVAGFKNNAPQFNF ICRKNVVLSIDSDKTDEVELQNAVKNA.VTHL..VPFDAS
BolC06.GH3-7.a IGDMVKVTGFYNKAPQFRFLGRENALLSID TDRTNEE|YLFKAINRA.KLVL. .ESSDLR
BolCO1l.GH3-8.a VGDVLQVTGF|YNSAPQFKFVRRQNVVISVYLEATTEEELLKAVKRA. TEV[I|..ESSNIM
BolC03.GH3-8.b  ..... .VTGF|YNSAPQFRF SRRGNLVLSVHME I T/TD|QVLLNAV|THG.KMVL. . ESSDLM
BolC07.GH3-8.c VGDVLQVTGF|YNSVPQFKF IRRQNVVLSV|Y LEATTEEDLLKGV|THAl. TQVIL|. . KSSD|IM
BolC08.GH3-8.d VGDVLQVTGF YNKAPQFRSVRKKNTVLSIYVESTTEEDLLKALARA.AVVL. .ESSDLT
BolC09.GH3-8.e MGDILQVSGF|YNDAPQFRFVRRKNVALSV|SLEVTTEEDILKALNNA. TLVL. .KSSDLV|
BolC09.GH3-10.a LGDVVEVTGF/HHGITPKLSFIYRRKLILTINIDKNTEKDLQRVVDKAl.SQLL.SRTTQAE
BolC03.GH3-1l.a LGDVVKIVGFYNKTPQLKFICRRNLILSINIDKNTERDLOQMSVESA.AKRL..AEEKIE
BolC04.GH3-11.b LGDVVK[IIGF|YNKTPQLKFICRRNLILSINIDKNTERDLQL|SVESA.ARRL. .SQEKIE
BolCX.GH3-11l.c LGDVVK[IMSF|YNKTPQLKFVICRRNLILSINIDKNTERDLOQLISVIESA.AKRL. . SEEK[IE
BolC03.GH3-12.a VGDVLVVTGFYNNAPQFKFVRRENVVLSIDSDKTINEEDLFKALSQA.KLV|L..ESSDLT
BolC09.GH3-12.b VGDVLLVTGF|YNNAPQFRFVRRENVVLSIDSDKTNEEDLFKAVISQA.KLV[L|..DSSDLF
BolC09.GH3-14.a LGDVLRVTGF/YNNAPQFHFVGRNKVVLSIDMDKTYEEDLLNAVTNA.KLLL..EPHD[FV
BolC03.GH3-15.a LGDVLRVTGF/YNNAPEFQVAGRKKVVLSIDMDKTYEEDLLKAVTNA.KLLL . .EPHDLM
BolCX.GH3-16.a LGDVLRVTGF|YNNAPQF YFV|GRQKVVLSMD IDKT|YEEDLHKAV|TSAl. THLL . . EP HD[LM
BolC07.GH3-17.a VGDILKVTGF|YNKAPQFRFVERRNVVLSIDTDKT/SEEDLLNAVTQA.KLNHLQQPSSLIL
BolC08.GH3-17.b VGDILKVTGFHNKAPQFSFVERRNVVLSIDTDKTSEEDLMKAVTQA.KLIH. .LQG.LL
BolC08.GH3-19.a VGDILQVTGF|YNNTPQFRFVRRNNTVLCVDVEPTTEEDISKALARA/. TVVL..ESSDLT
BnaAO9R.GH3-1.a VGDILRVTGF/HNSAPQFHFVRRKNVLLSIDSDKTDESELQKAVENAl. SKLL.LKECG[TR
BnaCX.GH3-1.a VGDILRVTGF/HNSAPQFHFVRRKNVLLSIDSDKTDESELQKAVENA . SKLL.LKECG[TR
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BnaA0l.GH3-2.a VGDVLRVTGFHNSAPQFKF IRRKNVLLSIESDKTDEAELQKAVENAl. SKL AAQG]
BnaC01.GH3-2.a VGDVLRVTGYHNSAPQFKF IRRKNVLLSIESDKTDEAELQKAVENA/. SKL AAQG
BnaA09.GH3-3.a VGDILQVTGF YNSAPQFKFVRRKNVLLSIESDKTDEAELQKAVENA.SML EEQG
BnaC08.GH3-3.a VGDILQVTGF YNSAPQFKFVRRKNVLLSIESDKTDEAELQKAVENASSML EEQG
BnaAOl.GH3-5.a VGDLLKVTGFKNKAPQFSFICRKNVVLSIDSDKTDEVELQNAVKNA.VTH VPFED
BnaA03.GH3-5.b VGDLLRVTGFKNKAPQFSFICRKNVVLSIDSDKTDEVELQNAVKNA.MTH VPFD
BnaC01l.GH3-5.a VGDLLKVTGFKNKAPQF SFICRKNVVLSIDSDKTDEVELQNAVKNAl. VTH VPFED
BnaC07.GH3-5.b VGDLLRVTGFKNKAPQF SFICRKNVVLSIDSDKTDEVELQNAVKNAl. MTH VPFD
