0.04

10 15 20 25 30 35 40 45

%BF

BMIL

0.094

0.084
0.034 0.074
0.064

0.059

Density

0.04
0.03
0.014 0.02-

0.014

0.00

T T T T T T
10 20 30 40 50 60

Figure S1. Density distribution of percent body fat (%BF) and body mass index (BMI). A total of 828
children (423 boys, 405 girls) aged from 3 to 16 from Mexico City of the pediatric Childhood Obesity cohort
of the Healthy Childhood project (COIPIS) were used.
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Figure S2. Genetic stratification of Mexican-Mestizo children from Mexico City. Principal Component
Analysis shows the two most informative eigenvectors. Blue dots represent our Mexican children samples,
Africans (AFR) are shown in red, Europeans (EUR) in green, and Mexican-Mestizo and Amerindian adults
(NAM) in purple [1]. Two outliers in blue, above the European cluster, were eliminated for downstream
analysis. Mexican-Mestizo children formed a spread cluster distributed between the European and Native-
American parental populations. The overlap between our sample and that reported in Silva-Zolezzi et al. [1]
confirmed the expected pattern for Mestizo population.



rs72757283 rs2680328

Plotted SNPs Ul et P Lt nperinrye i Plotted SNPs D 1 0 U 1 | 00 M | 10 O
10 = |- 100 10 7 |- 100
A B B N
W, 9
8 1s72757283 02| g § N . o
i g 2 rs2680328
o ® 8 3 g
n 2 - . El
r s e E of 60 £
< & é g 4 40 .‘E:
2 - i
2 20
0
0 0
: - SEM" : = CERSI - : ":_'%‘
100.8 100.85 1009 100.95 101 101.05 101.1 56.8 56.9 57 571 57.2
Pasition on chr15 (Mb) Paosition on chr10 (Mb)
rs72866768
Plotted SNPs ||
w7 L 100
E = C
v
8 o 1572866768 80
. 2 2
5
% 6 60 ;
§ 4 40 %
1 . s %-
oe E
: .“. ’ ¢ : L =
0 . 0
S i g e .
1352 1353 1354 1355 1356
Position on chr10 (Mb)
Figure S3. Locus zoom plots of the GWAS after imputation with BMI. Shading of the points represent the
linkage disequilibrium (r2, based on the 1000 Genomes Project) between each SNP and the top SNP. (A)
rs72757283 is in high LD with rs75661572 (R?=0.95) in CERS3 gene. (B) rs2680328 is in high LD with
12799617 (R?>=0.95) in PCDH15 gene. (C) rs72866768 in CYP2EL.
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