Table S1 Primers used for qPCR in this study

Primer Name

Sequence

qRT-BjuTIR1A-F
qRT-BjuTIR1A-R
qRT-BjuTIR1B-F
qRT-BjuTIR1B-R
qRT-BjuTIR1C-F
qRT-BjuTIR1C-R
qRT-BjuTIR1D-F
qRT-BjuTIR1D-R
qRT-BjuTIR1E-F
qRT-BjuTIR1E-R
qRT-BjuTIR1F-F
qRT-BjuTIR1F-R
qRT- BjuAFB1A-F
qRT- BjuAFB1A-R
qRT- BjuAFB1B-F
qRT- BjuAFB1B-R
qRT- BjuAFBI1C-F
qRT- BjuAFB1C-R
qRT- BjuAFB1D -F
qRT- BjuAFB1D-R
qRT- BjuAFB2 -F
qRT- BjuAFB2-R
qRT- BjuAFB3A-F
qRT- BjuAFB3A -R
qRT- BjuAFB3B-F
qRT- BjuAFB3B-R
qRT- BjuAFB3C-F
qRT- BjuAFB3C-R
qRT- BjuAFB3D-F
qRT- BjuAFB3D-R
qRT- BjuAFB4-F
qRT- BjuAFB4-R
qRT- BjuAFB5A-F
qRT- BjuAFB5A-R
qRT- BjuAFB5B-F
qRT- BjuAFB5B-R
qRT-BjuACTIN3-F
qRT-BjuACTIN3-R

TGTATAAGCGAGTGTCCCTA
ATTTGCAGACCAGAGAGACG
TGTATAAGCGAGTGGCCTTA
ACTTGCAGACAAGGGACACA
CAGAAGCGAATCGGCCTC
ATTTGCAGACGAGGGAAACG
TGTATAAGCGAGTGGGGCTG
ACTTGCACACCAGAGACACC
TGTATAAGCGAGTGTCGTTA
ACTTGCACACCAGGGACACC
TGCAGAAGCGAGTGGTGTTG
ACTTGCAGACGAGAGACACG
GAAGATGCCAAGGCTTAAC
CAAACTCAGGCGTATCCAAC
CAAAGGTTCTTGAGCACATCT
GACGTGCAACCGCTGCG
CTAAGGTTCTTGAGCATATCC
GTGCAACCGCCTCAGGGG
GAAGATGCCGAGGCTAAAT
CAAACTCAGGCGTATCCTGC
GAACGATAATAACCGTATGGA
AACGGCGGCGCATCAACC
GAATGAGAATGAGAATGGGAG
GTCCCTTCTAGTCCCAACCACG
GAGAATGAGAGTGGGAGGA
CCATTCTAGTCCCAACGACC
CCCAGACGAGGTGATTGAG
GAACACTCTCTTCCTGCTACAC
GATCGAGAGATCGTTGACTC
GCGTGCCTTAGCTAACGCAT
TCGGAGATGGCCAAGAACGTC
ACATATGCTGATGCTACGGG
GGTGCATCGCCTGCTACTTG
CAGGTTCTTGCTCGCTCTGA
GCTACGTCGCCTCCTGCTGC
CGGTCCCTGCTCGTCGCTC
GGCTACTCTTTCACCACGAC
GGATACCAGCATTCTCCATAC
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Figure S3. The phylogenic analysis of TIR1/AFBs in A. thaliana, B. rapa and B.
juncea var. tumida. The protein sequence of each gene was used for the alignment,

and the phylogenic neighbor-joining tree was constructed using MEGAS phylogenetic
analysis software.