BnaA03.GH3-6.a VGDVLRVADFKNNAPQFSFICRKNVVLSIDSDKTDEVELQNAVKNA.VAH VPFED
BnaAX.GH3-6.b VGDVLRVAGFKNNAPQF SF ICRKNVVLSIDSDKTDEVELQNAVKNAl. VTH VPFED
BnaC03.GH3-6.a VGDVLRVAGFKNNAPQFNF ICRKNVVLSIDSDKTDEVELQNAVKNA.VTH VPED
BnaCX.GH3-6.b VGDVLRVAGFKNNAPQFSFICRKNVVLSIDSDKTDEVELQNAVKNA.VTH VPFD
BnaA06.GH3-7.a IGDI TGF/HNKAPKFRVIGRENTLLSID TDRT|TEEYLLKAVNRA. RLV| ESSD
BnaA08.GH3-7.b VGDILLVTGFYNKAPQLRF IRRDNVVLSIDMDKTNEEDLFNAVINRA[. KLI NSSG
BnaC06.GH3-7.a IGDM TGF|YNKAPQFRFLGRENALLS ID TDRTINEE|Y LF KAINRA . KLV ESSD
BnaA03.GH3-8.a  ..... . VTGF|YNNAPQFRFARRGNLVLSVHMEITTDQALLNAVTHAl. KMV ESSN
BnaA03.GH3-8.b VGDVLQVTGF/YNSAPQLKFIRR|QNTVLSV]YLEATTEEDLLK|GVITRA. SQV KSSD
BnaA03.GH3-8.c VGDVLQVTGF/YNSAPQFKFIRR/QNVVLSVYLEATTEEDLLNAMTNA.AQL KSSD
BnaA06.GH3-8.d VGDVLQVTGF|YNMAPQFRFVRRK|STVLSV|YAEP TTEEDLLKALARA[. TVI ESSD
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BnaA06.GH3-8.e
BnaA09.GH3-8.f
BnaA09.GH3-8.g
BnaAX.GH3-8.h
BnaAX.GH3-8.i
BnaCO0l1l.GH3-8.
BnaC02.GH3-8.
BnaC02.GH3-8.
BnaC02.GH3-8.
BnaCO07.GH3-8.
BnaC09.GH3-8.
BnaCX.GH3-8.g
BnaA05.GH3-9.a
BnaC04.GH3-9.a
BnaA03.GH3-10.a
BnaA09.GH3-10.b
BnaC09.GH3-10.a
BnaA03.GH3-1l.a
BnaAO4R.GH3-11.b
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AtGH3-1 YADTSTI.P|l...GHYVLYWEL T L
AtGH3-2 .YAETKTI.P...GHYVIYWEL VM
AtGH3-3 YAE[TKTI.P|...GHYVIYWEL VM
AtGH3-4 YAD|TKT|T .[P|. . .GHYVIYWEL VM
AtGH3-5 YADTISS|I.P...GHYVLFWEL VE
AtGH3-6 YADTSSI.P|l...GHYVLFWEL VFE
AtGH3-7 YADISTI.P|...GHYVVYWEYV| rig|
AtGH3-8 YADISTT.P|...GHYVLYWEL VL
AtGH3-9 YAD[T|SS|V.[P|. . .GHYVLFWEI, LM
AtGH3-10 HADV|IAR.P|...GHYVIYWEI AL
AtGH3-11 YIDVISTD.Pl...GHYAIFWEI VL
AtGH3-12 YADTSTF .P|. . .GHYVVYLEVDTKE....GEEKET...AQFELDEEAL
AtGH3-13 RVD(S|SS|F.[V|. . .GHYVLYWELGSKV....KDAKLE....... PNRD[VM
AtGH3-14 RVD(S|SS|Y .P|. . .GHYVLYWELGRKV....KDAKLE....... LDQNVL
AtGH3-15 RVD|S|SS[F.P|. . .GHYVIYWELGSKV....KDAKFE....... PNRD|VM
AtGH3-16 RVDL|SSL.P|...GHYVLYWELGNKF....KNAKLD....... PKSN|VL
AtGH3-17 YADTISS|I.Pl...GHYVLFWELKPRH....SNDPPK....... LDDK|TM
AtGH3-18 YADISTF .P|l. . .GHYVFYWELKAKD....VQDVFE....... LEEKVM
AtGH3-19 YADISSF .P|...GHYVFYWELKAKD....VDDVVE....... LDENVL
BraX.GH3-1.a YADTSTI.P|...GHYVLYWELLVR..... EGERQ........ PSHD|TL
BraX.GH3-2.a YAD[TKT|T.[P|. . .GHYVIYWEL. ......... TNAV....... PGDD|[VM
BraA09.GH3-3.a YAD[TKT|T .|P|. . .GHYVIYWELLVK. . ... DQANP........ PSDE[VM
BraAOl.GH3-5.a YADTSSI.P|l...GHYVLFWELCLDGNTP ... .. ... ... IPPSVFEF
BraA03.GH3-5.b YADTSSI.P|...GHYVLFWELCLDGNTP.............. IPPSVF
BraAO2.GH3-6.a YADTSSI.P|l...GHYVLFWEL VY
BraA03.GH3-6.b YADTSSI.Pl...GHYVLFWEL VL
BraA06.GH3-7.a YADISSS.P...GHYVIYWEVKTKE. .. .. EDMKE....... LDEK|TF]
BraA08.GH3-7.b HGD|I|STI.P...GHYVIYWEVEDKR..... EDKTK..HICMELKGDAF
BraA02.GH3-8.a YADVIST|T .P|. . .GHYVLYWELKGKY ... .NNDIAE....... IDNKVL
BraA03.GH3-8.b YADISTT.P|...GHYVLYWELKGKY....SNDIAK....... IDDKVL
BraA03.GH3-8.c YPHVISDA .P|. . .GHYVLYWELKGNN....DDGISE....... IDTNML
BraA03.GH3-8.d YPHISTV.P|...GHYVLYWELKGNN....NDDINEL...... IDTNVL
BraA06.GH3-8.e YADISTV.P|...GHYVFYMELKAKV.NNTSIDDLV....... LDTKVL
BraA06.GH3-8.f YGDISTV.P|. . . GHYVFYLELKSKV.DNNITNVLS....... LVNKVL
BraA09.GH3-8.g YADISTL.Pl...GHYIFYWELKAKN....ISDIVK....... PDNK|VL
BraA09.GH3-8.h FGDV[STV.P|.. .GHYVFYLELKAKV. .NNDTNVLL....... LDEKVL
BraAl0.GH3-8.i YADISTL.P|...GHYIFYWELKSKT....ISDIVK....... LDNKVL
BraA09.GH3-10.a HADVIKAR.P|...GRYIIYWEI AL
BraA03.GH3-1l.a HVDV|ITTE .P|. . .GHYVIYWEI VL
BraAO4.GH3-11l.b HVD[V|ITTE .P|. . ..GHYVIFWEYV] VL
BraA05.GH3-1l.c HVD|LISTE .P|. . ..GHYVIFWEI VL
BraA02.GH3-12.a YADTSTF .P|. . .GHYVLFVEYV]| AF
BraA03.GH3-12.b YADTSTF .P|. . .GHYVIYLET VE
BraA06.GH3-12.c YADTSSS.P...GHYVIYLEYV| [NE]
BraAl0.GH3-12.d YAD[T|ST|F .[P|. . .GHYVIYVEV] VE
BraAl0.GH3-14.a RVDF|SS|Y.P|. . .GHYVLYWEL| VL
BraA03.GH3-15.a RVD|S|SSF .P|. . .GHYVLYWEL VM
BraAO7.GH3-15.b RVD(S|SS|F.P|. . ..GHYVLYWEL| VM
BraA02.GH3-16.a RVD(S|SS|F.P|. . ..GHYVIYWEL VL
BraAO7.GH3-17.a YADTSSI.Pl...GHYVLFWEL ™
BraA09.GH3-17.b YAD[T|SS|T.[P|. . .GHYVLFWEL ™
BraAX.GH3-17.c YAD[T|SS|T.[P|. . .GHYVLFWEL .. MM
BraA04.GH3-19.a KSDMSTFF .P|. . .GHYVFYWEFKAKK....IDCIVK....... LDNNVM
BraA06.GH3-19.b YGD|V[ST|V.P|. . .GHYVFYLELKAKV.NNNSIDDEV....... LDNKVL
BraA09.GH3-19.c YGDISTV.P|. . .GHYVFYLEVKAKV..NNGTNVLQ....... LDNKVL
BraA09.GH3-19.d YGD|ISTV.P|. . .GHYVFYVELIAKV..NNGTNVLQ....... LDNKVL
BraAX.GH3-19.e SAD|I|STF.P|. . .GHYVFYWELKGKE....VNDVLV....... LDEK[TL
BolC09.GH3-1.a YAD[T|ST|T .[P|. . .GHYVLYWEL PSHD|TL
BolC01l.GH3-2.a YADTRTI.P|...GHYVIYWEL PGDD|[VM
BolC08.GH3-3.a YADTKTI.Pl...GHYVIYWEL PSDE[VM
BolCO0l1.GH3-5.a YADTSSI.P|l...GHYVLFWEL IPPS|VF