File S4 The raw data of qPCR assays

gPCR in tissues-raw data of three biological repeats

Sample  TIR1A TIR1B TIR1IC TIRID TIR1IE TIR1IF AFB1A AFB1B AFBIC AFBID AFB2 AFB3A AFB3B AFB3C AFB3D AFB4 AFB5A AFB5B  ACTIN
Root 29.67 1841 10.74 7.1 118 1796 12.68 12.3 14.46 323 255 11 15.36 29.68 22.38 1429 20.44 12.38 16.86
8.62 19.2 1223 7.67 146  33.06 14.75 9.64 12.95 2296  24.27 11.57 21.84 11 2749 1895 19.22 14.87 16.37
7.2 266 1314 6.98 177 2931 12.43 10.15 13.66 19.79 25.2 7.28 22.15 13.11 2191 2013 17.57 17.28 18.62
Stem 31.16 216  11.67 1047 1243 1841 16.26 33.96 14.35 22.75 23.7 8.26 17.95 11.12 23.86 17.56 24.06 18.93 19.73
83 19.02 1238 825 1538 14.99 19.79 10.23 12.25 21.22 224 9.32 18.8 14.44 23.81 37.66 21.25 16.76 21.05
948 2045 12.85 8.74 148  15.89 17.47 9.86 17.81 22.73 225 8.34 16.63 11.43 23.68 1747 17 17.56 21.75
Leaf 27.77 2048 1529 8.87 1827 19.67 16.24 10.6 13.74 2412 2477 25.92 18.76 14.71 2781 19.16 19.86 15.99 19.88
29.26 2168 13.19 1142 1478 18.92 16.32 14.28 18.18 2045 2543 10.19 18.63 17.32 23.18 22,05 22.45 1791 18.96
10.63 2152  17.77 744 1438 16.99 15.56 12.96 15.26 20.28  24.18 25.09 16.87 12.88 2539 3225 20.47 18.75 18.88
Flower 9.95 1976 19.85 1465 1531 1645 18.85 11.72 20.14 2491 2475 23.83 18.59 15.13 1956  18.33 21.64 24.58 22.58
8.98 2145 1387 1436 1797 22.02 18 16.51 16.19 25.82 244 10.64 25.32 13.09 2435 18.86 21.53 19.45 21.69
10.72 2366 19.12 10.89 1561 17.79 221 145 16.84 24.95 241 24.26 24.71 15.27 2271 2749 25.99 19.58 22.38
Pod 2793 1979  13.29 12.13 1649  15.82 19.82 11.76 16.12 2585 25.71 13.28 19.91 13.25 2784 2131 22.36 19.98 23.73
2728 2786  15.63 11.11 1598 14.66 28.79 26.95 16.27 2527  26.69 10.27 19.66 17.11 30.69 19.16 22.95 25.76 24.45
1148 2124  25.95 1162 1781  17.59 18.72 10.74 17.15 2431  25.69 12.04 21.53 11.92 2782  21.38 28.09 20.06 24.53
12.52 253 17.92 1597 16.85 24.92 22.73 17.27 31.24 2912 25.87 14.53 25.59 26.35 3138  23.75 30 27.64 24.71
Swollen 1393 2937 17.27 13.92 18.7 27.24 25.72 15.76 29.15 29.24 25.8 14.44 26.37 26.12 30.73 22.97 27.82 27.2 24.38
stem 13.15 2621 2441 145 1864 2146 27.99 14.65 28.53 29.18  25.96 14.85 26.69 22.15 323 29.07 28.6 27.58 24.37




gPCR in tissues-modified data used for analysis

Sample TIR1A TIR1B TIRIC TIR1ID TIR1E TIR1IF AFB1A AFB1B AFBI1C AFBID AFB2 AFB3A AFB3B AFB3C AFB3D AFB4 AFB5A AFB5B  ACTIN
Root 18.41 7.1 11.8 12.68 14.46 255 11 22.38 20.44 12.38 16.86
8.62 19.2 1223 7.67 146  33.06 9.64 12.95 2296  24.27 11.57 21.84 11 18.95 19.22 14.87 16.37

7.2 13.14 6.98 177 2931 12.43 10.15 13.66 19.79 25.2 22.15 13.11 2191 2013 18.62

Stem 216  11.67 16.26 14.35 22.75 23.7 8.26 17.95 11.12 23.86 17.56 24.06 18.93 19.73
83 19.02 1238 825 1538 14.99 10.23 12.25 21.22 224 9.32 18.8 23.81 21.25 16.76 21.05

948 2045 1285 8.74 148  15.89 17.47 9.86 22.73 22.5 8.34 16.63 11.43 23.68 1747 17.56 21.75

Leaf 2777 2048 1529 8.87 19.67 16.24 10.6 13.74 24.77 25.92 18.76 14.71 2781 19.16 19.86 15.99 19.88
29.26 2168 13.19 1478  18.92 16.32 14.28 2045 2543 18.63 23.18 22,05 1791 18.96

2152 17.77 744 1438 16.99 15.56 12.96 15.26 20.28  24.18 25.09 12.88 25.39 20.47 18.75 18.88

Flower 995 19.76  19.85 1465 1531 1645 18.85 2491 2475 23.83 15.13 18.33 21.64 22.58
898 2145 14.36 18 16.51 16.19 25.82 24.4 25.32 2435 18.86 21.53 19.45 21.69