BolC07.GH3-5.b YADTSSI.Pl...GHYVLFWEL IPPSVF
BolC02.GH3-6.a YAD[T|SS|T.[P|. . .GHYVLFWEL VPPSVY
BolC03.GH3-6.b YAD[T|SS|T.[P|. . .GHYVLFWEL VPP SVL
BolC06.GH3-7.a YADISS|SDP|. . .GHYVIYWEYV| LQFYKK|TF|
BolCO0l1.GH3-8.a YPHIADT.P|...GHYVLYWEL LDPDMM
BolC03.GH3-8.b YADISTT.P|...GHYVLYWEL IDDKVL
BolC07.GH3-8.c YPHVISDV.P|...GHYVLYWEL LNTNML
BolC08.GH3-8.d YADISTV.P|...GHYVFYLEL LDNKVL
BolC09.GH3-8.e YADISTL.PGDSGHEVYT. .. LSHNLL
BolC09.GH3-10.a HAD|VITAR.P|. . .GRYIIYWEI AEDKAL|
BolC03.GH3-1l.a HVDV|STE .P|. . .GHYVIYWEI TEDDVL
BolC04.GH3-11l.b HVDV|TTE .P|. . .GHYVIFWEI TEGDVL
BolCX.GH3-1l.c HVDLISTE .P|. . .GHYVIFWEI TNEDVL
BolC03.GH3-12.a YADTSTF .P|. . .GHYVIYLEIKEKE....GENKKN....NVELSEEVF
BolC09.GH3-12.b YADTISTF .P|. . .GHYVLYVEVIRAKE....GKKYLELNKEALDLNKEAF
BolC09.GH3-14.a RVDF|SSY .P|. . .GRYVLYWELGSKV....KDKKLE....... PKRE[VM
BolC03.GH3-15.a RVD(S|SS|F.P|. . .GHYVLYWELGSKV....KDAKLE....... PDAEVM
BolCX.GH3-16.a RVD(S|SS|F.P|. . .GHYVIYWELGRKL....KDAKVE....... PHRHVL
BolC07.GH3-17.a YADTSSI.P|l...GHYVLFWELKPRY....NNDPPK....... LDDK|TM
BolC08.GH3-17.b YAD[T|SS|T.|P|. . .GHYVLFWELKPRY....DNDPPM....... LDKKMM
BolC08.GH3-19.a YGD|I|ST[V.[P|. . .GHYVFYVELKAKV..KNGTNVLQ....... LDNKVL
BnaAO9R.GH3-1.a YADTISTI.Pl...GHYVLYWELLVR..... TL
BnaCX.GH3-1.a YADTISTI.P|...GHYVLYWELLVR..... TL
BnaAOl.GH3-2.a YADTKTTI.P|...GHYVIYWEL.......... VM
BnaC0l.GH3-2.a YADTRTI.P|...GHYVIYWEL.......... VM
BnaA09.GH3-3.a YAD[TKT|T .|P|. . .GHYVIYWELLVK. .. .. VM
BnaC08.GH3-3.a YAD[TKT|T .|P|. . .GHYVIYWELLVK. .. .. VM
BnaAOl.GH3-5.a YADTISS|I.Pl...GHYVLFWELCLDGNTP VE
BnaA03.GH3-5.b YADTSSI.P|...GHYVLFWELCLDGNTP VFE
BnaC0l.GH3-5.a YADTSSI.P|...GHYVLFWELCLDGNTP VE
BnaC07.GH3-5.b YADTSSI.P|l...GHYVLFWELCLDGNTP VE
BnaA03.GH3-6.a YAD[T|SS|T.[P|. . .GHYVLFWELCLNGDTP VL
BnaAX.GH3-6.b YAD[T|SS|T.[P|. . .GHYVLFWELCLNGNTP 21
BnaC03.GH3-6.a YADTISS|I.Pl...GHYVLFWELCLNGGTP VL
BnaCX.GH3-6.b YADTSSI.Pl...GHYVLFWELYLNGNTP VY|
BnaA06.GH3-7.a YADISSS.P|...GHYVIYWEVKTKE..... T S|
BnaA08.GH3-7.b HGD|I|STI.P...GHYVIYWEVEDKR..... AF
BnaC06.GH3-7.a YAD|T|SS|SDP|. . .GHYVIYWEVINVKN. .. .. ' 1]
BnaA03.GH3-8.a YAD[I|ST|T.|P|. . .GHYVLYWELKGKY. . .. o
BnaA03.GH3-8.b YPHVISDA.Pl...GHYVLYWELKGNN. ... ML
BnaA03.GH3-8.c YPHISTV.P|...GHYVLYWELKGNI.... VL
BnaA06.GH3-8.d YADISTV.[P|. . .GHYVFYMELKAKV.NNTSIDDLV VL




BnaA06.GH3-8.e .