10.72 2366 19.12 1561 17.79 145 16.84 24.95 241 24.26 24.71 15.27 22.71 19.58 22.38

Pod 2793 19.79  13.29 12.13 1649  15.82 19.82 11.76 16.12 2585 25.71 13.28 19.91 13.25 2784 2131 22.36 19.98 23.73
27.28 15.63 11.11 1598 14.66 16.27 2527  26.69 19.66 22.95 24.45

21.24 1162 1781 18.72 10.74 17.15 2431  25.69 12.04 11.92 2782  21.38 20.06 24.53

Swollen 12.52 253 17.92 15.97 24.92 29.12  25.87 14.53 25.59 26.35 3138  23.75 27.64 24.71
stem 13.93 17.27 13.92 18.7 27.24 25.72 15.76 29.15 29.24 25.8 14.44 26.37 26.12 30.73 22.97 27.82 27.2 24.38
13.15 26.21 145 18.64 21.46 27.99 14.65 28.53 29.18  25.96 14.85 26.69 22.15 32.3 28.6 27.58 24.37




gPCR under salt treatment-raw data of three biological repeats

Sample TIR1A TIR1B TIRIC TIRID TIR1E TIRIF AFB1A AFB1B AFBIC AFBID AFB2 AFB3A AFB3B AFB3C AFB3D AFB4 AFB5A AFB5B  ACTIN
CK 1443 19.07 1186 8.72 1183 17.76 13.33 9.64 16.43 19.03  19.68 8.5 16.24 10.4 19.71 1464 19.98 18.58 19.16
16.69  19.49 13.6 778 1147 16.76 14.76 9.41 15.48 18.12  19.57 8.14 14.2 11 26.34  13.88 20.65 21.45 20.47

85 1879 11.39 7.51 116  19.07 13.06 11.59 13 20.22  19.82 7.32 14.45 10.63 18.73  13.69 21.11 19.12 20.32

NaCl-3h 865 16.79 13.76 11.76  13.78 17.63 17.75 15.57 15.33 2049 2144 8.71 17.82 14.16 2117 19.22 19.65 17.81 19.6
9.3 19.72 1367 786 1338 16.81 16.2 11.29 15.97 26.24 20.2 9.98 16.97 13.22 19.82 16.76 20.17 19.45 20.54

1065 16.98 13.74 1044 1229 1742 17.7 23.06 1421 2499 21.72 11.16 15.9 11.2 2569 17.84 20.36 17.86 22.63

NaCl-6h 9 1973 15.8 10.26 1447  19.06 18.34 18.66 14.85 25.68  22.67 11.92 19.13 18.82 206 1995 20.34 19.49 21.45
11.04 21.2 14.3 10.96 17.1 1855 15.92 12.09 15.42 2569 2263 10.89 22.88 14.75 2621 2031 21.72 20.75 21.92

1054 20.65 1381 10.77 1437 1849 22.02 16.31 14.33 2497 2181 12.23 17.79 14.28 3517 1781 22.67 19.21 23.24

NaCl-12h 1759 2154  19.06 11.74 1554  20.69 18.57 13.69 22.12 2539 2183 12.56 17.7 10.93 22.97 20.3 24.16 21.11 22.15
1195 2188 1542 12.44 1576 19.6 17.97 16.97 17.67 2444 2135 11.74 20.87 15.24 2043  20.74 23.33 22.17 22.3

16.12 19.66  16.97 1562 1429 20.6 20.59 20.88 15.44 2404 2197 10.18 17.96 18.6 23.64 2049 26.37 22.22 22.08

NaCl-24h 1493 1995 18.62 1385 16.99 19.36 21.78 18.34 19.67 26.7  23.25 14.54 21.65 15.95 2636 2121 26.8 254 22.89
14.92 224 2724 1363 1592  22.25 24.92 17.36 21.17 26.29  24.18 14.98 20.1 23.77 278  22.65 24.73 23.36 22.83

1494 2275 1932 12 1823 22.79 22.72 15.46 23.33 256 2371 14.82 19.95 19.15 28.36  25.46 25.65 24.88 22.87




gPCR under salt treatment-modified data used for analysis

Sample TIR1A TIR1B TIRIC TIRID TIR1E TIRIF AFB1A AFB1B AFBIC AFBID AFB2 AFB3A AFB3B AFB3C AFB3D AFB4 AFB5A AFB5B  ACTIN
CK 1443 19.07 1186 8.72 1183 17.76 13.33 9.64 16.43 19.03  19.68 8.5 10.4 19.71 1464 19.98 18.58 19.16
16.69  19.49 778 1147 16.76 14.76 9.41 15.48 18.12  19.57 8.14 14.2 11 13.88 20.65 20.47