BnaA09.GH3-8.f T
BnaA09.GH3-8.g T
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BnaC02.GH3-8.
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BnaA05.GH3-9.a
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BnaC09.GH3-10.a
BnaA03.GH3-1l.a
BnaAO4R.GH3-11.b
BnaA05.GH3-11l.c
BnaC04.GH3-11l.a
BnaCX.GH3-11l.b
BnaA02.GH3-12.
BnaA03.GH3-12.
BnaA06.GH3-12.
BnaAl0.GH3-12.
BnaC02.GH3-12
BnaC03.GH3-12.
BnaC09.GH3-12.
BnaAlO.GH3-14.
BnaC09.GH3-14.
BnaA03.GH3-15.
BnaC03.GH3-15.
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BnaA06.GH3-19.a
BnaA09.GH3-19.b
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AtGH3-1 ... TR
AtGH3-2 ... AK|
AtGH3-3 ... AR|
AtGH3-4 ... AK]
AtGH3-5 = ... ED
AtGH3-6 = ....... ED
AtGH3-7 ... SE
AtGH3-8 ... VE
AtGH3-9 ... EE
AtGH3-10 . ...... EE
AtGH3-11 = .. ..... QD
AtGH3-12 ... ST
AtGH3-13 ... EE
AtGH3-14 ....... EE
AtGH3-15 = . ...... EE
AtGH3-16 . ...... EE
AtGH3-17 ... ... ED
AtGH3-18  ....... VK|
AtGH3-19 ..., EE
BraX.GH3-1l.a = ....... TR|
BraX.GH3-2.a = ....... AK
BraA09.GH3-3.a  ....... AK
BraA0Ol.GH3-5.a  ....... ED
BraA03.GH3-5.b  ....... ED
BraA02.GH3-6.a  ....... ED
BraA03.GH3-6.b  ....... ED
BraA06.GH3-7.a  ....... LE
BraA08.GH3-7.b  ....... SE
BraA02.GH3-8.a  ....... VE
BraA03.GH3-8.b  ....... VE
BraA03.GH3-8.c  ....... VE
BraA03.GH3-8.d  ....... ME
BraA06.GH3-8.e  ....... VE
BraA06.GH3-8.f  ....... VE
BraA09.GH3-8.g  ....... VE
BraA09.GH3-8.h . ...... VE
BraAl0.GH3-8.i  ....... VE
BraA09.GH3-10.a ....... ED
BraA03.GH3-1l.a ....... QD
BraAO4.GH3-11.b ....... QD
BraA05.GH3-11l.¢ ....... QD
BraA02.GH3-12.a ....... SK
BraA03.GH3-12.b ....... SK
BraA06.GH3-12.c¢ ....... LE
BraAl0.GH3-12.d ....... SK
BraAl0.GH3-14.a ....... EE
BraA03.GH3-15.a ....... EE
BraA07.GH3-15.b EECCFAVEE
BraA02.GH3-16.a ....... EE
BraAO07.GH3-17.a ....... EK]
BraA09.GH3-17.b ....... EL
BraAX.GH3-17.c¢  ....... ED
BraAO4.GH3-19.a ....... VK
BraA06.GH3-19.b . ... ... VE
BraA09.GH3-19.c¢ ....... VE
BraA09.GH3-19.d ....... VE
BraAX.GH3-19.e  ....... MG
BolC09.GH3-1.a  ....... TR
BolCOl1.GH3-2.a  ....... AK
BolC08.GH3-3.a  ....... AK
BolCO0l1.GH3-5.a  ....... ED
BolC07.GH3-5.b  ....... ED
BolC02.GH3-6.a  ....... ED
BolC03.GH3-6.b  ....... ED
BolC06.GH3-7.a  ....... LE
BolCOl1.GH3-8.a  ....... VE
BolC03.GH3-8.b  ....... V.