18.79  11.39 7.51 11.6 13.06 20.22  19.82 7.32 14.45 10.63 18.73  13.69 21.11 19.12 20.32

NaCl-3h 865 16.79 13.76 11.76  13.78 17.63 17.75 15.57 15.33 21.44 8.71 17.82 14.16 21.17 19.65 17.81 19.6
9.3 13.67 1338 16.81 16.2 11.29 15.97 26.24 20.2 9.98 16.97 13.22 19.82 16.76 20.17 20.54

1065 16.98 13.74 1044 1229 1742 17.7 1421 2499 21.72 15.9 17.84 20.36 17.86 22.63

NaCl-6h 9 1973 15.8 10.26 1447  19.06 18.34 18.66 14.85 25.68  22.67 11.92 19.13 206 1995 20.34 19.49 21.45
11.04 21.2 14.3 10.96 18.55 15.92 15.42 2569 2263 10.89 14.75 2621 2031 21.72 21.92

1054 20.65 1381 10.77 1437 1849 16.31 14.33 2497 2181 12.23 17.79 14.28 22.67 19.21 23.24

NaCl-12h 1759 2154 11.74 1554  20.69 18.57 13.69 2539 2183 12.56 17.7 10.93 22.97 20.3 24.16 21.11 22.15
21.88 1542 12.44 1576 19.6 17.97 16.97 17.67 2444 2135 11.74 15.24 2043  20.74 23.33 22.17 22.3

16.12 16.97 14.29 20.6 20.88 15.44 2404 2197 10.18 17.96 18.6 23.64 2049 22.22 22.08

NaCl-24h 14.93 18.62 1385 16.99 21.78 18.34 19.67 26.7  23.25 14.54 21.65 15.95 2636 2121 26.8 254 22.89
14.92 224 1363 1592  22.25 17.36 21.17 26.29  24.18 14.98 20.1 23.77 278  22.65 24.73 23.36 22.83

1494 2275 1932 12 22.79 22.72 15.46 23.33 256 2371 14.82 19.95 19.15 28.36 25.65 24.88 22.87




gPCR under Plasmodiophora brassicae treatment-raw data of three biological repeats

Sample TIR1A TIR1B TIRIC TIR1ID TIR1E TIR1IF AFB1A AFB1B AFBI1C AFBID AFB2 AFB3A AFB3B AFB3C AFB3D AFB4 AFB5A AFB5B  ACTIN
CK 2156 1837 18.46 794  13.38 18 14.34 10.86 20.97 18.21  23.36 8.71 18.16 8.73 23.76  16.53 19.55 14.76 19.96
728 20.02 10.88 9.66 1562 15.63 12.41 9.59 12.69 18.03  23.22 10.17 19.27 11.74 2147 16.58 18.38 17.14 20.79

16.38  19.17 11.3 8.66 1139 16.56 14.55 13.98 12.9 1134 2321 7.99 18.32 14.3 2275 17.26 15.37 17.16 20.33

Pb-6h 743  19.72 9.56 872 1532 1563 16.76 10.45 12.18 20.18 2271 7.72 17.68 11.81 18.95  20.39 19.16 15.36 22.3
8.03 2043 12.04 9.4 1287 16.85 14.69 9.2 13.84 1786  23.35 9.91 18.17 13.9 2211 1584 20.25 17.71 21.21

854 19.08 12.34 7.92 8.86 16.29 16.99 9.89 4.36 16.71 2271 9.4 15.78 9.65 227 1719 20.44 18.07 24.52

Pb-12h 8.09 1953 11.87 9.15 109 16.27 14.96 18.71 14.76 19.81 19.23 9.84 17.18 11.85 18.78  18.37 18.05 15.77 21.8
7.86  20.87 135 8.66  10.96 16.5 17.03 11.35 15.7 19.45 2546 9.34 15.79 12.12 21.67 16.94 16.57 16.6 20.17

6.83  19.63 11.6 9.05 1411 19.18 20.16 10.55 14.31 19.22 2314 8.85 15.63 11.68 2256 2221 18.87 17.78 21.57

Pb-24h 889 2168 13.88 1131 1285 17.3 185 11.6 14.71 1993 2374 16.39 18.49 14.47 22.07 24.1 21.27 16.96 25.6
10.62  21.16 15.5 11.73 1455 1883 15.42 11.97 15.45 212 2422 10.5 18.2 13.57 2399 2197 21.36 16.43 21.72