BolC07.GH3-8.c  ....... VE
BolC08.GH3-8.d  ....... VE
BolC09.GH3-8.e  .........
BolC09.GH3-10.a ....... ED
BolC03.GH3-1l.a ....... QD
BolC04.GH3-11.b ....... QD
BolCX.GH3-1l.c  ....... QD
BolC03.GH3-12.a ....... PK
BolC09.GH3-12.b ....... SK
BolC09.GH3-14.a ....... EE
BolC03.GH3-15.a ....... EE
BolCX.GH3-16.a  ....... EE
BolC07.GH3-17.a ....... EK
BolC08.GH3-17.b ....... ED
BolC08.GH3-19.a ....... VE
BnaAO9R.GH3-1.a ....... TR
BnaCX.GH3-1.a = ....... TR|
BnaAOl.GH3-2.a  ....... AK
BnaC0l.GH3-2.a  ....... AK
BnaA09.GH3-3.a  ....... AK]
BnaC08.GH3-3.a  ....... AK
BnaAOl.GH3-5.a  ....... ED
BnaA03.GH3-5.b  ....... ED
BnaCO0l.GH3-5.a  ....... ED
BnaC07.GH3-5.b  ....... ED
BnaA03.GH3-6.a  ....... ED
BnaAX.GH3-6.b  ....... ED
BnaC03.GH3-6.a  ....... ED
BnaCX.GH3-6.b  ....... ED
BnaA06.GH3-7.a  ....... LE
BnaA08.GH3-7.b  ....... SE
BnaC06.GH3-7.a  ....... LE
BnaA03.GH3-8.a  .........
BnaA03.GH3-8.b  ....... VD
BnaA03.GH3-8.c  ....... ME
BnaA06.GH3-8.d  ....... VE
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BnaC07.GH3-5.
BnaA03.GH3-6.
BnaAX.GH3-6.b
BnaC03.GH3-6.a
BnaCX.GH3-6.b
BnaA06.GH3-7.
BnaA08.GH3-7.
BnaC06.GH3-7.
BnaA03.GH3-8.
BnaA03.GH3-8.
BnaA03.GH3-8.
BnaA06.GH3-8.
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BnaA06.GH3-8.e
BnaA09.GH3-8.f
BnaA09.GH3-8.g
BnaAX.GH3-8.h
BnaAX.GH3-8.i
BnaCO0l1l.GH3-8.
BnaC02.GH3-8.
BnaC02.GH3-8.
BnaC02.GH3-8.
BnaCO07.GH3-8.
BnaC09.GH3-8.
BnaCX.GH3-8.g
BnaA05.GH3-9.a
BnaC04.GH3-9.a
BnaA03.GH3-10.a
BnaA09.GH3-10.b
BnaC09.GH3-10.a
BnaA03.GH3-1l.a
BnaAO4R.GH3-11.b
BnaA05.GH3-11l.c
BnaC04.GH3-11l.a
BnaCX.GH3-11l.b
BnaA02.GH3-12.
BnaA03.GH3-12.
BnaA06.GH3-12.
BnaAl0.GH3-12
BnaC02.GH3-12.
BnaC03.GH3-12.
BnaC09.GH3-12.
BnaAl0.GH3-14
BnaC09.GH3-14.
BnaA03.GH3-15.
BnaC03.GH3-15.
BnaAX.GH3-16.a
BnaC02.GH3-16.
BnaA07.GH3-17.
BnaA08.GH3-17.
BnaA09.GH3-17.
BnaC08.GH3-17.
BnaCX.GH3-17.b
BnaCX.GH3-17.c
BnaAO5GH3-18.a
BnaCX.GH3-18.a
BnaA06.GH3-19.a
BnaA09.GH3-19.b
consensus>70

Hho QD

ppppPODPRQDD

[ el e I )