10.57 2223 1419 11.38  13.73  20.99 16.99 11.8 18.09 2122 2462 11.75 18.63 14.54 19.94 275 25.46 17.23 22.8

Pb-48h 1442 2189 14.25 10.36 1483  18.96 14.93 13.48 15.91 2344 2593 11.61 17.71 21.28 2427  20.01 21.92 2431 245
1476 2139 13.75 11.16 143 1831 16.93 12.73 17.5 23.63  24.66 10.7 18.78 14.98 2861 19.24 22.48 18.33 24.86

9.77 2235 12.78 10.7 16.58 21.34 19.78 12.91 12.97 2237  24.69 12.07 19.39 16.88 22.21 19.6 21.84 20.03 25.48

Pb-72h 19.2 244 1464 14.44 1861 1853 21.78 18.99 18.59 28.23 2549 154 16.94 19.85 2335 2229 24.83 22.68 2411
1271 2462 1442 13.47 1414 2197 21.46 18.77 19.85 23.96 246 15.03 16.42 20.7 26.29 226 25.56 18.63 24.87

1338 2249 1944 16.16 2412 19.73 18.37 14.96 17.81 2511 2485 16.2 18.85 17.9 26.64 22.71 20.35 19.87 24.37




gPCR under Plasmodiophora brassicae treatment-modified data used for analysis

Sample TIR1A TIR1B TIRIC TIR1ID TIR1E TIR1IF AFB1A AFB1B AFBI1C AFBID AFB2 AFB3A AFB3B AFB3C AFB3D AFB4 AFB5A AFB5B  ACTIN

CK 2156  18.37 794  13.38 14.34 10.86 18.21  23.36 8.71 18.16 8.73 23.76  16.53 19.55 19.96
20.02 10.88 9.66 1562 15.63 9.59 12.69 18.03  23.22 19.27 11.74 2147 16.58 18.38 17.14 20.79

16.38  19.17 11.3 8.66 1139 16.56 14.55 12.9 23.21 7.99 18.32 14.3 2275 17.26 17.16 20.33

Pb-6h 743  19.72 872 1532 1563 16.76 10.45 12.18 22.71 17.68 11.81 19.16 22.3
8.03 2043 12.04 9.4 1287 16.85 9.2 13.84 1786  23.35 9.91 18.17 13.9 2211 1584 20.25 17.71 21.21

854 19.08 12.34 7.92 16.29 16.99 9.89 16.71 2271 9.4 227 1719 20.44 18.07 24.52

Pb-12h 8.09 1953 11.87 9.15 109 16.27 14.96 14.76 19.81 9.84 11.85 18.37 18.05 15.77 21.8
7.86  20.87 8.66  10.96 16.5 17.03 11.35 15.7 19.45 2546 9.34 15.79 12.12 21.67 16.94 16.6 20.17

6.83  19.63 11.6 9.05 20.16 10.55 14.31 19.22 2314 8.85 15.63 11.68 22.56 18.87 17.78 21.57

Pb-24h 21.68 13.88 1131 1285 17.3 11.6 14.71 23.74 18.49 14.47 22.07 24.1 21.27 16.96 25.6
10.62  21.16 15.5 11.73 1455 1883 15.42 11.97 15.45 212 2422 10.5 18.2 13.57 2399 2197 21.36 16.43 21.72

10.57 2223 1419 11.38  13.73 16.99 11.8 2122 2462 11.75 18.63 14.54 275 17.23 22.8

Pb-48h 1442 2189 14.25 10.36 1483  18.96 14.93 13.48 15.91 2344 2593 11.61 17.71 2427  20.01 21.92 245
1476 2139 13.75 11.16 143 1831 16.93 12.73 17.5 23.63  24.66 10.7 18.78 14.98 19.24 22.48 18.33 24.86

2235 12.78 10.7 12.91 2237  24.69 12.07 19.39 16.88 22.21 19.6 21.84 20.03 25.48

Pb-72h 244 1464 14.44 1861 1853 21.78 18.99 18.59 25.49 154 16.94 19.85 22.29 24.83 2411
1271 2462 1442 13.47 1414 21.46 18.77 19.85 23.96 246 15.03 16.42 20.7 26.29 226 25.56 18.63 24.87

13.38  22.49 19.73 17.81 2511 2485 16.2 26.64 22.71 19.87 24.37




